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8.1 Appendix A: Recommendations for Statistics 

The following recommendations have been drawn from a review of literature, NATA guidelines, 
advice from senior quality staff at Forensic and Scientific Services and from National Forensic 
Statisticians. 

For definitions of accuracy (trueness), precision, repeatability, reproducibility (within laboratory and 
between laboratory), blank. linearity, limit of detection (LOD), limit of (LOR), sensitivity, uncertainty 
and verification refer to QIS 10662 and QIS 23849, and NATA guidelines (https://nata.com.au/). 

Please also refer to the FSS Guidelines for Method Validation QIS 10662. 

Considerations in the design and approach to a validation study or research project: 

Are statistics necessary given the experiment or analysis being considered: 
• For strong statements "significant difference", "linear trend" etc. a statistic will be required to 

support the statement. For comparative statements it may not always be informative, or 
operationally appropriate to complete a statistic i.e. "differences were seen", or "appears to 
be a trend" statements do not require a statistic. 

• Where a statistical test is not informative, and/or particularly where the difference between 
the experimental groups will not have an operational meaning - use of box plots are 
recommended. Box plots display the variation present in a system. Generally if the box 
plots overlap the difference between the groups is functionally non-significant. 

Sample numbers: 
When deciding how many samples are require for an individual experiment the following should be 
evaluated: 

• Consider the amount of variation you are expecting to see. Where little variation is expected 
(e.g. number of alleles obtained from blood samples) small experimental sample numbers 
are needed. Where variation is higher (e.g. peak heights from low DNA quantification 
samples) sample numbers should be much higher. Where the amount of expected 
variation is unknown it is possible to run one set of samples, assess the results and then 
run additional samples if required. 

• The experimental design is always aiming to include enough samples to model the 
expected variation in the relevant experiment (given the experimental factors under 
consideration). Thereby producing sufficient information (via sample numbers) for the 
development of methods/thresholds to cover "most situations". It is not possible for a 
study/validation to cover all possible situations. 

• In cases were a projecUvalidation is assessing locus amplification efficiency, and inter-locus 
peak height balance larger sample sizes may be required (suggest use of population 
samples -200-250); this is particularly relevant for Y kits where a linear relationship may 
not be seen. 

Which statistics might be most appropriate: 
• ANOVA- to compare independent groups of samples 

Example: Dziak, R, Peneder, A, Buetter, A & Hageman, C. 2018 'Trace DNA Sampling Success from 

Evidence Items Commonly Encountered in Forensic Casework,' J Forensic Sci, vol 63, pp 835-841. 
doi:1 0.1111/1556-4029.13622 

• Kruskai-Wallis -to compare independent groups of samples 
Example: Henry, J & Scandrett, L. 2019 'Assessment of the Yfiler® Plus PCR amplification kit for the 
detection of male DNA in semen-negative sexual assault cases,' Science & Justice, in press 
2019, 
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• Paired T-test- to compare repeated samples i.e. same samples run through two different 
methods. 
Example: Tsai, L, Lee, C, Chen, C, Lee, J.C, Wang, S, Huang, N, Linacre, A. & Hsieh, H. 2016, 'The 
Influence of Selected Fingerprint Enhancement Techniques on Forensic DNA Typing of Epithelial 
Cells Deposited on Porous Surfaces.' J Forensic Sci, vol 61: S221-S225 

• Chi-square test- may be applied to demonstrate the average peak heights between loci (or 
dye layer) may differ 
Example: Montpetit, S & O'Donnell, P, 2015, 'An optimized procedure for obtaining DNA from fired 
and unfired ammunition,' Forensic Science International: Genetics, vol17, pp 70-74, 

Tools for statistics: 
• Excel - basic statistics 
• R software program 
• SPSS Software - commercially available software for statistics and graphing 

Practical guidelines and suggestions: 
It is not possible for a "procedure" to be written that will cover all possible approaches/analysis for 
studies that may be required within the Forensic DNA Analysis Laboratory. However, some key 
principles and guidelines are provided below that may assist with the development of an 
experimental design. 

Instrument validations: 
• For instruments that perform pipetting tasks, assessment of %inaccuracy and %CV are 

generally assessed on the Artel MVS instrument, and must meet laboratory guidelines +/-
5% (10% for volumes ::;101JL) 

• Contamination checks can be important in many studies, particularly those that involve 
pipetting or liquid movement steps. This may include soccer-ball plates for 96-well formats. 

Software validations 
• Ensure the computer on which the software is installed meets the specifications of the 

software 
• The software must have a version number (this must be referenced in the validation) 
• Settings/configurations must be consistent with the software specifications, and only able to 

be accessed by authorised users 
• Software should have pre-existing developmental validation (i.e. publication, or 

manufacturers validation). This validation should ensure that calculations and parameters 
meet requirements. 

Sensitivity and Limit of Detection: 

);- Sensitivity studies will often be conducted prior to repeatability/reproducibility assessments. 

);- Concordance assessments may be incorporated with sensitivity studies. Concordance is 
usually an assessment of -100 samples. 

DNA Extraction 
• Serial dilutions of cell suspensions (where a cell count has been done) are useful for DNA 

extraction sensitivity studies (Refer project #168 final report for further details) 
• Dilutions should result in range of cell concentrations-1 0-500 cells (per extraction), such 

that the capacity of extraction technology is assessed at ranges suitable for forensic 
analysis. 

DNA Quantification 
• Serial dilutions of NIST standards are useful for LOD and sensitivity assessments where 

DNA quantifications methods are to be evaluated. Percentage change (inaccuracy) may be 
calculated from the expected and observed results. 
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• Dilutions should extend both below and above expected functional range as defined by the 
manufacturer. For example in validating Quant Studio 5 the dilutions utilised were: 0.0001, 
0.001, 0.002, 0.003, 0.004, 0.005, 0.006, 0.007, 0.008, 0.009, 0.01, 0.03, 0.05, 0.07, 0.09, 
0.1, 0.5, 1.0 and 5.0 ng/IJL (Refer project #185 final report for further details) 

DNA Amplification 
• Optimal PCR cycle number to be evaluated by the laboratory: this should include 7-12 

samples, plus controls over at least 3 different PCR cycle numbers. 

Capillary Electrophoresis 
• Baseline should utilise 20-100 samples, with samples analysed at 1 RFU. Stutter, pull-up, 

carry-over and artefacts should be removed. Average peak height RFU (IJPk) for each dye 
channel calculated using the AVERAGE function (Arithmetic mean) in Excel. The standard 
deviation (crPk) will be calculated using the STDEV function in Microsoft Excel (Refer project 
#196 for further details) 

o Limit of Detection (LOD)= iJPk + 3 Opk 
o Limit of Reporting (LOR)= iJPk + 10 Opk 

Repeatability: 
• Run a set of samples multiple times on a plate. Ideally each sample should be run at least 7 

times. 
o On a standard PCR plate 12 samples can usually be run on a plate 7 times with 

standards and/or controls- this is considered statistically sound. 
o Scatter plots or box plots can be a way to display the data and evaluate the 

variability between replicates. 

Reproducibility: 
• Run a plate over multiple days (as many as is practicable e.g. over 3-5 days), with different 

operators. 
• The "plate" of samples used for reproducibility may include the same samples used for 

repeatability. It is suggested that -12 samples (min 7 samples), plus controls are included 
in the reproducibility plate. 

• Scatter plots or box plots can be a way to display the data to evaluate reproducibility within 
the system. 

Performance Study: 
For some projects a performance study is worthwhile. This is generally a set of "Typical" samples 
received within the laboratory. Generally, a larger number of routine samples are processed. 

Exemplar publications of forensic validation studies: 

Coble, MD, Buckleton, J, Butler, JM, Egeland, T, Fimmers, R, Gill, P, Gusmao, L, Guttman, B, 
Krawczak, M, Marling, N, Parson, W, Pinto, N, Schneider, PM, Sherry, ST, Willuweit, S & Prinz, M 
2016 'DNA Commission of the International Society for Forensic Genetics: Recommendations on 
the validation of software programs performing biostatistical calculations for forensic genetics 
applications,' Forensic Science International: Genetics, vol 25, pp 191-197 

Hollard, C, Ausset, L, Chantrel, Y, Jullien, S, Clot, M, Faivre, M, Suzanne, E, Peme, L & Laurent, F­
X. 2019, 'Automation and developmental validation of the ForenSeqTM DNA Signature Preparation 
kit for high-throughput analysis in forensic laboratories', Forensic Science International: Genetics, 
vol. 40, pp. 37-45 

Meuwly, D, Ramos, D & Haraksim, R 2017, 'A guideline for the validation of likelihood ratio 
methods used for forensic evidence evaluation', Forensic Science International, vol. 276, pp. 142-
15 
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8.2 Appendix B: Resources for Statistics 

QFAB Bi'ostats Sites Sheet 

A Hst of useful online Biostatistics sites .. 

Introductory Theory 

Discovering St..-=ttistics by Andy Field 
https: /fwww.discoveringsta.tistics.com/ 

Study Design 

Phases of Clinical Trials by Australian Clinical Tr ials 
htt;ps: I I www .. australi an din ica ltria 1 s. gov.a u I what-cl inical-trial /phases-din i cal­
trials 

Study Designs by The Centre for Evidence-Based Medicine 
htt;ps: //www ... cebm.net/2014/04/study-designs / 

Choosing the Right Statistical Test 

Numerical Methods for Biosciences Students 
https: 1/wel:J.anglia.ac..uk/num hers /l:Jiostatistics/l:Jiostatistics.html 

St:..'l.tistical Decision 'free 
https: //www .. anzmtg.org/ st..-=tts I 

Sample Size and Power 

Calculating an optimal sanilples size or identifyrung the power of a sample size 
https://www.anzmtg.org/st..-=tts/Guides/PowerOfSampleSize 

Sample Size and Power Calculators 

G*Power, MedCalc, EpiTools, StatsToiDo, StatsPages 

Sample size estimates need to be inflated to take into account estimated drop 
outs and miss ing values. QFAB has developed a Study Length Calculator for this. 

Randomisation 

Directory ofrandomisation software and services 
https: 1/www-users.york.ac.uk/ "'m.b55/guide /randsery.htm. 

Surveys & Questionnaires 

Measurement 'fools/Research Instruments 
http ://guides.lib.uw.edu /c.php?g=99174&p=641942 

Prepared by the QFAB Biostatistics Team 
https: /fqfab.org/biostatistics 
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QF'AB recommends using REDcap, especially for longitudinal studies, and 
provides training in this. Please check i.fyour employer supports this software. 

Data Management 

Good.IDat..'l. Guidelines 
htt_ps: //qfa b .org/good-data.-guidelines 
Numerical conversion is not required is using the sofuvare R 

Online Calculators 

MedCalc, Vassar Stats, EpiTools, StatSciCalc 

Software 

Software support 
https: 1/st.;,=tts.idre.ucla.edu/# 

We recommend against using ~xcel for data analysis. ln increasing 
sophistication bot decreasing ease of use: GraphPad Prisna, SPSS, STAT A, SAS, R 
Each. software has its own online help do cumenta.tion . QFAB provides training in 
R, SPSS, and STAT A. 

Data An a lysis 

Choo sing the right distribution 
https://blog.cloudera .. com/blog/2015/12/common-probability-distr ibutions ­
tbe-data-scient:ist:s-crib-sheet/ 

Everyth.ing you need to complete your data analysis 
https: //st..'l.tistics.laerd.com /features-overview.php 

Statistical .Help 
https: /lwww . .statsdirect.com /help/defaulthtm 

References 

Handbook of Biological Statistics 
http ://www.biost..'l.thandbook.com.fanalysissteps.html 

Biostatistics .Resource for Medical, Health and Allied Research 
http ://www.medicalbiostatistics.com/ 

St..'ltistics for Biologists 
http ://www.nature.com/coUections/qghhqm/point.sofsignifkance 

Prepared by the QFAB .!Biost.."'.tistics Team 
https: 1/qfab.orgjbiostatistics 
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Forensic and Scientific Services 

Initial Request 
Stage 1 

Proposal#: 

Proposed by : Date: 

Due Date: 

Title of Proposal: 

Project type D Administration D IT/LIMS D Laboratory 

D Data mining/analysis D External Project D Other 

Brief Outline of Proposed Change 

Line Manager : Recommendation: 

Signature: D Proceed to minor change 

D Proceed to full project plan 

D Place on hold or abandon 
Reason: 

Proposal 
Date: 

restarted by: 

Approved By: Reason: 
Signature: 

Date: 

Please convert to PDF, e-sign and lock document on completion. 

Advise qual" en finalised. 
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Minor Process Change 
Stage 2 

Project#: 

Proposed by : Date: 

Title: 

Comment to be DYes QIS# Completed date: 
added to SOP: D No 

Email communication DYes Team/s Completed date: 
sent: D No 

Add to minor change DYes Completed date: 
register 

Outline of Minor Change: 

Line Manager Comments: 
Signature: 

Quality & Comments: 
Projects 

Signature: 

Please convert to PDF, e-sign and lock document on completion. 
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Methods Template 

1 Purpose and scope 

t6 point space below all headings 
[State any limitations as regards concentration range, matrix etc.] 

2 Definitions 

2 spaces between major headings t 

3 Principle 

[include reactions, where applicable] 

4 Reagents and equipment 

4.1 Reagents 

1 space between minor headings 
[Where possible, list in order of use. Specify grade. Include safety warnings where 
necessary. Give brief details of standardisation of special reagents, where applicable.] t 

4.2 Equipment 

5 Safety 

[Include any relevant items from the risk assessment conducted on the method] 

6 Sampling and sample preparation 

[Include storage conditions where applicable.] 

7 Procedure 

1. 
2. 
3. 
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8 Calculations 

[Give a symbol identification list. State units and number of significant figures for reporting. 
Where appropriate, use Sf (international metric) units for quantitative results] 

9 Validation 

[Include precision data] 
[Include a statement or details of estimation of measurement uncertainty, where applicable] 
[Refer to the source of the validation data eg validation file or recognised standard] 

10 Quality assurance/acceptance criteria 

[Define criteria to be used for deciding whether test results are to be accepted or rejected. 
Include any specific reporting requirements if necessary] 

11 References 

Reference sources of information for this document according to "Scientific Style and 
Format: The CBE Manual for Authors, Editors and Publishers." 

Example 

Cummins P, Perry SV. Troponin I from human skeletal and cardiac muscles. Biochem J 
1978;171:251-9. 

12 Associated documents 

Include quality system documents closely linked with this document. If there is no 
associated documentation, insert "Nil" under this heading. 

Example 

QIS: 10003 - QHPSS Document Management Procedure 

QIS: 10001 - QIS Flowchart Manual 

Please note: A Macro has been automatically set up in this template. To insert Hyperlinks 
to other QIS documents, please type QIS: and then document number (e.g. QIS: 19999), 
then highlight number only and then select 'Ctrl Q'. 
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13 Amendment history 

Insert the history of the document: 
Issue Number, Date, Name of person/s writing, amending or reviewing document followed 
by a description of the amendment. 

Example 

Revision Date Author/s 
0 4 Jul2002 S Nilsen 
1 11 Oct 2002 SAnderson 

2 Oct 2007 N Douglas 
3 Jul2008 N Douglas/F Stewart 

QIS2 Edition 
Version Date Updated By 
5 Mar 2009 N Douglas/F Stewart 

6 May 2009 N Douglas 

7 April2010 M Paulsen/N Douglas 

8 June 2010 N Douglas 

9 Aug 2012 H Gregg 
10 May 2013 H Gregg 

11 Sept2014 H Gregg 
12 Dec 2020 H Gregg 

13 June 2021 H Gregg 
14 September D Johnston 

2021 

14 Appendices 

1 AppendixA Summary of Risk Assessment 
(Topic) 2 Appendix B 
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Document footer updated from R to 
V. Document Hyperlink updated to 
new QIS2 view module site. 
Footer changed to new format. New 
headings for Amendment History. 
BOG signed off on renaming 
Author/s column to Updated By. 
Added maroon line to header. 
Added risk assessment summary as 
mandatory appendix. 
Guidance for content of Appendix A 
added. 
Updated header to HSSA logo 
Included relevant items from 10626 
which has been archived 
HSQ header 
updated header on page 2 onwards 
to automatically update when title is 
changed 
Remove HSQ 
Updated Header 
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14.1 

Appendix A 

Summary of Risk Assessment 

A summary is all that is required here, e.g. "A risk assessment of this method was carried out and 
the probability was rated as~', the exposure was '8', and the consequences 'C', giving a risk 
score of '0' corresponding to a [verbal description] risk. Control measures to reduce the potential 
risk are given in the method details above. Of these, [cite one or more of the control measures] 
are the most effective at reducing risk." 
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CA-63 
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Forensic and Scientific Serv~ces 

FSS Procedure Template 

1 Purpose 

State the intent of the procedure. 

Example 

The purpose of this procedure is to describe the preparation of all procedures. 

2 Scope 

State where, and to whom this procedure applies. 

Example 

This procedure shall apply to all procedures prepared to control the activities of the 
Medication Services Queensland Unit. 

3 Definitions 

Explain a word or action not generally understood, or which may have a specific interpretation 
in the procedure. If there are no definitions, insert "Nil" under this heading. 

Example 

Procedure: specified way to perform an action 

4 Actions 

Describe clearly and concisely the actions required of those personnel involved in the 
activity. 

Example 

Answer the telephone after three rings. 

5 Records 

List all records that will be completed as a result of this procedure. If there are no records, 
insert "Nil" under this heading. 

Example 

Audit reports 

Page: 1 of4 
Document Number: 24767T12 
Valid From: 0111012021 
Approverls: John DOHERTY 

~ QueenslaJtd::: 13 Qlf. GovernmehY 



WIT.0019.0012.1588 

FSS Procedure Temelate 

6 Associated Documentation 

Include quality system documents closely linked with this document. If there is no 
associated documentation, insert "Nil" under this heading. 

Example 

QIS: 10003 - QHPSS Document Management Procedure 

QIS: 10001 - QIS Flowchart Manual 

Please note: A Macro has been automatically set up in this template. To insert Hyperlinks 
to other QIS documents, please type QIS and then document number (QIS: 19999), then 
highlight number only and then select 'Ctrl Q'. 

7 References 

Reference sources of information for this document according to "Scientific Style and 
Format: The CBE Manual for Authors, Editors and Publishers. 

Example 

Cummins P, Perry SV. Troponin I from human skeletal and cardiac muscles. Biochem J 
1978;171:251-9. 
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8 Amendment History 

Insert the history of the document: 
Issue Number, Date, Name of person/s writing, amending or reviewing document followed 
by a description of the amendment. 

E xamp1e 
Revision Date 
0 3 May 1998 
1 4 Jan 1999 

2 May 1999 
QIS2 Edition 
Version Date 
4 Mar 2009 
5 Nov 2009 

6 Aug 2012 

7 September 
2012 

8 October 
2013 

9 Sept 2014 
10 Nov 2020 

11.1 September 
2021 

9 Appendices 

1 Document Header 
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Author/s 
Rob Langdon 
Monica McCulloch 

Rob Langdon 

Updated By 
F Stewart 
P Keleti 

H Gregg 

F Stewart 

F Stewart/A Hardmen 

H Gregg 
F Stewart 

D Johnston 

Amendments 
First Issue 
Body of text changed to allow a 
broader application of the document 
Annual review- List Changes. 

Amendments 
Template Changes made 
BOG signed off on renaming Author/s 
column to Updated By. 
New template header and colours 
applied. 
Heading 3 updated to black 

1) Replaced the HSSA graphic in the header 
of the document. with the blank document 
size has decreased from 712 KB to 52KB 
which means it will open a lot faster in QIS. 
2) Removed all tabs and changed the default 
tab length from Y. inch (1.27cm) to 1 em. 
3) Changed the Recommended Options found 
under Tools-> Options-> Compatibility from 
Microsoft Word 97 to Microsoft 2002 

New HSQ graphic in header 
Added auto update to document header. 
When document title is updated the 
header on each page will update. To 
apply update, double click on the header. 
Updated the Header 
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• Highlight the current header wording (FSS Procedure template). 
• Click the Insert tab. In the Text group, from the Quick Parts dropdown choose Field. 
• Select StyleRef from the Categories list. 
• Select Title from the Style Name list 
• Untick 'preserve formatting during updates' 
• Click OK 
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• Update Document Title and to apply in document header, double click to open header 
and the field will update to the new document title. 
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Document Management Procedure 

1 Purpose 

The control of documentation is an essential part of the Pathology Queensland (PQ), 
Forensic and Scientific Services (FSS) and Biomedical Technology Services (BTS) quality 
system and is a requirement of ISO 9001 (clause 7.5), ISO 17025 (clause 8.3) and AS ISO 
15189 (clause 4.3) and IS017034 (clause 8.4). This procedure describes the management 
of documentation within the Quality Information System (QIS) to ensure only current 
documentation is in use. Unless made private, all documents on QIS are available for 
viewing by all staff (see 4.2 below). 

2 Scope 

This document covers development, control, publication, distribution, review/amendment 
and archiving of documents on the QIS system. Furthermore, it explains the process for 
the transfer of participant roles. This procedure will apply to all staff that use QIS2 to 
control documents. 

3 Definitions 

Active -The version of a document currently authorised for use. 

Approver- The person who has authorised the document for use. This is usually the 
Director, Chief Scientist, Centre Manager or Supervising Scientist or Team Leader of the 
laboratory, department or section. The authoriser may also be an acknowledged expert in 
the field. This person shall be different to the person with update responsibility. 

Calibration procedure- A document that is used to describe how a piece of equipment is 
calibrated or verified. A document must be identified as a calibration procedure on the 
documents general tab to be able to set up calibration check intervals and tests in the 
calibration module. 

Controlled Document- a document published on QIS. A document needs to be 
controlled if it is considered that the use of an outdated version will affect the quality of the 
process. For example, staff contact details may not need to be controlled but a list of test 
codes would. The decision to control forms in QIS will be at the discretion of the section 
supervisor and will be based on the criticality of the form and the risk of the incorrect 
version of the form being used. Forms directly related to casework/testing, that affect test 
results, or that provide records for traceability must be controlled in QIS (e.g. request forms, 
report templates, checklists etc). 

All printed copies are regarded as uncontrolled unless controlled in QIS (see QIS2 
User Manual Documents for creation of controlled copies). 

Controlled Copies- A list (usually in QIS) that indicates the physical location of either a 
printed or electronic copy of the document. Controlled copies (both electronic and printed) 
require updating to ensure currency. 
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Distribution -the addition of a user to the QIS Notification List of a document. 

Controlled Copy Owner- the person within a site/departmenUwork area with the 
responsibility for ensuring any hard copies are current 

Document Number- this is the unique number issued by QIS2 for each document. It 
consists of a 5-digit number and is used together with the version number for uniquely 
identifying a document. 

Draft - A document that is still under development, either as a new document or from a 
previous version of the same. A Draft document is not to be used until it is "published". 

Meta Data - information included on the cover sheet of a document which provides a full 
description of the document. 

My QIS2 Events- List on QIS2 that informs a user that an action is required. In the 
Documents module this may mean that a document requires review, a draft requires 
approval, an important comment on a document has been submitted, a document has been 
archived or a new or updated document is on the system. 

QIS- Quality Information System 

QIS2- Quality Information System version 2 

Resource -A document that can be used for support or help. The document must be 
division-wide or branch-wide. It includes documents such as templates, QIS2 user manuals 
and audit checklists. It does not include procedures, methods or work instructions. 
Documents identified as a resource will have the version number in the footer of a 
document identified as a T instead of a V. 

Reviewer- The person(s) who reviews the document for accuracy and suitability prior to 
use. 

Service- The service that is provided using the document (e.g. Forensic and Scientific 
Services, Microbiology). Services are useful in Pathology Queensland and Biomedical 
Technology Services, where many services are provided by one laboratory/work unit (e.g. 
Mount lsa Laboratory provides blood transfusion, microbiology etc) 

Update Responsibility- The person responsible for updating/revising the document- the 
owner/manager of the document. 

Version- a version of a controlled document. The original draft version is designated 
Version 0.1. Subsequent draft version numbers increment by 0.1. Once published, the 
original version is designated Version 1, and the version number of each subsequent 
published version is incremented by 1. 

Workplace process -A document used for recording staff training and competencies. 
Documents must be identified as a workplace process on the documents general tab to be 
able to 'sign off' an individual as competent against the process in the PO module. 
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4 Document Control 

4.1 Identification 

All internal documents will be uniquely identified by a QIS document number and the 
version number. Numbers are generated once the meta data for the document has been 
entered onto the system and is automatically added into the footer of the document, 
providing the 'Force Footer' field on the general tab is selected. If this field is not selected, 
the document and version number need to be manually added prior to publishing. (see 
6.1). 

4.2 Access 

Access for viewing or printing may be given to all staff or restricted by to a limited number of 
staff as determined by the approver of the document. Restricted access to documents is 
via the use of the 'private viewers' functionality in QIS2 (see QIS2 User Manual Documents 
26207). 

The use of private viewers is not a preferred option because it does not fit with the 
principles of a state-wide system. Only documents of an extremely sensitive nature should 
have restricted access (e.g. bioterrorism). Only the Director/Manager of each service has 
the authority to approve that a document shall be made private. If protection of intellectual 
property is a concern, a patent should be sought. 

5 Developing the document 

5.1 Author (often the person with update responsibility) 

The Author must: 

1 search the QIS database to determine if there are any applicable documents already in 
existence before proceeding 

2 contact the Approver to propose the development of a document 

If the Approver agrees to the development (see 5.2): 
1 write the document in the appropriate format. (Blank templates, methods and procedures 

can be found in QIS under the Resources menu tab). 
2 publish the document as a draft on QIS and provide the relevant meta data. For initial 

documents a copy must be emailed to a QIS Document Administrator for publication. 
(see6.1). 

5.2 Approver 

The approver must: 

1 if similar documentation exists, decide whether additional documentation is required or 
whether a review of the existing document should proceed. Consideration should be 
given to the inclusion of the previous author on the writing team. 

2 approve content and decide whether open (all staff) or restricted access is appropriate. If 
access is to be restricted, private viewers are to be added to the document (see 4.2). 
Only the Director/Manager of the unit can authorize that the document requires restricted 
access. This should be indicated by a comment made by them against the draft 
document 
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5.3 Reviewer 

The role of the reviewer is to review the content of the document for accuracy and 
suitability. This must occur within a time frame specified by the update responsibility, 
otherwise QIS records that the document was not reviewed 

6 Publication of a document 

6.1 Initial document upload to QIS 

The initial uploading of a document is performed by the scope QIS2 Document 
Administrators (see User Manual Documents 26207). Pathology Queensland Document 
Administrators do not add new documents to QIS. New documents are to be emailed to 

uploading to QIS, as per QIS 

The QIS Document Administrator is responsible for ensuring that: 

• the meta data for the document is completed, 
• a QIS number is assigned, 
• and the person with update responsibility is notified. 

The following meta data options should be ticked when; 
Resource Document: the document is a corporate template or guide 
Workplace Process: the document assesses a competency in a process and is 
required to be recorded as a competency in QIS 
Calibration Procedure: the document is associated with calibration tests 
Force Footer: the information in the footer is required to be automatically 
updated from the metadata e.g. page number and pages; document number and 
version number; valid from date; approver and QH Logo 

All documents will be placed on the system in a file format of the application software in 
which they were created. If a document has been published in pdf, the update 
responsibility will retain a copy of the formatted Word document. 

All documents requiring review must be published in QIS even if they are to be directly 
accessible through the website. Links may be made via the QIS view-only module to 
ensure they always remain current. Contact the relevant Web Manager for information on 
this process. 

6.2 Subsequent publications 

All subsequent revisions of a document may be performed by the staff member with update 
responsibility (See 8.1). QIS Document Administrators will help as required. 

Active documents may not be altered in any way, except by a document administrator (see 
section 11). Feedback on documents should be provided by attaching "Comments" to the 
document on QIS (see QIS2 User Manual Documents for details 26207). These comments 
can then be considered when documents are reviewed. 

Individuals publishing Pathology Queensland documents must ensure all applicable 
supervisors are included on the notification list. Supervisors are responsible for ensuring all 
applicable staff in their area are added to the notification list in a timely manner. 
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6.3 Corporate Documents 

Corporate documents must be approved by the appropriate body, e.g. Executive, Pathology 
Services Advisory Committee (PSAC), Discipline Working Party, BTS Executive, BTS 
Senior management team (SMT) prior to publication on QIS. See Document Hierarchy. 
Document Types and Document Authorisation Policy (24756) 

6.4 Implementation timeframes 

When new or updated documents are published as active, a decision shall be made 
concerning the criticality of the changes to service delivery (e.g. method change as 
opposed to editorial change). If deemed critical, a decision shall be made concerning 
expected implementation timeframes for the document, considering the distribution and 
whether the document is to be used at a single site or at multiple sites and the nature of the 
changes made. Sufficient time shall be given to ensure adequate notification and where 
required updated training before a document is to be implemented. 
The implementation timeframe shall be documented in the valid date field of the meta data 
in QIS. 

The 'valid date' field of the general tab currently defaults to the active date. All state-wide 
documents shall have an implementation time frame of two weeks, thus the valid date shall 
be two weeks after the active date. 
Note: For Pathology Queensland documents, the valid date of each document shall be 
made in consultation with the document authorizer and update responsibility, taking into 
account the nature of the changes and distribution of the document (refer 23436) 

7 Distribution of Documents 

Accountability for the distribution of documents in the work area lies with the staff member 
nominated locally and who appears on the Notification List. The administration of the 
process may be delegated to another staff member within the work area. 

All staff members on the Notification List for a document will receive a QIS Event if a new or 
revised document has been entered onto the system. Notification lists are usually added by 
the update responsible officer or Document Administrator, however other staff members 
can add themselves to the list if they intend to use the document. 
Note: Pathology Queensland supervisors and managers must ensure all relevant staff 
members in their areas are added to the notification list of every document relevant to their 
role. 

On receiving a QIS Event for a new, revised or archived document, the individual is 
required to: 

1 Determine whether the notification is required by the individual (e.g. staff member no 
longer works in the area, or does not require this information, etc). If not, and 
notification has not been added as part of a group, and the notification has a status of 
'pending', the notification can be deleted. 

2 If required, communicate the documents existence, changes or archived status to all 
staff in the section (unless QIS notifications are used) and record that this has been 
done. 

3 Acknowledge the up-date in the QIS Notification List 
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If a staff member has a controlled copy of the new, revised or archived document, the 
individual is required to retrieve, and if necessary, replace any controlled copies with the 
current version of the document. Controlled copies include both hard and electronic copies. 

The QIS2 User Manual Documents (26207) details how to manage notification lists and 
controlled copies in QIS. 

8 Review/Amendments 

8.1 Reviewing a document 

The recommended review date for all documentation on QIS is 24 months from the Date 
Issued. Documentation may be reviewed at intervals appropriate to the document. At this 
time documentation should be reviewed for its current relevance as well as for content. 
Documents may be reviewed earlier if changes in the context of the document necessitate 
it. If methods are performed very infrequently, it is suggested that these are archived to 
avoid the necessity of regular review. Such archived methods must be reviewed before 
being returned to Active status (see 9). 

Document review is the responsibility of the person with update responsibility. This person 
is the one who will be able to review the document most effectively. However, the writing of 
the new version may be delegated to another staff member. The person with Update 
Responsibility will receive notification via the QIS system of any documents due for review. 
For any given organisational unit or site, the Reports and Documents Modules will indicate 
all documents due for review during the next month. 

Where hard copies of controlled document are available, limited hand-written amendments 
may be made. The person with update responsibility for the document shall make the 
changes to all copies of the document and sign and date the changes. All relevant staff 
shall be informed of the changes and the date implemented; a comment must also be 
added to QIS. All documents that have manual amendments and or comments must be 
updated as soon as possible or when the next review falls due. 

For Pathology Queensland: Changes to state-wide documents must be authorised by the 
Chair of the DWP or equivalent. Where documents are distributed to different laboratories, 
a memo or email detailing the changes shall be sent to the discipline contact and the 
changes made and authorised by a suitable staff member. 

8.2 Review- No change required 

When documents are due for their review and no changes are required, the functionality 
exists in QIS to record that 'no review was required' (see QIS2 User Manual Documents 
26207). 

8.3 Document revision 

1 Revisions to documents need to be made 'off-line' i.e. changes cannot be made 
directly in QIS. The QIS2 User Manual Documents (26207) provides details of how to 
review documents in the QIS application. Download the document file, make the 
necessary amendments and note all changes in the Amendment History. 

2 When reviewing a document: 

a) Check cross-references to other associated documents, especially corporate 
policies and procedures. Inserting hyperlinks in documents is available and will 
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ensure these always "point" to the correct active version. To add a hyperlink in 
documents, highlight the number and select control Q. Alternatively, talk to a QIS 
Document Administrator regarding this functionality. 

b) Note all changes in the Amendment History. Ensure there is adequate information 
to clearly identify all changes easily. If there are more changes than are practical 
to include, note that there has been a complete revision of the document. If the 
number of entries in the amendment history table is lengthy, the table may be 
truncated to the last few revisions. The table should refer to the previous versions 
of the document for the complete amendment history. 

c) Note against each comment your response to the comment, the fact that you have 
considered the comment and have made any changes that may be implied or your 
reasons for not including the comments implied change at this time 

d) Seek comments from the reviewers. These are people who have a vested interest 
in this document and the list is not limited to the approving officer 

e) Seek Approval from the nominated Approver to activate the draft document (Note: 
review for a document may be sought from several people, however only the 
Approver's approval is required to publish a document) 

f) Publish the document once Approval has been granted. 

g) The update responsible person shall ensure that the amendment details are 
entered into the revision notes of the edit details page. 

Note: Once the file has been published on QIS, the file must be deleted from all local 
computers, or appropriately controlled (see 7). 

9 Archiving Documents 

The archive option in QIS should be used for documents no longer in use, or for documents 
used so infrequently as to not require regular review. Reason for archiving the document 
should be added to the archive notes of the document before archiving (see QIS2 User 
Manual Documents 26207). Notifiees for the document will be advised through QIS when a 
document has been archived. 

If a revised document has been made active, previous editions of the document will be 
automatically superseded on the system. 

While no changes will be able to be made to archived documents, staff will be able to view 
them. The QIS number of archived documents will not be used for any future documents. 
If the process is reintroduced to the work area, the document can be un-archived on the 
system by the QIS Document Administrators or the individual with update responsibility for 
the archived document. To ensure suitability of the document, and to allow the notifications 
to be reset to pending, the document must undergo a full review (ie increment one version 
number). The Revision notes of the meta data on the General page should state that the 
document has been reviewed to ensure suitability. Notifications will also need to be re­
examined to ensure suitability. 

Page: 7 of9 
Document Number: 10003V19 
Valid From: 2910912021 
Approver/s: Mary HARDWICK 

~ Queenslaltd:::23 
~ GovernmehtJ 



WIT.0019.0012.1598 

Document management erocedure 

10 Transfer of participant roles 

If a staff member with a participant role in a document will be absent for a period of time or 
has resigned, the 'Transfer Responsibilities' function in the PO module allows the Line 
Manager to reassign participant roles except document notifications from the current 
participant to a new staff member. All changes are auditable to prevent misuse. 

The QIS2 Admin Team is also able to setup a 'Delegation' from the absent user to another 
QIS2 User so they can act on the absent users' behalf for a nominated timeframe. 

11 Document Administrators 

The Document Administrator role is scoped to an organisational unit (OU- e.g. Organic 
Chemistry) and special privileges only apply within that OU. Document Administrators can 
add new documents to QIS and can also perform all functions in the documents module 
(i.e. can take the document through the whole process). 

The role of the Document Administrator is 
• to assist their Line Manager and others within their organisational unit to manage 

their document events, and 
• to add new documents to QIS for individuals within their OU. 

Their responsibilities are 
• to comply with the requirements of this document and any other relevant 

standards, and 
• to obtain appropriate authorisation to perform document functions on someone 

else's behalf. 
Note: Pathology Queensland Document Administrators do not add new documents to QIS 
(see 26393 QIS2 Procedures for Pathology Queensland) 

Document Administrators can edit some fields in the metadata without going through 
another revision cycle. This may be done for minor corrections (e.g. spelling errors), or to 
add explanatory information (e.g. keywords etc). It is recommended that approval be given 
by the person with update responsibility, approver, line manager or Quality Manager. 

Document Administrators are also able to approve a document on behalf of the nominated 
approver. This can be done where the approver has requested this to be performed, is on 
leave, or has limited time or QIS knowledge. It is recommended that direction to perform 
this task is obtained in writing. 

Document Administrators are also able to edit published documents, and re-load the 
document into QIS without going through the revision process. This can be done for 
example when a minor error is noted, and none of the notifications have been 
acknowledged. Changes such as this should be made in consultation with the person with 
update responsibility, line manager or Quality Manager. 

12 Control of External Documents 

It is a requirement of ISO 9001, ISO 17025 and AS ISO 15189 that documents of an 
external origin determined by the organisation to be necessary for the planning and 
operation of the quality management system are identified and their distribution controlled. 

There are various mechanisms for the control of external documents, such as a master list, 
or registering through your local contact for notification of updated documents via 
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Standards Watch. It is the responsibility of the individual using the document to ensure that 
the document represents the current version available before performing any action based 
on its content. 

13 Records 

QIS database 

14 Associated Documentation 

26207 - QIS2 User Manual Documents 
24756 -Document Hierarchy. Document Types and Document Authorisation Policy 
23436 - Pathology Queensland Quality Manual 
26393 - QIS2 Procedures for Pathology Queensland 
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1 Purpose 

The purpose of this document is to familiarise users with the Documents module in the 
Quality Information System (QIS2). This user manual provides step by step instructions and 
workflow diagrams, to allow for different learning styles. 

2 Scope 

The scope of this document is to provide a user manual for the Documents module of QIS2. 
It contains the steps required to perform a specific function (providing you have the scope 
to perform this function) within the QIS2 application. 

3 Definitions 

HSQ 
QIS2 
ou 
Participant Role 
* 
Resource document 

Workplace Process 

Calibration Procedure 

Force Footer 

DRAFT. Document not 
yet published. 
In Review. Document not 
yet published. 
DRAFT. Document 
currently under review. 
In Review. Document 
currently under review. 
Active 
Superseded 
Archived 
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Health Support Queensland 
Quality Information System version 2 
Organisational Unit 
User name is specified in a particular field for a document 
Denotes mandatory fields 
Resource: a document that can be used for support or help. 
Must be division-wide or branch wide. Includes documents 
such as templates and QIS2 user manuals. Does not include 
procedures, methods or work instructions 
A workplace process is a document that describes the 
requirements that must be met for a staff member to be 
assessed as competent for a particular skill, method, 
procedure or role in the workplace. 
A document marked as a Calibration procedure defines the 
scope of 'Calibration Tests' that are performed in the 
Calibration Module. 
This function adds to the footer of Microsoft Word documents, 
the Page Numbering, Document and Version Number, Valid 
From and Document Approver based on the Meta-Data of the 
document. The footer must be in the document for the fields to 
populate. 
Initial version published on QIS2 until there is an Active 
version. 
Document submitted to the Reviewers or Approver for review. 

Active document has been revised 

Document submitted to the Reviewers or Approver for review. 

Current document in use 
Previous active version that has been revised 
Document is no longer needed. 
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4 Document Introduction 

The Documents module is used to manage documentation that requires regular review. A 
document needs to be controlled if it is considered that the use of an outdated version will 
affect the quality of the process. All controlled internal documents including forms, methods 
and procedures will be uniquely identified by a QIS2 document number. Numbers are 
generated once the details for the document have been entered into QIS2. Controlled 
documents are reviewed at regular intervals. Changes made must be approved by the 
designated approval officer prior to publishing the updated version on QIS2. All staff 
impacted by the change must be notified of the new version of the document. 

4.1 Generallnformation 

Name 
QIS2 Home Page 

Documents Homepage 

QIS2 Home Page 

My QIS Events 

I Module Name 

L.__ _ _J Y 
.&\. Documents 

Ja Documents 

.Q. Documents 

li) Documents 

,£\ Documents 

.Q. Documents 

.&\ Documents 

.&\ Documents 
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Submit for Review 

Submit for Review 

Submit for Rev1ew 

Submit for Review 

Submit for Review 

Submit for Review 

Document Number: 2620777 
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Description 
A list of all items that require 'Action' where the user is 
responsible. 
Eg: 'Review' document 
Located by clicking on 'Documents' from the module menu. 
Module homepages can be customised by using the filters 
provided in each section. The link to either show or hide the 
filters is located on the top right hand corner of each section 
displayed on the module homepage. QIS2 remembers the 
filters you create on each homepage so each time you log in 
your customisations will be current. Filters can be changed at 
any time to reflect your changing needs. Refer to the QIS2 
General User Manual for step by step instructions on how to 
customise your homepage. 

A list of all items where the user has a participant role. 

Fiono!! STEWART 

Fiona STEWART 

Fiona STEWART 

Fiona STEWART 

Fiona STEWART 

Fiona STEWART 

Fiona STEWART 

Fiona STEWART 

From Item 

L.__ _ _J Y 
QIS2 User Mo!!nu-!!l - Documents 

QIS2 User Manual - Professional Development 
(PD) 
QIS2 User Manual- General (Home Page, My 
QIS & Support) Module 
QIS2 HR Administrator Competency 

QIS2 Credentlalmg Administrator Competenq 

QIS2 User Administrator Competency 

QIS2 System Administrator Competency 

QIS2 Support Module Requests 
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Document Module Homepage 

Show Filters .. 

Title Due Date Ad ion 

E] Update Responsibility (Showing 5 of 10 items. Group continues on the next page.) 

B Draft (Showing 5 of 7 item!i. Group continue!! on the neKt page.) 

QIS2 User M~nu~l- Gener~l (Home P-!lge, My QIS & Support) Module 2.2 
0.1 
0.1 
0.1 
0.1 

Submit for Rev ew 
Submit for Rev ew 
Submit for Rev ew 
Submit for Rev ew 
Submit for Rev ew 

QIS2 HR Administrator Competency 
QIS2 Credentio!!ling Administrotor Competency 
QIS2 User Admini:str-!ltor Competency 
QIS2 System Admini:strotor Competency 

Change page: < Prev 1 f.l Next > I Displaying page 1 of 3, items 1 to 5 of 13. 

Change page: [['] §9. Page size: EJ Chanae 

Yersion 

Hide Filters .. 

Statu!> ..,. 

L_ __ _j y L_ __ _j 

8 Update Re'!Opom;ibility 

QIS2 User Manual - Reports 
QIS2 User Manual - User 
Admin 
QIS2 User Manual - General 
(Home Page, My QIS & 
Support) Module 
QIS2 User Manual -
Credentialing Administrator 

3.2 In Review 

4.1 In Review 

2.2 Draft 

1.0 Active 

a N:ti~~· Update Responsibility (Showing 1 of6 items. Group continues on the next 

    

Change page: < Prev 1 Z.l Next > I Displaying page 1 cf 3, items 1 to 5 cf 11. 

Change page: [] ~ Page size: D ~ 

My Favourite Documents 

I)( Delete 

Title 

Title 

f;~~~tnt Management Procedure 10 .O 

Internal Aud1t Procedure (CaSS) 11.0 
Clinical and Statewide Service 
(CaSS)- Professional Telephone 
Communication 
Information Systems Support at 
CaSS Coopers Plains 

2.0 

6.0 

Noted 

Noted 

Noted 

Noted 

Audit Checklist- General 4.0 Noted 

Chanoe paoe: < Prev 1 Z.l ± 2 f!. z ~ I Displayino paoe 1 of 7, items 1 to 5 of 35. 

Change page: [] ~ Page size: D Change 

Download Packs 

I 1:;3 Edit )( Delete " Download 

Download Pack 

y y "===="- 7 F7 QIS2 Administrator Competencies 

XYZ Training Module 

Clinical and Statewide Services Document 
Formatting Guide for QIS 
Pathology Queensland Organisational Units 
QIS2 Quality Information System 
Process for the Submission of New 
Documents for uploading onto QIS2 
New User Request/Change in Appointment 
Form for QIS2 

Change page: < Prev 1 Z.l Next > I Dispi.!lying page 1 cf 3, items 1 to 5 cf 13. 

Chanoe page: [] §Q Page size: D ~ 
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6.0 

4.0 

2.0 

3.0 

4.0 

r QIS2 System Administration 

Change page: < Prev 1 Next> I Displaying page 1 of 1, items 1 to 2 of 2. 

Change page: [] ~ Page size: [§]~ 
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I 

:Notes 
I 

: Documen!Slalus: 
: DRAFT. Documenl no! yel publisned. 
: lnReview.Documenlnolyelpublisned. 
I 

1 DRAFT. Documenl currenlly under review 
l in Review. Documenl currenlly under review 
I Aclive 

Superseded 
Arcnived 

A new Documenl 
iscrealed 

DRAFT. 

NewDocumenl 
nasbeenadded 

loQIS2 

In Review. 

Documenlnas 
beensenllolne 

Reviewer/sit 
applicableorlo 
lneApprover 

Documenlnolyel 
publisned. 

Submilfor 
Review? 

Yes Documenlnolyel Approved? Yes Publisn? 

Yes 
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publisned. 

p 
z 

B 
No 

..J Revise 
Documenl? 

Yes 

ARCHIVED 

Arcnive 
Documenl? 

p 
z 

Review 
Documen!? 

Previous'Aclive'documenl 
willnownavelneslalusof 

Superseded. 

0 
p 
z 

Revise 
Documen!? 

Yes 

Submrrfor 

Ill 
~ 

In Review. 
Documenl 

currenllyunder 
re~ew 

Yes Approved? 

p 
z 

YB 
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4.3 Version History 

The ' Version History ' tab provides an overview of all version instances of a document. 

Document fvlanagement: 26207 - T3. 2- QIS2 User l~'lanual - Documents 
Version Status: Draft 

I ~ Submit for Review )( Delete €) History I 
General Reviews and Approvals Notifications Comments Records Workflow Controlled Copies J Version History L Associations 

Title Active Date Last Review Date Document Status Update Responsibility J 
5l 3 

G 3.2 

l .EJ QISZ User M~nuol - Documents Dr oft Fiona STEWART l 
G 3.1 

r QISZ User Monuol - Documents In Review Fiono STEWART 

G 3.o 

r QISZ User Manual - Documents 15/05/2009 13/05/2009 Active Roslyn WILLIAMS 

5l 2 

G 2.0 

r QISZ User Manual - Documents 27/03/2009 24/03/2009 Superseded Roslyn WILLIAMS 

5l 1 

G 1.0 

r QISZ User Manual - Documents 27/02/2009 27/02/2009 Superseded Roslyn WILLIAMS 

Revision Notes 

liiew Document I@ 

Print Repor-t @!) 

4.4 Workflow Tab 

The '_w_o_rk_f_lo_w~' tab provides an overview of the events that have occurred with a 
document. 

Document lvJanagement: 26207- T3.2- QIS2 User Jvlanual- Documents 
Version St~tus: Dr~ft 

I ~ Submit for Review e History 

General Reviews and Approvals Notifications ~ments ~rolled Cop1es ~ion H1story ~elations: ~rds: Workflow L 
Document Statu!> 

NeMt Document Statu§ 

Event 

Draft 
In Review 
Dr~ft 
Active 
Approved 
In Review 
Draft 
Active 
Approved 
In Review 
Draft 
Migr~ted 

Draft 

In Review 

Event De'!>cription 

Document returned to Draft from In Review 
Document submitted for review 
Document returned to Dr~ft from Active 
Document w~s published ~nd m~de Active 
Document was Approved 
Document submitted for review 
Document returned to Draft from Active 
Document was published and made Active 
Document was Approved 
Document submitted for review 
Document returned to Draft from Active 
Document migrated at Active st~tus 

Last Modified at 28/09/2010 12:03 PM by Fiona STEWART, Created on 1/07/2010 11:45 AM by Fiona STEWART 
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Event Date 

01/07/2010 11 45:25 
01/07/2010 11 45:18 
18/06/2009 09 50:01 
15/05/2009 10 21:08 
13/05/2009 15 56:03 
13/05/2009 14 52:13 
13/05/2009 14 49:06 
27/03/2009 14 33:44 
24/03/2009 12 36:38 
20/03/2009 12 27:09 
20/03/2009 12 18:34 
13/03/2009 21 01:33 

Updated By 

Fiona STEWART 
Fiona STEWART 
Roslyn WILLIAMS 
Roslyn WILLIAMS 
Sharyn NILSEN 
Roslyn WILLIAMS 
Roslyn WILLIAMS 
Roslyn WILLIAMS 
Sharyn NILSEN 
Roslyn WILLIAMS 
Roslyn WILLIAMS 
Qu~lity Inform~tion System 
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4.5 Participant Roles 

A person plays a participant role for a document in QIS2 when their name is specified in a 
particular field for that document. Examples of participant roles are Update Responsibility 
of a document, Reviewer of a document, Approver of a document, Notifiee of a document 
and Private Viewer of a document. 

When a person has a participant role for a document it usually means that their access to 
that document is different to that of a standard user with no participant role for that 
document. 

Name 
Author 
Update Responsibility 

Approver 
Reviewer(s) 

Private Viewer( s) 

Notifiee/s 
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Description 
The person who has written the document 
The person responsible for updating or revising the 
document 
The person who has authorised the document for use 
The person responsible for reviewing the document 
and advising if changes need to be made prior to the 
approval process 
A Private Viewer is appointed if there is a security risk 
if the information is generally available. If a Private 
Viewer is nominated, only those users nominated can 
view the Document. 
A person who should be 
made to the document. 

notified when a change is 
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4.6 Documents Module Matrix 

The following matrix describes the functions which can be pertormed in the Document Module and who is eligible to pertorm these functions. 
All roles can pertorm 'Standard User functions. 

Function 

Document Search (No Login) 

Document Search (Standard) 

Document Search (Advanced) 

Add to Favourite Document 

Delete Favourite Document 

Create a Download Pack 

Edit a Download Pack 

Add Document to Download Pack 

Delete a Download Pack 
Delete a Document from a 
Download Pack 

Download your Download Pack 

Create New Document 

Submit Document for Review 
Review Document, No Change 
(Reviewer) 
Review Document, Requires 
Change (Reviewer) 
Review Document, Document Not 
Reviewed (Reviewer) 

Approve a Document 

Reject Approval of a Document 

Revise a DRAFT Document 
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Standard 
User 

• 
• 
• 
• 
• 
• 
• 
• 
• 
• 
• 

Update Document Document Document Private Controlled Document 
Responsibility Approver Reviewer Notifiee Viewer Copy Owner Administrator 

• 
• • 

• 

• 

• 
• • 
• • 

• • 



Function 

Delete DRAFT Document 

Publish a Document 

Edit Document Details 
Active Document- Review, No 
Change Required 

Active Document- Review 

Add Notification List 

Add Self to Notification List 

Acknowledge a Notification 

Delete User from Notification 
Delete 'User Group' from 
Notification 

Delete 'OU' from Notification 

Delete Self from Notification List 

Add a Comment 

Respond to a Comment 

Print Controlled Copy Notice 
Recall Active/Superseded/ Archived 
Controlled Copy 

Delete Controlled Copies 

Archive a Document 

Un-archive a Document 

Add an Association 

Edit an Association 

Delete an Association 

Add a Record 

Edit a Record 
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User 

• 
• 

• 

• 
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Update Document Document Document Private Controlled Document 
Responsibility Approver Reviewer Notifiee Viewer Copy Owner Administrator 

• • 
• • 
• • 
• • 
• • 
• • 

• 
• • 
• • 
• • 

• 

• 

• • 
• 

• • 
• • 
• • 
• • 
• • 
• • 
• • 



Function 

Delete a Record 

Notification Search 
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Standard 
User 

• 

Update Document 
Responsibility Approver 

• 
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Document Document Private Controlled Document 
Reviewer Notifiee Viewer Copy Owner Administrator 

• 
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4. 7 Maintenance 

4.7.1 Update Responsibility 

The Document update responsibility can be changed when the staff member: 
• leaves the organisation 
• is no longer able I responsible for ensuring the document is updated. 

This reassignment can be performed by the Update Responsibility or Document 
Administrator on a document by document basis. The Line Manager of the employee is 

able to perform this function via the ,~ansfer Responsibilities ' tab within the employee's 
Professional Development module. 

4.7.2 Approvers 

Reassignment of authorisation: This can be performed at any time the document has the 
status of 'DRAFT: Document currently under review', the footer of the document will 
automatically be updated. 

This reassignment can be performed by the Update Responsibility or Document 
Administrator on a document by document basis. The Line Manager of the employee is 

able to perform this function via the ,~ansfer Responsibilities ' tab within the employee's 
Professional Development module. Only appropriate document will be returned in this list. 

Approvers cannot be edited at any time the document has the status of Active. 

4.7.3 Edit 'General' Details 

This detail can be changed when details of the Document have changed when the 
document has the status of 'Active', 'Active. The document is now overdue for its scheduled 
review', 'Draft. Document currently under review' 'Draft. Document not yet published.' 

The Update Responsibility or Document Administrator is able to perform this function on a 
document by document basis. 

4.7.4 Notifications 

Notifications can be deleted: 
• If they have not been 'noted' by staff member (status is 'pending') 
• When the document has been revised and a new revision is Active 

These changes can be performed by the Update Responsibility or Document Administrator 
on a document by document basis. 

4.7.5 DRAFT Approvers and Reviewers 

This detail can be changed when the document has the status of 'Draft. Document currently 
under review' 'Draft. Document not yet published. 

The Document Approver and Reviewers can be changed when the staff member: 
• leaves the organisation 
• is no longer able I responsible for approving or reviewing the document. 

These changes can be performed by the Update Responsibility or Document Administrator 
on a document by document basis, but this should occur only if the activity has not been 
actioned (response is 'pending'). 
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5 Actions 

5.1 Events- For your Information (FYI) 

The Document Module Home page displays FYI events along with events that require 
Actioning. 

The events page shows the current status of the Document and if action is required it will 
be displayed in the Action column. 

5.1.1 Document Update Responsibility 

This FYI event shows that the document has been 'Revised' from an Active version and is 
now in DRAFT. This is an FYI event as the Update Responsibility has performed the 
required action and does not have an action to perform in this participant role in the 
Document at this point. 

My Document Tasks 

ll Number Title 

G Update Responsibility 

[i] Draft 

G Active 

Inspection & Preventative Maintenance Procedure Template 
QIS2 User Manual - Credentialino Administrator 

5.1.2 Document Approver 

5,0 
1,0 

12/05/2011 
29/06/2010 

Show Filters ... 

Action 

This FYI event shows that the document has been 'Submitted for Review' and there are 
'Reviewers' that will currently have the action to complete. This is an FYI event as the 
Approver does not have an action to perform in this participant role in the Document at this 
point. 

Title 

[iJ Update Responsibility 

[±l Notiry, Update Responsibility 

[ii Approver 

B In Review 

QIS2 System Administration - Processing New User Requests 
QIS2 System Administration - Publishing Documents 
QIS2 System Administration - HPOV QIS2 Management Procedure 

Next> I Displayng page 1 of 1! items 1 to 16 of 16. 

Change page: [!] §Q Page size: I§QQJ ~ 
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5.2 Document Search (No Login) 

Only documents with a status of [Active] are returned via the No Login search. 

Documents with 'Private Viewers' are displayed with the document and version number and 

' Private, No View Permission 'with no access to view the document. 

5.2.1 Access 

ALL users ALL documents where a private viewer has not been 
nominated 

5.2.2 Document Search (Standard) - No Login 

From the QIS2 Login Page 

1 Click on the '+' symbol next to the 'Documents' menu 

2 Click on 'Search' 

3 Enter criteria in the standard search box 

4 Click on the ,[ Search ], button underneath or press Enter 

For assistance with Standard Search refer to the 'Show search tips' link. 

Document Search 
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5.2.3 Document Search (Advanced) -No Login 

From the QIS2 Login Page 

1 Click on the '+' symbol next to the 'Documents' menu 

2 Click on 'Search' 

3 Enter criteria in the relevant fields under the advanced search 

4 Click on the ,[ Advanced Search ], button at the bottom of the page or press Enter 

For assistance with Advanced Search refer to the 'Show search tips' link. 

Advanced Search 

Document Number 

local Document Identifier 

Document Type '-1 Accll _________ ~v I 

Organisational Unit Scope I Type to select.,, v !.+. 
~~I ----------------~~----~---------~ Organi'!iational Unit Parent 

No Records Found 

Servicefs Type to select ... 

No Records Found 

Site location/s 

No Records Found 

Document Content 

Document Title 

Document Abstract 

Keywords 

Author 

Update Responsibility I Type to select.,. 

Document Administrator I Type to select.,. 

Approver(s) I Type to select.,. 

Reviewer(:!i) I Type to select.,. 

Private Yiewer(s) I Type to select ... 

Valid From (from/to) 

NeHt Review Date (from/to) 

Last Review Date (from/to) 

Is Resource Document ~ 

Is Workplace Process [;[J3l 

Is Calibration Procedure ~ 

Force Footer [;[J3l 
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5.3 Document Search 

QIS2 keeps a record of the last five searches performed or reports generated. This list 
appears on the left hand side of the computer screen below the module menu when you 
click on a search link within any QIS2 module, eg: provides quick access to a record that 
has been recently searched without the need to re-enter details. 

Module 
Homepage 
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Summary 

Search 

Notification Search 

New Document 

Resources 

Favourites 

1.±1 Reports 

1.±1 Admin 

1.±1 Calibration 

1.±1 Reminders 

1.±1 Support 

1.±1 Reports 

1.±1 User Admin 

1.±1 My QIS 

Recent Searches 

Advanced Search 
Document Status = Active 
0 rganisational Unit Scop ... 

Advanced Search 
0 rganisational Unit Scope = 
DNA Analysis (Scientif ... 

Advanced Search 
Document Number = 19149 

Advanced Search 
Document Number = 19141 

Module Menu 
Items 
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Private Viewer 

5.3.2 Document Search (Standard) 
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ALL documents where a private viewer has not been 
nominated 
ALL documents including documents where the participant 
has been nominated as a private viewer 

1 Click on the '+' symbol next to the 'Documents' menu 

2 Click on 'Search' 

3 Enter criteria in the standard search box 

4 Click on the ,[ search ], button underneath or press Enter 

For assistance with Standard Search refer to the 'Show search tips' link. 

Document Search 
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5.3.3 Document Search (Advanced) 

1 Click on the '+' symbol next to the 'Documents' menu 

2 Click on 'Search' 

3 Enter criteria in the relevant fields under the advanced search 

4 Click on the .[ Advanced Search ], button at the bottom of the page or press Enter 

For assistance with Advanced Search refer to the 'Show search tips' link. 

Document Number 

Document Status: 

Local Document Identifier 

Dm::ument Type 

Organi5ational Unit Scope 

Service/!> 

Site Locatlon/5 

Document Content 

Document Title 

Documl"int Abstract 

t::eyword5 

Author 

Update Re!iipomoibility 

Document Adminis:trator 

Approver(s) 

RI''HJiewer("') 

Pr-i\late Yiewer(s) 

Valid From (from/to) 

NeHt Re\liew Date (from/to) 

Last Re\liew Date (from/to) 

15 Re!iource Document 

Is Workplace Process 

Is Calibration Procedure 

Force Footer 
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I All 

All 

[Type t o s e lect,,. 

I 
No Record; Found 

!Type to se lect ... 

No Record> Found 

Type t o s e lect ... 

No Records Found 

!Typ e to sel ect ... 

!Typ e to se lect ... 

Typ e t o s e le ct ... 

Type t o s e lect ... 

!Type to select... 

Ill!! to 

il!!l to 

il!!l to 

~ 

~ 
~ 

~ 

Advanced Search 

~==~111!1 
~==~il!!l 
L.._ ___ _jil!!l 

Organisational Unit 

v •• • 

i:::.l 

D M~tch words eHctly 
I Ad v~ nced Search I I Reset I 

Show sM rch tips 

1 

Site Location 

Parent 
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5.4 Add to Favourite Documents 

This function is useful if access to the same documenUs on a regular basis is required so 
searching is minimised. The Add Favourite option will not display is the document is already 
on the favourite list 

'My Favourite Documents' via the documents module home page will only display the active 
version. Note: Documents that have been archived are still displayed in the 'My Favourite 
Documents' list and will need to be manually deleted. 

My Favourite Documents 

I X Delete 

Title 

7 7 
-'=======o!. -'=======o!. 

"' 26393 

r 26281 

r 29469 

r 28628 

r 10003 

OIS2 Procedures for Patholoay Queensland 

Pathology Queensland Organisational Units QIS2 Quality Information System 

Pathology Queensland QIS2 Services Structure 

New Equipment and Calibration Tests requirements for QIS2 

Document Management Procedure (HSSA) 

r 26321 New User Request/Change in Appointment Form for QIS2 

Change page: < Prev 1 Next > I Displaying page 1 of 1, items 1 to 6 of 6. 

Change page: [] !2ft Page size: ~ Change 

5.4.1 Access 

6.0 

8.0 

10.0 

5.0 

14.0 

6.0 

ALL users ALL documents where a private viewer has not been 
nominated 

Private Viewer ALL documents including documents where the participant 
has been nominated as a private viewer 

5.4.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents home page', 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate document 

3 Click on the ' - Add • ' action button and Click on the ' ...] Add To Favo urite Documen~J 
action button. 

4 From 'Information' -'The document was successfully added to Favourite Documents' -

Click on' ok 

Page: 23 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

~ Queensla11d::48 Qlf GovernmehtJ 



WIT.0019.0012.1623 

QIS2 User Manual- Documents Module 

5.5 Delete Favourite Documents 

5.5.1 Access 

Users ALL documents that user has added to their own Favourite 
document list. 

5.5.2 Actions 

1 Find the Document: 

2 

3 

a From the 'Documents homepage, 'My Favourite Documents' 

Tick the box next to the appropriate Document 

Click on the 'I 'X Delete ' action button 

4 From 'Confirm Delete' - 'Are you sure?' - Click on ''==v=e=s =='' to delete or 

'====N=o=='' if changes are not to be saved. 
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5.6 Create a Download Pack 

5.6.1 Access 

ALL users ALL users are able to create a 'name' for a download pack 

5.6.2 Actions 

Option 1 
1 Click the '+' symbol next to the 'Documents' menu 

2 

3 

4 

Click on the 'Favourites' module menu item 

Click on the ·I - Add ' action button 

Enter the 'Download Pack' * name 

5 Click on the 'I Save ' action button or Click on the ' llf) Cancel ' action button if 
changes are not to be saved. 

Option 2- create a download pack including adding a document 
1 Find the Document: 

2 

3 

4 

5 

6 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents homepage', 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate document 

Click on the ' ... Add • ' action button and Click on the ·1 ':!1Add To a Favourtte Download I· 
action button. 

From 'Add to Favourite Downloads Pack' - Tick the box next to 'Add to a new 
Favourite Download Pack'. 

Enter the 'Download Pack' name 

Click on the, [ OK ] , button or Click on the ' ll-[1 ~C~an~ce~I .......!.I1J ' button if 'Download Pack' is 
not to be saved. 

7 From the 'Add to Favourite Downloads Pack- The document was successfully added! 

- Click on the ,[ Finish ], button 
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5. 7 Edit a Download Pack 

5.7.1 Access 

ALL Users ALL download packs that user has added to their own 
Download Packs list. 

5.7.2 Actions 

Option 1 
1 Click the '+' symbol next to the 'Documents' menu 

2 

3 

4 

Click on the 'Favourites' module menu item 

Click on the ' §= Edit ' action button 

Update the 'Download Pack' * name 

5 Click on the 'I Save ' action button or Click on the ' If) cancel ' action button if 
changes are not to be saved. 

Option 2 
1 Click on the 'Documents' module menu item to display the module Home Page. 

2 From 'Download Packs' tick the box next to the appropriate Download Pack 

3 

4 

5 

6 

Page: 26 of 124 

Click on the ' §" Edit ' action button 

Select the appropriate 'Download Pack' from the ' Download Pack ' drop down list 

Click on the ' =• Edit ' action button to update the 'Download Pack' name 

Click on the 'I Save ' action button or Click on the ' llf) cancel ' action button if 
changes are not to be saved. 
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5.8 Add Document to Download Pack 

Please note you can only add an 'active' document to a download pack. 

Note: when a document is archived it is automatically removed from download pack. 

5.8.1 Access 

ALL Users ALL download packs that a user has added to their own 
Download Packs list. 

5.8.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents homepage, 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate document 

3 Click on the ' - Add • ' action button and Click on the ,, l:f1Add To a Favourtte Download I· 
action button. 

4 Select 'Download Pack' from the drop down list 

Click on the, [ OK ] , button 5 

6 From the 'Add to Favourite Downloads Pack- The document was successfully added! 

- Click on the ,[ Finish ], button 
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5.9 Delete a Download Pack 

5.9.1 Access 

ALL Users ALL download packs that user has added to their own 
Download Packs list. 

5.9.2 Actions 

Option 1 
1 Click the '+' symbol next to the 'Documents' menu 

2 Click on the 'Favourites' module menu item 

3 Select the appropriate 'Download Pack' from the ' Download Pack ' drop down list 

4 Click on the ' 'X Delete ' action button 

5 From 'Confirm Delete' - 'Are you sure?' - Click on ''==Y=e=s =='' to delete or 

'====N=o=='' if changes are not to be saved. 

Option 2 
1 Click on the 'Documents' module menu item to display the module Home Page 

2 From 'Download Packs' tick the box next to the appropriate Download Pack 

3 Click on the ' 'X Delete ' action button 

4 From 'Confirm Delete' - 'Are you sure?' - Click on '<===Y=e=s =='' to delete or 

'===N=o=='' if changes are not to be saved. 

Page: 28 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

~ Queensla11d::53 
Qlf GovernmehtJ 



WIT.0019.0012.1628 

QIS2 User Manual- Documents Module 

5.10 Delete a Document from a Download Pack 

Please note you can only add an 'active' document to a download pack. Archived 
documents are automatically removed from your download pack without notice. 

5.10.1 Access 

ALL Users ALL download packs that user has added to their own 
Download Packs list. 

5.1 0.2 Actions 

Option 1 
1 Click the '+' symbol next to the 'Documents' menu 

2 Click on the 'Favourites' module menu item 

3 Select the appropriate 'Download Pack' from the ' Download Pack ' drop down list 

4 Tick the box next to the appropriate document 

5 Click on the ' 'X Delete Document ' action button. 

Option2 
1 Click on the 'Documents' module menu item to display the module Home Page. 

2 From 'Download Packs' tick the box next to the appropriate Download Pack 

3 Click on the ' §~ Edit ' action button 

4 Select the appropriate 'Download Pack' from the ' Download Pack ' drop down list 

5 Tick the box next to the appropriate document 

6 Click on the ' 'X Delete Document ' action button 
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5.11 Download your Download Pack 

5.11.1 Access 

ALL Users ALL download packs that user has added to their own 
Download Packs list. 

5.11.2 Actions 

1 

2 

3 

4 

Find the Download Pack: 

a From the 'Documents homepage, 'Download Packs' 

Tick the box next to the appropriate Download Pack 

Click on the ' t:J Download ' action button 

From the 'File download - Do you want to open or save this file? 
--------------------------------------------------

File Download ~ 

Do you want to open or save this file? 

Name: Administrator Competencies.zip 

Type: Compressed (zipped) Folder, 166 KB 

From: qis. health. qld. gov. au 

L_ __ O __ pe_n __ _J] [L_ __ S_a_v_e __ _J Cancel 

While files from the Internet can be usefuL some files can potentially 
harm your computer. If you do not trust the source, do not open or 
save this file. What's the risk? 

5 Click on the ' ..__[ _ O_p_en _ _,] . button and the following folder will be displayed: 

i'il QIS:I' Administrator Competencies[1] L;J[g]rg) 
File Edit View Favorites Tools Help 
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Folders [[U· -

Type 

Microsoft Wo ... 

Microsoft Wo ... 

Microsoft Wo ... 

Microsoft Wo ... 

Microsoft Wo ... 

40 KB No 180 KB 

37 KB No 179 KB 

41 KB No 189 KB 

29 KB No 107 KB 

31 KB No 141 KB 

R ... Date 

78% 14/03/2011 1:31 PM 

80% 14/03/2011 1:31 PM 

79% 14/03/2011 1:31 PM 

74% 14/03/2011 1:31 PM 

79% 14/03/20111:31 PM 
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OR: 

6 Click on the ,[ Save ], button to save the documents and Click on the File Location 
to save the 'Compressed (zipped) Folder'. E.g: Desktop. 

OR: 

7 [ Cancel ] Click on the 'u..1 ~~~..DV button if changes are not to be saved. 
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5.12 Create New Document 

5.12.1 Definitions 

Document 
Type 
Checklist 

Duty Statement 

Form 

Framework/ 
Requirement 

Guideline 

Information 
Document 

Manual 

Organisation 
Chart 
Policy 

Register 
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Description 

5- Hierarchy Number: 
A checklist lays out tasks to be done according to time of day or other factors. Tasks 
are presented as a list with checkboxes down the side. A tick or check is placed in 
the box after action item has been completed. Examples of checklists are 'to-do' 
lists or schedules. Audit checklists are also included in this document type 
4- Hierarchy Number: 
Details tasks required to be performed by individuals. May be defined by role or 
position 
5- Hierarchy Number: 
Developed where there is a need to record particular information such as: data, 
information or results captured from performing a procedure or method. These are 
the documents on which records are made. They provide evidence that a course of 
action, procedure or policy has been progressed. Forms are commonly a document 
with blank spaces to be filled in with particulars. See below for other document types 
that fall into this category. 
1 -Documents the rules governing an organization. 
The highest document in the hierarchy since other documents eg branch and 
departmenUdiscipline procedures must comply. 
2- Hierarchy Number: 
Guidelines provide extra information regarding the implementation of a policy or 
procedure They are used to clarify how policies should be implemented. Compliance 
is not mandatory; they do however reflect best practice principles and therefore 
should be taken into consideration. Documented at corporate, branch and local 
levels. 
5- Hierarchy Number: 
Includes information required to perform tasks etc. includes patient collection 
instructions. Usually separate from a method or procedure but should be referenced 
as applicable. 
1- Hierarchy Number: Quality Manual and 2- Hierarchy Number: Laboratory Manual 
are entered in QIS2 as Document Type Manual. 
A type of document that describes singularly or by relationship with other 
documents, the collective requirements of governing or delivering a business 
service. May be soft or hard manuals; eg CSR manual. May include different 
document types eg policy, procedures, methods, forms as required. 
1 -Hierarchy Number: 
Describe the responsibilities, authorities and relationships of staff. 
1 -Hierarchy Number: 
Statement of intent. Derived from established requirements or organisational 
mandate. Describes "what is done". 
Examples include 

• CaSS Policy 

• Branch or Service Policy 

• Discipline/Team Policy 
5- Hierarchy Number: A Controlled List (data) 
Examples include: 

• Table of contents for a Manual 

• Telephone List 
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Standard 3- Hierarchy Number: Details the purpose and scope of nominated processes and 
Operating identifies: 
Procedure • who does it 

• how it is done 

• when it is done 

• what resources are used to do it 

• what records are kept 

• what reports are required 
Template A Division or Branch-wide QIS document having a preset format, used as a starting 

point for a particular document or record so that the format does not have to be 
recreated each time it is used. 

Terms of 4- Hierarchy Number: 
Reference Description of meetings held, to include purpose, objectives attendees, frequency 

etc 
Test Method 4- Hierarchy Number: 

Test methods are the means through which test results are generated from the 
sample or test submitted to the laboratory. To include media and reagent recipes 

Training Protocol 4- Hierarchy Number: 
Documents used for training staff to assist in the development of staff skills, job 
knowledge and competence. Examples include 

• Training delivery presentation 

• Training module 

• Course manual 
Not to be used for Procedures, training plans or forms used for recording training 
outcomes 

Work Instruction 4- Hierarchy Number: 
Instructions for individual jobs: Defines how specific tasks that are referenced in a 
procedure are carried out. 

Worksheet 5- Hierarchy Number: 
Manipulates data or performs calculations. Used as an intermediary step between a 
work procedure and result generation. Not used for data capture: Example include 

• Excel macro 

5.12.2 Access 

Document Administrator Has the ability to add new documents based on their scope. 
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5.12.3 Actions 

1 Click the '+' symbol next to the 'Documents' menu 

2 Select 'New Document' module menu item 

3 Enter 'Local Document Identifier' if applicable 

4 Enter 'Title' * 

5 View 'Version' number 

6 View 'Document Status' 

7 Enter 'Document' * -> use the 'Browse' function to find and Click on the document 

8 Select 'Document Type' * from the drop down box 

9 Enter 'Document Abstract' * 

10 Enter 'Keywords' 

11 Select 'Valid From' if applicable. Refers to a date when this document, and the 
information contained within it, becomes applicable to the business. 

12 Enter 'Review Period (In Months) * 

13 Select 'Notification Review Period (In Months) * 

14 Select 'Organisational Unit Scope' * Start typing details in the selection box and choose 
appropriate option. Refers to the scope that the document applies. 

15 Select 'Service Scope' * Start typing details in the selection box and choose 
appropriate option 

16 Select 'Site/Location Scope' * Start typing details in the selection box and choose 
appropriate option 

17 Select 'Author' 

18 Select 'Update Responsibility' * Start typing details in the selection box and choose 
appropriate option 

19 View 'Document Administrator'. This will be auto populated bases on the UR, but can 
be changed if required. 

20 Select 'Approver' * Start typing details in the selection box and choose appropriate 
option 

21 Select 'Reviewer'(s) (if applicable) Start typing details in the selection box and choose 
appropriate option. Reviewers offer comments and feedback on the document before it 
is approved and published. 

22 Select 'Private Viewer'(s) (if applicable) Start typing details in the selection box and 
choose appropriate option. Private Viewers restrict the view of the document to 
participants only. 

23 Is 'Resource Document', tick box if a document that can be used for support or help. 
Must be division-wide or branch wide. Includes documents such as templates and 
QIS2 user manuals. Does not include procedures, methods or work instructions. 

24 Is 'Workplace Process', tick box if the document assessors a competency in a process 
and is required to be recorded as a competency in the PO Module. 

25 Is 'Calibration Procedure', tick box if the document is required to be associated with 
calibration tests. 
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26 View 'Force Footer'. This will default to selected, but can be changed if required 

27 Enter 'Revision Notes' (if applicable) 

28 Click on the 'I Save ' action button or Click on the ' llf) cancel ' action button if 
changes are not to be saved. 

Page: 35 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

~ Queenslaltd:::6Q 
~ GovernmehtJ 



5.13 Submit Document for Review 

5.13.1 Access 

WIT.0019.0012.1635 
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Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.13.2 Event 

• Update Responsibility - Home Page 
My QIS Events J Module Name 

!document I 7 

From Item .,... 
··r------, 7 

,Q Documents 

,£\ Documents 

Fiona STEWART 

Fiona STEWART 

QIS2 User M~nu-!!l - Profession-!!l Development 
(PD) 
QIS2 User Manual Documents 

• Update Responsibility - Documents Module Home Page 
My Document Tasks 

11 Number 

[il Update Responsibility 

Gl Draft 

QIS2 HR Administrator Competency 

Title 

26222 
26223 QISZ Credentialing Administrator Competency 

5.13.3 Actions 

1 Find the Document: 

0.1 
0.1 

a Perform 'Standard Search' or 'Advanced Search' or 

Yersion 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 
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c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ·I Ol Submit for Review ' action button 

Select 'Review Due By Date' *. Defaults to two weeks from the 'submit' date but can be 
changed if required. 

Note: If there are reviewers they have until the 'Review Due by Date' has past, at which 
point the Approver will receive an event to action. The reviewers still has until the 
Approver actions the event. 

Click on the ·I Save ' action button or Click on the ' II) cancel ' action button if 
changes are not to be saved. 
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5.14 Review- Accept, No Change Required (Reviewer) 

5.14.1 Access 
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Reviewer ALL documents where the user has the participant role of 
Reviewer 

5.14.2 Event 

• Reviewer - Home Page 

From 

A Documents: 21/02/2011 

• Reviewer- Documents Module Home Page 

Title 

r=.J In Review 

26213 QIS2 User Manual- General (Home Page, My QIS & Support) Module 

Change page: < Prev 1 Next> I Displaying page 1 of 1, items: 1 to 5 of 5. 

Change page: [] §Q Page size: ~ Change 

5.14.3 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' ID Accept ' action button 

Enter 'Comments' * 

5 Click on the 'I Save ' action button or Click on the ' If) Cancel ' action button if 
changes are not to be saved. 
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5.15 Review- Requires Changes (Reviewer) 

5.15.1 Access 

Reviewer ALL documents where the user has the participant role of 
Reviewer 

5.15.2 Event 

• Reviewer - Home Page 

From 

A Documents: 21/02/2011 

• Reviewer- Documents Module Home Page 

Title 

r=.J In Review 

26213 QIS2 User Manual- General (Home Page, My QIS & Support) Module 

Change page: < Prev 1 Next> I Displaying page 1 of 1, items: 1 to 5 of 5. 

Change page: [] §Q Page size: ~ Change 

5.15.3 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Cl. k th ,I ~ Review Requires Changes , t" b tt 1c on e . ac 1on u on 

4 Enter 'Comments' * 

5 Click on the ·I Save ' action button or Click on the ' II) cancel ' action button if 
changes are not to be saved. 
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5.16 Review- Not Reviewed (Reviewer) 

5.16.1 Access 
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Reviewer ALL documents where the user has the participant role of 
Reviewer 

5.16.2 Event 

• Reviewer - Home Page 

• Reviewer- Documents Module Home Page 

Title 

r=.J In Review 

26213 QIS2 User Manual- General (Home Page, My QIS & Support) Module 

Change page: < Prev 1 Next> I Displaying page 1 of 1, items: 1 to 5 of 5. 

Change page: [] §Q Page size: ~ Change 

5.16.3 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' ~ Not Reviewed ' action button 

Enter 'Comments' * 

5 Click on the 'I Save ' action button or Click on the ' II) cancel ' action button if 
changes are not to be saved. 
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5.17 Approve a Document 

When a document is submitted for review and reviewers have been added the 'Approver' 
does not receive the 'Approve' action until after the review due by date has past. They will 
however receive an 'FYI' event on the Documents module home page. 

5.17.1 Access 

Approver ALL documents where the user has the participant role of 
Approver 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.17.2 Event 

• Approver - Home Page 
My QIS Events Hide Filter~ ... 

Module Name From Item 

• Approver- Documents Module Home Page 
My Document Tasks 

ll Number l 
Show Filters,., 

Title Version Due Date Action 

G Update Responsibility 

@ Reviewer 

G Approver 

G In Review 

25322 QISZ Support Module Requests 2.2 

Change page: < Prev 1 Next> I Displaying page 1 of 1! items 1 to 5 of 5. 

Change page: [D §Q Page size: ~ Change 

5.17.3 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ·I fl Approve ' action button 

4 Enter 'Comments' * 

5 Click on the 'I Save ' action button or Click on the ' II) Cancel ' action button if 
changes are not to be saved. 
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5.18 Reject Approval of a Document 

5.18.1 Access 

Approver ALL documents where the user has the participant role of 
Approver 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.18.2 Event 

• Approver - Home Page 

From Item 

L__ _ __j 7 

,&\ Documents 

L__ _ __j 7 

Mark PAULSEN QIS2 Support Module Requests 

• Approver- Documents Module Home Page 

Title 

[B Update Re'!ipon!iibility 

m Reviewer 

G Approver 

G In Review 
26322 QIS2 Support Module Requests 2.2 

Change paoe: < Prev 1 Next> I Displayino paoe 1 of 1, items 1 to 5 of 5. 

Change paoe: [] §Q Paoe size: ~ ~ 

5.18.3 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' Reject ' action button 

4 Enter 'Comments' * 

Hide Filters ... 

Due Date 

L__ _ __j 7 

Show Filters: .. 

Action 

5 Click on the 'I Save ' action button or Click on the ' lif) Cancel ' action button if 
changes are not to be saved. 
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5.19 Reviews and Approvals- Print Comments 

Available from the Reviews and Approvals tab are 'Print Comments' which provides an 
overview of any comments made by all Reviewers including the Approver comments. 

5.19.1 Access 

ALL users ALL documents where a private viewer has not been 
nominated 

5.19.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the •I Reviews and Approvals .' tab 

4 
@] Print Comments 

Click on the ' ' action button 

ReportforQIS Document II> of28/10/2014l:CI4:48 PM 

Document Reviews and Approvals Notice 

Document Details 

Document Status Acti.-e 

Document Type Standard Operating Procedure 

Report for QIS Document -

Document Management Procedure (HSSA) 
10003 v14.0 

Document Abstract This procedure coYers control, development, publication, review/amendment and withdrawal of all HSSA documents. 
Keywords HSSA, Procedure, Doc:ument, Management, control, QIS2, reYision, publish, authorisation, archi.-e, Doc:ument manaQement, 

Active Di'lte 03/07/2014 

Valid From 03/07/2014 

Last Review De.te 03/07/2014 
Org;misationi'll Unit Scope Health Support Queensland 

Service Scope Health 

Site/Location scope All 
Update Responsibilit.,. Helen GREGG 

Approver(s) Sonica PARMAR 

Revision Notes 

Document Reviewer Comment's 

Comments by 

Holon 
GREGG 

JenninQs 

Document Approver Comment's 

Comments by 
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5.20 Revise DRAFT Document 

The 'Revise' action will appear for the Update Responsibility when the 'Approver' has 
rejected the Draft Document. 

This function will update the Version number: 
• Draft. Document currently under review or In Review. Document currently under review 

(2.1) to the next minor version number (2.2). 

5.20.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.20.2 Event 

• Update Responsibility - Home Page 

From Item 
. ,-------, v ·· ,-------, v 

Fiona STEWART QIS2 Support Module Requests 

• Update Responsibility - Documents Module Home Page 
My Document Tasks 

ll ~umber 
G Update Responsibility 

G In Review 

26322 QIS2 Support Module Requests 

5.20.3 Actions 

Option 1 
1 Find the Document: 

Title 

a From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

b From 'QIS2 homepage' under 'My QIS Events' 

2 Find the appropriate Document 

3 Click on the ' Revise ' action from the events page 

4 View the 'Approvers' comments 

a) Click on the ·I ~ Respond ' action button if applicable 

b) Enter 'Response' * 

c) Click on the ·I Save ' action button or Click on the ' llf) cancel ' action button if 
changes are not to be saved. 

5 Click on the ' Revise ' action button 

6 From the 'Confirm Revise Document' -Are you sure you wish to revise the Document? 

-Click on ' Yes ' to revise or' No ' if changes are not to be saved. 
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Option 2 
1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' 

2 Find and click on the appropriate Document 

3 Click on the ,, Reviews and Approvals ,' tab 

4 View the 'Approvers' comments 

a) Click on the ·I " Respond ' action button if applicable 

b) Enter 'Response' * 

c) Click on the ·I Save ' action button or Click on the ' Ill) cancel ' action button if 
changes are not to be saved. 

5 Click on the ' Revise ' action button 

6 From the 'Confirm Revise Document' -Are you sure you wish to revise the Document? 

-Click on ' Yes ' to revise or' No ' if changes are not to be saved. 
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5.21 Delete DRAFT Document 

5.21.1 Access 

Update Responsibility 

Document Administrator 

5.21.2 Actions 

1 Find the Document: 

WIT.0019.0012.1644 

QIS2 User Manual- Documents Module 

ALL documents where the user has the participant role of 
Update Responsibility 
ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

a Perform 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' 'X Delete ' action button 

4 From the 'Confirm Delete Document Revision' - Are you sure you want to delete the 

selected Document Version? - Click on ' Yes ' to delete or ' No ' if 
changes are not to be saved. 
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5.22 Publish a Document 

Update Responsibility 

Document Administrator 

5.22.1 Event 

WIT.0019.0012.1645 

QIS2 User Manual- Documents Module 

ALL documents where the user has the participant role of 
Update Responsibility 
ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

• Update Responsibility - Home Page 

From Item 

L.__ _ _j 7 

A Documents 

L..._ _ _j 7 

Fiona STEWART QIS2 Support Module Requests 

• Update Responsibility - Documents Module Home Page 
My Document Tasks 

ll Number J 

Show Filters ... 

Title \ler!iion Due Date Action 

[iJ Update Responsibility 

[iJ Reviewer 

5l Approver, Update Responsibility 

G Approved 

26322 QIS2 Support Module Requests: 2.3 

Change page: < Prev 1 Next> I Displaying page 1 of 1! items 1 to 5 of 5. 

Change page: II:] §Q Page size: ~ Change 

5.22.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 
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c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' ~ Publish ' action button 

From the 'Confirm Publishing Document' - Are you sure you wish to publish the 

Document?- Click on ' '====Y=e=s=='' to publish or ' '====N=o=='' if changes are not to be 
saved. 
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5.23 Edit Document Details 

The 'Edit' action button is available when a document has the status: 
• 'Draft. Document currently under review' - all details on the document can be edited 
• 'Active'- Approver(s) and Reviewer(s) fields cannot be changed as they are applicable 

to the current published version. 

OU and Service details can be changed by the document administrator, but only to within 
their 'Scope'. E.g. an FSS document administrator will be unable to update the OU and 
Service details to a Pathology Queensland as this is out of their scope. 

5.23.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.23.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' §~ Edit ' action button 

Update details as required 

5 Click on the 'I Save ' action button or Click on the ' Ill) Cancel ' action button if 
changes are not to be saved. 
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5.24 Active Document- Review, No Changes Required 

This function will update the 'Last Review Date' to today's date and update the 'Next 
Review Date'. The formula for the Next Review Date is the Last Review Date + the Review 
Period (in Months). 

5.24.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.24.2 Event 

• Update Responsibility - Home Page 

From Item 

L..._ _ _J Y L..._ _ _J Y 
Fiona STEWART QIS2 Support Module Requests 

• Update Responsibility - Documents Module Home Page 
My Document Tasks 

ll Number J Title 

5J Update Re!iponsibility 

[il Draft 

5I Active 

26322 QIS2 Support Module Requests 
G Reviewer 

Change page: < Prev 1 Next > I Displaying page 1 of 1! items 1 to 4 of 4. 

Change page: [] §Q Page size: ~ Chanae 

5.24.3 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

16/11/2010 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Cl . k th ,I §= Perform Review , t" b tt 1c on e . ac 1on u on 

Tick 'Reviewed. No Changes Required' 

View the 'Review Date' 

6 Click on the ·I Save ' action button or Click on the ' llf) Cancel ' action button if 
changes are not to be saved. 

The following details will be automatically added: 

Revision Notes 
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5.25 Active Document- Review 

This function will update the Version number: 
• Active (4.0) document to the next minor version number (4.1) 

5.25.1 Access 

Update Responsibility 

Document Administrator 

5.25.2 Event 

ALL documents where the user has the participant role of 
Update Responsibility 
ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

• Update Responsibility - Home Page 
My QIS Events 

l~r---------, v 
From Item 

~-,------, v ·,---, v 

Documents Fiona STEWART QIS2 Support Module Requests 

• Update Responsibility - Documents Module Home Page 
My Document Tasks 

ll Number 

5I Update Responsibility 

Ill Draft 

~ Active 

26322 QIS2 Support Module Requests 
1:±1 Reviewer 

Change page: < Prev 1 Next > I Displaying page 1 of 1, items 1 to 4 of 4. 

Change page: [] §Q Page size: ~ Chame 
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5.25.3 Actions 

Option 1 
1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' Revise ' action button 

a From the 'Revise Document - Comments Exists' - Do you wish to read the 

comments on this document before you revise? - Click on ''==Y=e=s =='' to be 

redirected to the ' Comments ' tab or 

Revise Document - Comments Exists X 

' Do you wish to read the comments on this document 
~ 

before you revise? 

Yes No 

Note: This action will only occur when comments have been added to a document. 

b From the 'Revise Document - Comments Exists' - Do you wish to read the 

comments on this document before your revise? -Click on ''====N=o===' 

4 From the 'Confirm Revise Document' -Are you sure you wish to revise the Document? 

-Click on ' Yes ' to revise or' No ' if changes are not to be saved. 
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Option 2 
1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

2 

3 

4 
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b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Cl . k th ,1 §'< Perform Review , t" b tt 1c on e . ac 1on u on 

Note: 'Perform Review' action button is only available when the 'Notification Review 
Period (in months)' prior to the 'Next Review Date' is reached. 

Click on the 'I Save ' action button or Click on the ' If) Cancel ' action button if 
changes are not to be saved. 
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5.26 Add Notification List 

Notification lists can be added on all document status expect Archived and Superseded, but 
event will only be sent when document is Active. 

5.26.1 Access 

ALL Users ALL documents where a private viewer has not been 
nominated 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.26.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' Notificatio~_.' tab 

Click on the ·I "'" Add Notifiee ' action button 4 

5 Select 'Document Participant' * Start typing details in the selection box and choose 

6 
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. t t" E Notifiee User, Organisational Unit or User Group 
appropna e op 1on. .g. 

Note: wait for document participant to be added to the list before selecting another 
document participant, screen will refresh. 

Click on the ·I Save ' action button or Click on the ' If) cancel ' action button if 
changes are not to be saved. 
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5.27 Add Self to Notification List 

5.27.1 Access 
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ALL users ALL documents where a private viewer has not been 
nominated 

5.27.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' Notificatio~_:_/ tab 

4 Click on the ' Add Myself as Notifiee ' action button 
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5.28 Acknowledge a Notification 

The notification list is separated into 3 ' 
displayed in the following order: 
1 Users 
2 User Group 
3 Organisational Unit 

WIT.0019.0012.1653 
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User Membership Type 
' and the sections will be 

5.28.1 Access 

Notifiee ALL documents where a private viewer has not been 
nominated and user has been added to a document 
'Notification' list. 

5.28.2 Events 

• Notifiee - Home Page 

My QIS Events J Module Name 

c__ __ _j Y 

,£\ Documents 

··,--------, y 

Carol ROBINSON 

From 

• Notifiee - Documents Module Home Page 

My Document Tasks ll Number ] 

5] Update Responsibility 

[!J Draft 

[!J Active 

[±] Notify, Update Responsibility 

5l Notify 

G Active 

28710 LISS On-call Standard Operating Procedure 

CharJJe page: < Prev 1 Next > I Displaying page 1 of 1! items 1 to 12 of 12. 

Char)Je page: [!] ~ Paoe size:~~ 
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5.28.3 Actions 

Option 1 
1 Find the Document: 

a From the 'Documents' homepage, 'My Document Tasks' or 

b From 'QIS2 homepage' under 'My QIS Events' 

2 Find the appropriate Document 

3 Click on the ' Acknowledge ' action 

Note: The 'Notifiee's' name will be displayed at the top of the ' 
section. E.g. 'User Group' 

User Membership Type , 

4 Find 'your name' and Tick the box next to your name (if not already done). Note: it is 
only when 'your name' is selected that the required action button will be available. 

5 Click on the ·I Acknowledge Notification ' action button 

Option 2 
1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

2 Find and click on the appropriate Document 

3 Click on the ' Notificatio~_: tab 

Note: The 'Notifiee's' name will be displayed at the top of the ' 
section. E.g. 'User Group' 

User Membership Type , 

6 Find 'your name' and Tick the box next to your name (if not already done). Note: it is 
only when 'your name' is selected that the required action button will be available. 

7 Click on the ·I g.,. Acknowledge Notification ' action button 
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5.29 Delete 'User' from Notification List 

' User Membership Type ' of 'User' can only be deleted from a notification list when 

participant has a ' Notification Status ' of 'Pending'. 

5.29.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.29.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' Notificatio~_: tab 

4 Tick the box next to a Notifiee in the user list 

5 Click on the ' )( Delete User ' action button 

6 From 'Confirm Delete' - 'Are you sure?' - Click on ''===Y=e=s =='' to delete or 

'===N=o=='' if changes are not to be saved. 
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5.30 Delete 'User Group' from Notification List 

' User Membership Type ' of 'User Groups' can only be deleted from a notification list when 

all participants have a ' Notification Status ' of 'Pending'. 

5.30.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.30.2 Actions 

7 Find the Document: 

d Perform 'Standard Search' or 'Advanced Search' or 

e From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

f From 'QIS2 homepage' under 'My QIS Events' 

8 Find and click on the appropriate Document 

9 Click on the ' Notificatio~_: tab 

10 Tick the box next to a Notifiee in the user group 

11 Click on the ' 'X Delete Group ' action button 

12 From 'Confirm Delete' - 'Are you sure you want to delete the entire User Group from 

this Notification List?' - Click on ' Yes ' to delete or ' No ' if changes are 
not to be saved. 
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5.31 Delete 'OU' from Notification List 

' User Membership Type ' of 'Organisational Units' can only be deleted from a notification list 

when all participants have a ' Notification Status 'of 'Pending'. 

5.31.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.31.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 
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c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' Notificatio~_: tab 

Tick the box next to a Notifiee in the OU 

Click on the ' 'X Delete ou ' action button 

From 'Confirm Delete' - 'Are you sure you want to delete the entire Organisation Unit 

from this Notification List?' - Click on ' Yes ' to delete or ' No ' if 
changes are not to be saved. 
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5.32 Delete Self from Notification List 

The 'Notifiee' is only able to delete their own notification when the ' 
is 'User' and the status is 'Pending'. 

User Membership Type , 

5.32.1 Access 

Notifiee ALL documents where a private viewer has not been 
nominated and user has been added as a 'User' to a 
document 'Notification' list. 

5.32.2 Events 

• Notifiee - Home Page 

• Notifiee - Documents Module Home Page 

My Document Tasks 

[t] Draft 

[±J Active 

@ Notify, Update Responsibility 

El Notify 

[3 Active 

28710 LISS On-call Standard Operating Procedure 

Char)Je page: < Prev 1 Next > I Displayino paoe 1 of 1, items 1 to 12 of 12. 

Cha~e page: [!] §Q Page size:~ Change 

5.32.3 Actions 

Option 1 
1 Find the Document: 

Title 

1.0 

a From the 'Documents' homepage, 'My Document Tasks' or 

b From 'QIS2 homepage' under 'My QIS Events' 

2 Find the appropriate Document 

3 Click on the ' Acknowledge ' action 

Note: The 'Notifiee's' name will be displayed at the top of the ' 
section. E.g. 'User' 

Show Filters.,. 

Action 

User Membership Type , 

4 Find 'your name' and Tick the box next to your name (if not already done). Note: it is 
only when 'your name' is selected that the required action button will be available. 

5 Click on the , 'X Remove Myself as Notifiee , action button 
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Option 2 
1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

2 Find and click on the appropriate Document 

3 Click on the ' Notificatio~_: tab 

Note: The 'Notifiee's' name will be displayed at the top of the ' 
section. E.g. 'User' 

User Membership Type , 

4 Find 'your name' and Tick the box next to your name (if not already done). Note: it is 
only when 'your name' is selected that the required action button will be available. 

5 Click on the ' 'X Remove Myself as Notifiee ' action button 
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5.33 Add a Comment 

5.33.1 Access 

ALL users ALL documents where a private viewer has not been 
nominated 

5.33.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' Comments ' tab 

4 

5 

6 

Click on the ' - Add ' action button 

Enter 'Comments' * 

Tick the box next to 'Notify Update Responsibility' if applicable 

Note: if you are the document update responsibility the above box will not be available 
and the update responsibility will not receive a notification for the comment. 

7 Click on the 'I Save ' action button or Click on the ' llf) Cancel ' action button if 
changes are not to be saved. 
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5.34 Respond to a Comment 

5.34.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

5.34.2 Events 

• Update Responsibility - Home Page 
My QIS Events J Module Name 

L.._ _ __j 7 

£ Documents 

From 

L.._ _ __j 7 

Fiona STEWART 

Item 

L.._ _ __j 7 

QIS2 User Manu-!!l - Audits 

• Update Responsibility - Documents Module Home Page 
My Document Tasks 

Number 

,------, 7 ,..-------, 7 

G Comment, Update Responsibility 

5] Active 

26210 QIS2 User Manual - Audits 

Change page: < Prev 1 Next > I Di:spl-!!ying page 1 of 1! items 1 to 1 of 1 . 

Change page: [!] §Q Page size: [§Q] Change 

5.34.3 Actions 

Option 1 
1 Find the Document: 

Title 

Hide Filters .. 

Due Date J 
L..._ _ _j 7 

a From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

7 

8 
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b From 'QIS2 homepage' under 'My QIS Events' 

Find the appropriate Document 

Click on the ' Note Comment ' action 

Tick the box next to the 'Pending' comment if applicable 

Click on the ' ~ Respond ' action button 

Enter 'Response'. The ability to enter a response is only available if the user is the 
'Update Responsibility' of the document and the 'Comments By' participant. 

View 'Comment Noted'. This will be automatically default ticked. 

Click on the 'I Save ' action button or Click on the ' !If) cancel ' action button if 
changes are not to be saved. 
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Option 2 
1 Find the Document: 

2 

3 

4 

a Perform 'Standard Search' or 'Advanced Search' 

Find and click on the appropriate Document 

Click on the ' Comments ' tab 

Tick the box next to the 'Pending' comment if applicable 

Click on the ' ~ Respond ' action button 5 

6 Enter 'Response'. The ability to enter a response is only available if the user is the 
'Update Responsibility' of the document and the 'Comments By' participant. 

7 View 'Comment Noted'. This will be automatically default ticked. 

8 Click on the 'I Save ' action button or Click on the ' llf) cancel ' action button if 
changes are not to be saved. 
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5.35 Edit Comments 

This function is only available if a user has made a comment on a document. 

5.35.1 Access 

Comments By ALL documents where the user has added a comment 
against a document 

5.35.2 Actions 

Option 1 - Not yet responded to 
1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' Comments ' tab 

Tick the box next to the appropriate comment if applicable 

Click on the ' ~· Edit ' action button 

Enter 'Comments'. 

Note this new comment will be appended to the previous comment. 

7 Click on the 'I Save ' action button or Click on the ' II) cancel ' action button if 
changes are not to be saved. 

Option 2- Response added 
1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' Comments ' tab 

Tick the box next to the appropriate comment if applicable 

Click on the ' ~= Edit ' action button 

Enter 'Comments'. 

Note this new comment will be appended to the previous comment. 

7 Click on the 'I Save ' action button or Click on the ' II) cancel ' action button if 
changes are not to be saved. 
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5.36 Delete Comment 

This function is only available if a user has made a comment on a document and the 
comment has not received a response. 

5.36.1 Access 

Comments By ALL documents where the user has added a comment 
against a document 

5.36.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' Comments ' tab 

4 Tick the box next to the appropriate comment if applicable 

5 Click on the ' 'X Delete ' action button 

6 From 'Confirm Delete' - 'Are you sure?' - Click on ''==v=e=s =='' to delete or 

'====N=o=='' if changes are not to be saved. 
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5.37 Comments - Print Comments 

Available from the '~c_o_m_m_e_n_t_s _ , tab are 'Print Comments' which provides an overview of 
ALL comments created. 

5.37.1 Access 

ALL users ALL documents where a private viewer has not been 
nominated 

5.37.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 

4 

Document Details 

Click on the ·~C_o_m_m_en_t_s ~· tab 

@] Print Comments 
Click on the ' ' action button 

Report for QIS Document~~~ of 28/10/201412:57:33 PM 

Document Comment"s Notice 

Report for QIS Document -

QIS2 Processing New User Requests 
19684 v9.0 

Document Status ActiYe 
Document Type Standard OperatinQ Procedure 

Document Abstract The purpose of this procedure is to outline the process for entering new users into QIS2 based on information proO"ided from the 'New User Request/Change in Appointment' Form or Self 
SerO"ice Centre- HPOV SerO"ice Call. 

Keywords QIS2 Processino New User Requests 
Active Date 17/01/2014 
Valid From 17/01/2014 

Last Review Date 13/01/2014 
Organisationi'll Unit Scope Ser.-ice Desk 

Service Scope Systems Performance and De.-elopment 
Site/Location scope Technology Office Park 

Update Responsibility Oli.-ia CALIGIURI 
Approver(s) Chris MCGREGOR 

Revision Notes 

Document Comments 

Comments by 

I~!04!l014 10:14:33 AM p,.t.or FELTON: 

~;, ~,:::: ~~~ ~ 19. S lq.o J5 •~ "oluld c,. m· d 
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5.38 Print Controlled Copy Notice 

5.38.1 Access 

ALL users ALL documents where a private viewer has not been 
nominated 

5.38.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the •I Controlled Copies , tab 

4 Click on the ' ~ Print Notice ' action button 

5 From the 'Controlled Document Copy Notice' 

a) Enter 'Physical Location' * 

b) Select 'Organisational Unit' Start typing details in the selection box and choose 
appropriate option 

c) Select 'Site Location' Start typing details in the selection box and choose 
appropriate option 

d) Enter 'Number of Printed Copies' * 

6 Click on the ,[ Print J. button or Click on the ,[ cancel J. button if changes are not to be 
saved. 

7 [ Print ] From the 'Print' popup window Click on the ' ~.... ___ ....) , button or Click on the 

,[ Cancel ], button is changes are not to be saved. 

Controlled Document Copy Notice . . . 
Note: The ' ' popup w1ndow w1ll not automatically close after 
a print run. Details should be update from the current window if another print run is 

required. To close the window select the x . 

Details of the Print notice will be added to the ·I Controlled Copies ' tab and the 

, Who Printed Copies , . 11 b · II dd d h D N ·f· · 1· · h user WI e automat1ca y a e to t e ocument ot1 1cat1on 1st w1t 

the = 'Controlled Copy' icon shown against the users name. 

This = icon can be selected and the user will be taken to the ·I Controlled Copies ' tab. 
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5.39 Recall Active Controlled Copies 

5.39.1 Access 

Controlled Copy Owner ALL documents where the user has added a controlled copy 
against a document 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Controlled Copy 
Owner. 

5.39.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the •I Controlled Copies , tab 

Tick the box next to the appropriate controlled copy if applicable 

Click on the ' - Recall ' action button 

Enter 'Reason For Recall' * 

7 Click on the 'I Save ' action button or Click on the ' Ill) cancel ' action button if 
changes are not to be saved. 
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5.40 Recall Superseded/Archived Controlled Copies 

A Controlled Copy Owner will receive an event to 'Recall' for every individual controlled 
copy record that they have in QIS2. 

5.40.1 Access 

Controlled Copy Owner ALL documents where the user has added a controlled copy 
against a document 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Controlled Copy 
Owner. 

5.40.2 Events 

• Controlled Copy Owner- Home Page 

£, Documents 

.Q, Documents 

£, Documents Recall Controlled Copy 

From 

L..._ _ __j Y 

Fiona STEWART 

Fiona STEWART 

Fiona STEWART 

Item 

'o:-:--:---c__j y 
QIS System Administration - Request for 
Application - QIS ! CaSS Resource Centre 
QIS System Administration - Request for 
Application - QIS I cass Resource Centre 
QIS System Administration - Request for 
_AI;~Qiication - QIS ! CaSS Resource Centre 

• Controlled Copy Owner- Documents Module Home Page 
My Document Tasks 

11 ~umber I Title 

G Update Responsibility 

@ Notify, Update Responsibility 

G Approver, Notify 

G 5uperseded 

19684 
19684 
19684 

QIS System Administration - Request for Application - QIS I CaSS Resource Centre 
QIS System Administration - Request for Application - QIS I CaSS Resource Centre 
QIS System Administration - Request for Application - QIS I CaSS Resource Centre 

5.40.3 Actions 

1 Find the Document: 

Version 

4.0 
4.0 
4.0 

Due Date 

Show Filters,. 

Action 

a From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

b From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' Recall Controlled Copy ' action 

Tick the box next to the appropriate controlled copy if applicable 

Click on the ' - Recall ' action button 

Enter 'Reason For Recall' * 

7 Click on the 'I Save ' action button or Click on the ' II) cancel ' action button if 
changes are not to be saved. 
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5.41 Delete Controlled Copies 

5.41.1 Access 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Controlled Copy 
Owner. 

5.41.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

2 Find and click on the appropriate Document 

3 Click on the , Controlled Copies , tab 

4 Tick the box next to the appropriate controlled copy if applicable 

5 Click on the ' ')( Delete ' action button 

6 From 'Confirm Delete' - 'Are you sure?' - Click on ' '=====Y=e=s =='' to delete or 

'===N=o==='' if changes are not to be saved. 
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5.42 Archive a Document 

Only 'Active' documents when a minor version has not been incremented are able to be 
archived. 

5.42.1 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.42.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ' @!I Archive ' action button. 

Enter 'Archive Comments'* 

5 Click on the 'I Save ' action button or Click on the ' -? cancel ' action button if 
changes are not to be saved. 

The following details will be automatically added to the Meta-Data page: 

Archive Comment 
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5.43 Un-archive a Document 

5.43.1 Access 

Update Responsibility 

Document Administrator 

5.43.2 Actions 

1 Find the Document: 
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ALL documents where the user has the participant role of 
Update Responsibility 
ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ' 1) un-archive ' action button. 

4 From 'Confirm Unarchiving of Document' - 'Are you sure you wish to unarchive the 

document?'- Click on ' Yes ' or' No ' if changes are not to be saved. 
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5.44 Add an Association 

5.44.1 Access 
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Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.44.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the , Associations , tab 

4 

5 

6 

7 

I ..., Add . 
Click on the ' ' act1on button 

Select 'Module' * from the drop down box 

Select 'QIS Record' * (Validate or Search) 

Enter 'Association Description' * 

8 Click on the ·I Save ' action button or Click on the ' Ill) Cancel ' action button if 
changes are not to be saved. 
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5.45 Edit an Association 

5.45.1 Access 
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Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.45.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the , Associations , tab 

Tick the box next to the appropriate Association 

Click on the ' §~ Edit ' action button 

Update details as required 

7 Click on the 'I Save ' action button or Click on the ' II) Cancel ' action button if 
changes are not to be saved. 
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5.46 Delete an Association 

5.46.1 Access 
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Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.46.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the , Associations , tab 

4 Tick the box next to the appropriate Association 

5 Click on the ' 'X Delete ' action button 

6 'Are you sure?'- Click on 'Yes' 
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5.47 Add a Record 

5.47.1 Definitions 

Record Storage Type Description 
CD/DVD Compact Disk or DiQital Video Disk (DVD) 
Compactor File storage type 
Digital Data Store (DDS) File storage type 
Filing Cabinet File storage type 
Folder File storage type 
Internet a global network of interconnected computers, 

enabling users to share information along multiple 
channels 

Library a collection of information, sources, resources, 
books, and services 

Local PC-Hard Drive Personal computer 
Logbooks File storage type 
Network Directory Within your network folders 
Not Applicable Does not apply 
Off-site File storage type 
QH Recfind Queensland Health Recfind system 
Removable Disk (USB etc.) Removal disk or Universal Serial Bus (USB) 
Storeroom File storage type 

5.47.2 Access 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.47.3 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

7 

8 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ,~cor~, tab 

Click on the ·I - Add ' action button 

Enter 'Record Name' * 

Enter 'Record Description' * 

Select 'Storage Type' * from the drop down box 

Enter 'Location' * 

9 Click on the ·I Save ' action button or Click on the ' -? cancel ' action button if 
changes are not to be saved. 
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5.48 Edit a Record 

5.48.1 Access 
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QIS2 User Manual- Documents Module 

Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.48.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

2 

3 

4 

5 

6 

c From 'QIS2 homepage' under 'My QIS Events' 

Find and click on the appropriate Document 

Click on the ,~cor~, tab 

Tick the box next to the appropriate Record 

Click on the ' §~- Edit ' action button 

Update details as required 

7 Click on the 'I Save ' action button or Click on the ' If) cancel ' action button if 
changes are not to be saved. 
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5.49 Delete a Record 

5.49.1 Access 
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Update Responsibility ALL documents where the user has the participant role of 
Update Responsibility 

Document Administrator ALL documents where the Document Administrator is 
scoped to the same OU or above as the Update 
Responsibility 

5.49.2 Actions 

1 Find the Document: 

a Perform 'Standard Search' or 'Advanced Search' or 

b From the 'Documents' homepage, 'My Document Tasks' or 'My Documents' or 

c From 'QIS2 homepage' under 'My QIS Events' 

2 Find and click on the appropriate Document 

3 Click on the ,~cor~, tab 

4 Tick the box next to the appropriate Record 

5 Click on the ' 'X Delete ' action button 

6 'Are you sure?'- Click on 'Yes' 
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5.50 Notification Search 

The notification search is a person search, which will provide the documents that a person 
has been notified about. 

5.50.1 Access 

ALL users 

Private Viewer 

5.50.2 Notification Search (Standard) 

ALL documents where a private viewer has not been 
nominated 
ALL documents including documents where the participant 
has been nominated as a private viewer 

1 Click on the '+' symbol next to the 'Documents' menu 

2 Click on 'Notification Search' 

3 Enter criteria in the standard search box. E.g. persons name- Fiona 

4 Click on the ,[ search J. button underneath or press Enter 

For assistance with Standard Search refer to the 'Show search tips' link. 

Notification Search 
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Standard Search 

Search ][ Reset ] 
Show sMrch tips 

~ Queenslalt~Q4 Qlf GovernmehP 



WIT.0019.0012.1679 

QIS2 User Manual- Documents Module 

5.50.3 Notification Search (Advanced) 

1 Click on the '+' symbol next to the 'Documents' menu 

2 Click on 'Notification Search' 

3 Enter criteria in the relevant fields under the advanced search 

4 Click on the .[ Advanced Search ], button at the bottom of the page or press Enter 

For assistance with Advanced Search refer to the 'Show search tips' link. 

Advanced Search 

Notifiee I Type to select ... 

Notification Status I All vI 
Organisational Unitfs I Typ e to sel e ct... v !..;... 

~]~=---------------~----~----------, 
Organisational Unit Parent 

No Records: Found 

Servicefs I Type to select ... 

l 
No Records Found 

Site location/s 

No Records Found 

Service 

D Match words exactly 
[ Advanced Search ] [ Reset ] 

Show search tips 

Parent Name 

v .oi"'. 

Site Location 

• 'Notified' = documents are returned only where the person is a notifiee (they may have 
acknowledged and therefore would appear in the acknowledged list) 

• 'Acknowledged' documents are returned only where the person is a notifiee and has 
acknowledged the notification. 

• 'All' = no status filter is applied 
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5.51 Resources 

Resource: a document that can be used for support or help. Must be division-wide or 
branch wide. Includes documents such as templates and QIS2 user manuals. Does not 
include procedures, methods or work instructions. 

5.51.1 Access 

ALL users 

Document l' lanagement 

Title 

v 

Audit Checklist- Generol 

r 2oo88 ISO 9001 Checklist 

r zoo29 ILAC Guide 13 (PT) Audit 
Checklist 

r 2oo3o ISO/IEC 17025 Audit Checklist 

r 20012 AS ISO 15189 Audit Checklist 

r 2oo26 ISO Guide 34 Audit Checklist 
(Reference Material Producers) 

r 21o71 
Pathology Queensl~nd 
Compliance to Standards Audit 
Checklist 

r 28714 FSS Correspondence Checklist 
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4.0 

2.0 

2.0 

4.0 

4.0 

3.0 

7.0 

1.0 

ALL documents where a private viewer has not been 
nominated 

Organisational Unit 5cope 

v v 

Clinicol ond Stotewide Services 

Forensic and Scientific Services 
(FSS) 
Forensic and Scientific Services 
(FSS) 
Forensic and Scientific Services 
(FSS) 
Forensic and Scientific Services 
(FSS) 
Forensic and Scientific Services 
(FSS) 

Pathology Queensland 

Executive and Administrative 
Support Services 

5ervice 5cope 

v 

Quolity 

Forensic and Scientific Service 

Forensic and Scientific Service 

Forensic and Scientific Service 

Forensic and Scientific Service 

Forensic and Scientific Service 

Pathology Services 

Forensic and Scientific Service 

5iteflocation 5cope 

v 

All 

All 

Coopers Plains 

Coopers Plains 

Coopers Plains 

Coopers Plains 

All 

Coopers Plains 
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5.52 Document Activity 

1 

2 

3 

4 

5 

Click on the '+' symbol next to the 'Documents' menu 

Click on 'Reports' 

Click on 'Document Activity' 

Enter criteria in the search fields 

I Report I Click on the ' ' button underneath or press Enter 

For details information on report criteria and results please see 26214 QIS2 User Manual­
Report Module. 

5.53 Notification Activity 

1 

2 

3 

4 

5 

Click on the '+' symbol next to the 'Documents' menu 

Click on 'Reports' 

Click on 'Notification Activity' 

Enter criteria in the search fields 

I Report I Click on the ' ' button underneath or press Enter 

The current overdue notifications will be displayed as of today. 

For details information on report criteria and results please see 26214 QIS2 User Manual­
Report Module. 
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6 Workflows 

6.1 Document Search Standard 

! Notes 
I 
I 

: The Standard Search will 
: search for the occurrence 
I 
: of the search criteria within 
: Document meta-data and 
: The document 
! _________________________ _ 
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Yes 

Click on the '+' 
symbol next to the 
'Documents' menu 

Click on 'Search' 

Enter search 
criteria in the 

Standard Search 
box 

Click on the 
'Search' button or 

press Enter 

No 

erform anothe 
Search? 

No 

WIT.0019.0012.1682 
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Yes 

Yes 

Click on 
Document Icon 

e.g. Word or Excel 

Click on 
Document 

Number/Title to 
access 
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6.2 Document Search Advanced 

i Notes 
---~'----------------------~ 

: The Advanced Search will 
: search for the occurrence 
I 
: of the search criteria within 
: Document meta-data based 
: On the field that is being 
: Searched upon. 
I 
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Yes 

Click on the '+' 
symbol next to the 
'Documents' menu 

Enter/Select criteria in the 
relevant fields under the 

Advanced Search 

Click on the 
'Search' button or 

press Enter 

View 
cument? 

No 

View 
Document 

details? 

erforrn anothe 
Search? 

No 
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Yes 

Yes 

Click on 
Document Icon 

e.g. Word or Excel 

Click on 
Document 

Number/Title to 
access 
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6.3 Add to Favourite Documents 

I 

:Notes 
:-----------------------
: This function is useful if access 
: To the same document/s on a 
i Regular basis is required so 
: Searching is minimised. 
L _________________________ _ 
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Perform a Standard 
or Advanced Search 

Find the 
Document: 

WIT.0019.0012.1684 

QIS2 User Manual- Documents Module 

From the 'QIS2 
,--,Jr~----.~ homepage' under 'My QIS 

Events' 

Find and click on the 
appropriate Document 

Click on the 'Add' action 
button and Click on the 'Add 

To Favourite Documents' 
action button 

From 'Information'- 'The 
document was successfully 

added to Favourite 
Documents' - Click on 'Ok" 

Another 
Documnet? 
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6.4 Delete Favourite Documents 

i Notes :----------------------, 
: This function will remove the 
i document/s from the 'My 
: Favourite' list on the document 
: Module homepage. 
I 
~ --------------------------

Yes 
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Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Favourite Documents' 

Tick the box next to the 
appropriate Document 
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Click on the 'Delete' action button 

Are you sure? 

Yes 

Another 
Documnet? 

No 

o_, Click on 'No' 
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6.5 Create a Download Pack 

6.5.1 Option 1 

i Notes :-----------------------
: This function is useful for 
i grouping like document/s 
: Together for easy access and 
: Searching is minimised. 
L ________________________ _ 
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Click on the '+' symbol 
next to the 

'Documents' menu 

Click on the 
'Favourites' module 

menu item 

Click on the 'Add' 
action button 

Enter the 'Download 
Pack*' name 

Save Changes? 

Click on the 'Save' 
action button 

Another 
Document? 

WIT.0019.0012.1686 
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Option 1 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.5.2 Option 2 

i Notes 
~----------""'"""! 
: This function is useful for 
i grouping like document/s 
: Together for easy access and 
: Searching is minimised. 
L ________________________ _ 

Yes 
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Perform a Standard 
or Advanced Search 
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Option 2 

From the 'QIS2 
1--~c>r-~ homepage' under 'My QIS 

Find and click on the 
appropriate Document 

Click on the 'Add' action 
button and Click on the 'Add 

To Favourite Download' 
action button. 

Tick the box next to 'Add to a 
new Favourite Download 

Pack' 

Enter the 'Download 
Pack' name 

Are you sure? 

Yes 

Another 
Document? 

No 

Events' 

Click on 'Cancel' 
button 

This will successfully add the 
document to the newly 
created download pack 

including creating the new 
download pack name. 
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6.6 Edit a Download Pack 

i Notes 
:--------------------~ 
: This function is useful for 
i grouping like document/s 
: Together for easy access and 
: Searching is minimised. 
L------------------------

Option 1 

Click on the '+' symbol 
,-------1~ next to the 
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'Documents' menu 

Click on the 
'Favourites' module 

menu item 

WIT.0019.0012.1688 

QIS2 User Manual Documents Module 

Click on the 'Documents' 
module menu item to display 

the module Home Page 

From 'Download Packs' tick 
the box next to the 

appropriate Download Pack 

Click on the 'Edit' 
action button 

Select the appropriate 
'Download Pack' from the 

Download Pack drop down list 

Click on the 'Edit' 
action button 

Update the 'Download 
Pack*' name 

Option 2 

Save Chang 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 

Click on the 'Save' 
action button 
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6. 7 Add Document to a Download Pack 

! Notes :-----------
: This function is useful for 
! grouping like document/s 
: Together for easy access and 
: Searching is minimised. 
L ________________________ _ 
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Perform a Standard 
or Advanced Search 

Find the 
Document: 

WIT.0019.0012.1689 
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From the 'Documents" 
homepage, 'My 

Documents' 

From the 'QIS2 
1--- C.Jr----. homepage' under 'My QIS 

Events' 

Find and click on the 
appropriate Document 

Click on the 'Add' action 
button and Click on the 'Add 

To Favourite Download' 
action button. 

Select 'Download Pack' from 
the drop down list 

Click on the 'Ok' button 

Another 
Document? 
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6.8 Delete a Download Pack 

I 

:Notes 
:-----------------------
: This function is useful for 
! grouping like document/s 
: Together for easy access and 
: Searching is minimised. 
L ________________________ _ 

Option 1 

Click on the '+' symbol 
~-----1• next to the 

'Documents' menu 

Click on the 
'Favourites' module 

menu item 

Select the appropriate 
'Download Pack' from the 

Download Pack drop down list 

WIT.0019.0012.1690 

QIS2 User Manual Documents Module 

Click on the 'Documents' 
module menu item to display 

the module Home Page 

From 'Download Packs' tick 
the box next to the 

appropriate Download Pack 

Option 2 

Click on the 'Delete' 
action button 
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6.9 Delete a Document from a Download Pack 

i Notes 
:--------------------~ 
: This function is useful for 
i grouping like document/s 
: Together for easy access and 
: Searching is minimised. 
L ________________________ _ 

Option 1 

Click on the '+' symbol 
next to the 

'Documents' menu 

Click on the 
'Favourites' module 

menu item 

Select the appropriate 
'Download Pack' from the 

Download Pack drop down list 

Click on the 'Documents' 
module menu item to display 

the module Home Page 

From 'Download Packs' tick 
the box next to the 

appropriate Download Pack 

Click on the 'Edit' 
action button 

Select the appropriate 
'Download Pack' from the 

Download Pack drop down list 

Tick the box next to the 
appropriate document 

Click on the 'Delete 
Document' action 

button 

Page: 92 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

Another 
Document? 

Option 2 
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6.10 Download your Download Pack 

! Notes :-----------
: This function is useful for 
! grouping like document/s 
: Together for easy access and 
: Searching is minimised. 
L ________________________ _ 

Click on the 'Open' 
button and select the 

document to open 
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From the 'Documents" 
homepage, 'Download Pack' 

Tick the box next to 
the appropriate 
Download Pack 

From the 'File download -Do you 
want to open or save this file? 

Click on 'Save' button and 
Click on the File Location 
to save the compressed 

(zipped) Folder) 

Another 

Click on 'Cancel' 
button if changes are 

not to be saved 
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6.11 Create a New Document 

i Notes - :------------
: * These are mandatory fields 

' L------ -------------------. 

Enter 'Document*" -> use the 'Browse" 
function to find and click on the document 

Select 'Document Type *" from the drop down box 

Select 'Notification Review Period (In Months) *" 
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Access: 
Document Administrators 

Select 'Organisational Unit Scope *" 

See 5.11.1 for 
Document Type 

Definitions. 

Click on the 'Save" action button or 
click on the 'Cancel" action button if 

changes are not to be saved 

This will auto 
populate based on 

the Update 
Responsibility, but 
can be changed if 

required. 
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6.12 Submit Document for Review 

i Notes 
~~-----------
:Event: 
i Home Page and Documents 
: Module Home Page = 
: action 'Submit for Review' 
L------------------------

Yes 

Perform a Standard 
or Advanced Search 
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Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Select 'Review Due By Date' * 

Save Chang 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 

WIT.0019.0012.1694 
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From the 'QIS2 
homepage' under 
'My QIS Events' 

Defaults to two weeks from 
the 'submit' date, but can be 

changed if applicable 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.13 Reviewer 

! Notes - :------------
:Event: 
! Home Page and Documents 
: Module Home Page = 
: action 'Review' 
L _______________________ _ 

Yes 
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Perform a Standard 
or Advanced Search 

Accept 
Document? 

Click on the 'Accept' 
action button 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 'Review 
Requires Changes' 

action button 

Changes? 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 

WIT.0019.0012.1695 
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From the 'QIS2 
homepage' under 
'My QIS Events ' 

Review- Not 
Reviewed? 

Click on the 'Not 
Reviewed ' action 

button 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.14 Approver 

i Notes 
:'----------------------
: Event: 
i Home Page and Documents 
: Module Home Page = 
: action 'Approve' 
L ________________________ _ 

Perform a Standard 
or Advanced Search f-- O·r-• 

Yes 

Approve 
Document? 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

WIT.0019.0012.1696 
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Reject 
Document? 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Click on the 'Approve' 
action button 

Click on the 'Reject' 
action button 
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Changes? 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.15 Revise a DRAFT Document 

6.15.1 Option 1 

! Notes 
---:--------------------~ 

: Event: 
i Home Page and Documents 
: Module Home Page = 
: action 'Revise' 
L_- -----------------------

Yes 
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Responsibility: all documents 
user has the participant role 

Uo·curnerot Administrator: all documents 
DA is scoped to the same OU 

as the UR 

Option 1 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Respond to 
Comment 

From 'Confirm Revise 
Document' - 'Are you sure you 
wish to revise the Document?' 

-Click on 'Yes" 

Another 
Document? 

No 

No-. 

Yes 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.15.2 Option 2 

i Notes 
~~---------------: Event: 

i Home Page and Documents 
: Module Home Page= 
: action 'Revise' 
'--------------------------

Yes 
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Perform 'Standard 
Search' or 'Advanced 

Search' 

Respond to 
Comment 

From 'Confirm Revise 
Document'- 'Are you sure you 
wish to revise the Document?' 

- Click on 'Yes" 

Another 
Document? 

No 

WIT.0019.0012.1698 

QIS2 User Manual- Documents Module 

Option2 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.16 Delete DRAFT Document 

! Notes :--------------. 
: This function is useful when a 
! DRAFT is no longer required. 
I 
I 
~-------------------------

Find the 
Document: 

Perform a Standard 
or Advanced Search 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Page: 100 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

Find and click on the 
appropriate Document 

Click on the 'Delete' 
action button 

From the 'Confirm Delete Document Revision'­
Are you sure you want to delete the selected 
Document Version?- Click on 'Yes' to delete 

Another 
Document? 

From the 'QIS2 
homepage' under 
'My QIS Events' 
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6.17 Publish a Document 

I 

:Notes 
I 
I 

:Event: 
! Home Page and Documents 
: Module Home Page = 
: action 'Publish' 
L ___________________ _ 

Find the 
Document: 

Perform a Standard 
From the 'Documents" 

homepage, 'My 
Document Tasks or 

'My Documents' 
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or Advanced Search 1---ur-

Find and click on the 
appropriate Document 

Click on the 'Publish' 
action button 

From the 'Confirm Publishing Document'- Are 
you sure you wish to publish the Document?­

Click on 'Yes' to publish 

Another 
Document? 

From the 'QIS2 
homepage' under 
'My QIS Events' 
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6.18 Edit Document Details 

I 

:Notes 

:'--------------------------~ :The 'Edit' action button is available 
:when a document has the status: 
:-'Draft'. Document currently under 
i review' - all details on the document 
: can be edited 
:-'Active' - Approver(s) and 
: Reviewer(s) field can not be changed 
:as they are applicable to the current 
i published version. 
L-------------------------------- • 

Yes 

Perform a Standard 
or Advanced Search 
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Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 'Edit' action 
button 

Save Changes? 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 

WIT.0019.0012.1701 
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Access: 
Update Responsibility: all documents 
where the user has the participant role 
Document Administrator: all documents 
where the DA is scoped to the same OU 
or above as the UR 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 

~ Queensla11~ 
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6.19 Active Document, Review, No changes required 

I 

:Notes 
I 
I 

:Event: 
:Home Page and Documents 
:Module Home Page = 
:action 'Review Due' 
I 1-------------------------· 

Yes 

Page: 103 of 124 

Perform a Standard 
or Advanced Search 

Revision Notes will 
automatically be updated with 
the Date/Time/Name stamp 

and the details 'Reviewed. No 
Change Required'. 

Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 'Perform 
Review' action button 

Tick 'Reviewed. No 
Changes Required' 

Save Changes? 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 

WIT.0019.0012.1702 

QIS2 User Manual Documents Module 

o---. 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.20 Active Document, Review 

I 

:Notes - :-----------
:Event: 
:Home Page and Documents 
:Module Home Page = 
:action 'Review Due" 
l 

L-------------------------

Perform a Standard 
or Advanced Search 

Option 1 

Page: 104 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

From 'Revise Document­
Comments Exists' - 'Do you 

wish to read the comments on 
this document before you 
revise?'- Click on 'Yes' 

From 'Revise Document­
Comments Exists' - 'Do you 

wish to read the comments on 
this document before you 

revise?' - Click on 'No' 

From 'Confirm Revise 
Document' - 'Are you sure you 
wish to revise the Document?' 

-Click on 'Yes" 

Find the 
Document: 

From the "Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

This question will 
only appear if 

comments have 
been added to 
the document 

Another 
Document? 

No 

WIT.0019.0012.1703 

QIS2 User Manual Documents Module 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Option 2 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.21 Add Notification List 

I 

:Notes 
'----------------------
: Notification list's can be added 
:On all document status expect 
i Archived and Superseded, 
:But event will only be send 
:When document is Active. 
L-------------------------

Find the 
Document: 

WIT.0019.0012.1704 

QIS2 User Manual Documents Module 

Access: 
All Users: all documents where a private 
viewer has not been nominated. 
Update Responsibility: all documents 
where the user has the participant role. 
Document Administrator: all documents 
where the DA is scoped to the same OU 
or above as the UR. 

Perform a Standard 
or Advanced Search l--Or~ 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Yes 

Page: 105 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

Find and click on the 
appropriate Document 

Select 'Document Participant' * 
E.g. Notifiee User, Organisational Unit or 

User Group 

Click on the 'Save' 
action button 

Another 
Document? 

No 

Note: wait for document 
participant to be added to the 
list before selecting another 

document participant, screen 
will refresh. 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.22 Add Self to Notification List 
I 

:Notes 
'----------------------
:Notification list's can be added 
:On all document status expect 
:Archived and Superseded, 
: But event will only be send 
i When document is Active. 
L-------------------------

Page: 106 of 124 
Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

Perform a Standard 
or Advanced Search 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 'Add Myself as 
Notifiee' action button 

Another 
Document? 

WIT.0019.0012.1705 

QIS2 User Manual- Documents Module 

From the 'QIS2 
homepage' under 
'My QIS Events' 
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6.23 Acknowledge a Notification 

I 

:Notes :-----------
1 Event· 
i Home. Page and Documents 
:Module Home Page= 
i action 'Acknowledge" 
l _________________________ _ 

Perform a Standard 
or Advanced Search 

Option 1 

Note: The 'Notifiee"s name 
will be displayed at the top of 
the 'User Membership Type" 

section. E.g. User Group 

Page: 107 of 124 
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WIT.0019.0012.1706 

QIS2 User Manual Documents Module 

Find the 
Document: 

From the 'Documents"" 
homepage, 'My 

Document Tasks or 
'My Documents" 

Find and click on the 
appropriate Document 

Find 'your name" and Tick the box next 
to your name (if not already done). 

Another 
Notification? 

From the 'QIS2 
homepage" under 
'My QIS Events" 

Option 2 

Note: it is only when 'your 
name" is selected that the 

required action button will be 
available. 
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6.24 Delete 'User' from Notification List 

I 

:Notes - :-----------
: User Membership Type of 
:User can only be deleted from 
:a notification list when 
:participant has a Notification 

L~~a~~: _o!~~~~i~~~ ---------- -

Page: 108 of 124 
Document Number: 2620777 
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Perform a Standard 
or Advanced Search 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 
'Notifications' tab 

Tick the box next to a Notifiee 
in the User List 

Click on the 'Delete User' 
action button 

From 'Confirm Delete'­
'Are you sure?'- Click on 

'Yes" 

Another 
Document? 

WIT.0019.0012.1707 

QIS2 User Manual Documents Module 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Note: it is only when a notifiee in the 
user list is selected that the required 

action button will be available. 
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6.25 Delete 'User Group' from Notification List 

I 

:Notes 

:·~-------------------. : User Membership Type of 
:User Groups can only be 
:Deleted from a notification list 
:When all participants have a 

l!'!~t~f~~a!~o_n_ ~!~~u_:;_~~~~~9~n_(!·_ 

Page: 109 of 124 
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Perform a Standard 
or Advanced Search 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 
'Notifications' tab 

Tick the box next to a Notifiee 
in the User Group 

Click on the 'Delete Group' 
action button 

From 'Confirm Delete' - 'Are you 
sure you want to delete the entire 
User Group form this Notification 

List?' - Click on 'Yes" 

Another 
Document? 

WIT.0019.0012.1708 

QIS2 User Manual Documents Module 

Access: 
Update Responsibility: all documents 
where the user has the participant role. 
Document Administrator: all documents 
where the DA is scoped to the same OU or 
above as the UR .. 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Note: it is only when a notifiee in the 
group is selected that the required 

action button will be available. 
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6.26 Delete 'OU' from Notification List 

I 

:Notes 

:·~---------------------: User Membership Type of 
:Organisational Unit can only be 
:Deleted from a notification list 
:When all participants have a 

l!'!~t~f~~a!~o_n_ ~!~~u_:;_~~~~~9~n_(!· __ _ 

Perform a Standard 
or Advanced Search 

Page: 110 of 124 
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Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 
'Notifications' tab 

Tick the box next to a Notifiee 
in the OU 

Click on the 'Delete OU' 
action button 

From 'Confirm Delete' - 'Are you 
sure you want to delete the entire 

Organisation Unit form this 
Notification List?'- Click on 'Yes" 

Another 
Document? 

WIT.0019.0012.1709 

QIS2 User Manual Documents Module 

Access: 
Update Responsibility: all documents 
where the user has the participant role. 
Document Administrator: all documents 
where the DA is scoped to the same OU or 
above as the UR .. 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Note: it is only when a 
notifiee in the group is 

selected that the required 
action button will be 

available. 
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6.27 Delete Self from Notification List 

Page: 111 of124 

I 

:Notes :---------------------, 
:Event: 
: Home Page and Documents 
: Module Home Page = 
[action 'Acknowledge' 

'-------------------------

Perform a Standard 
or Advanced Search 

Option 1 

Document Number: 2620777 
Valid From: 0310712020 
Approverls: Helen GREGG 

WIT.0019.0012.171 0 

QIS2 User Manual- Documents Module 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents ' 

Find and click on the 
appropriate Document 

Find 'your name' and Tick the box next 
to your name (if not already done). 

Click on the 'Remove Myself 
as Notifiee' action button 

Another 
Notification? 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Option 2 
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6.28 Add a Comment 

Notes 

* These are mandatory fields 

Find the 
Document: 

Perform a Standard c__n.-

Yes 

Page: 112 of 124 
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or Advanced Search 
'My Documents' 

Find and click on the 
appropriate Document 

Tick the box next to 'Notify 
Update Responsibility if 

applicable 

Click on the 'Save' 
action button 

Another 
Document? 

No 

WIT.0019.0012.1711 

QIS2 User Manual- Documents Module 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Note: if you are the document update 
responsibility this box will not be 

available. 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.29 Respond to a Comment 

Yes 

I 

:Notes 

~:·-----------------------:Event: 
:Home Page and Documents 
:Module Home Page = 
:action 'Note Comment' 
I 
[ ______ ---- ----------------

Perform a Standard 
or Advanced Search 

Option 1 

This will be automatically 
default ticked. 
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Click on the 'Respond' action button 

Yes 

Another 
Document? 

No 

WIT.0019.0012.1712 
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From the 'QIS2 
homepage' under 
'My QIS Events' 

Option 2 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.30 Edit Comments 

I 

:Notes 

1'----------------------: This function is only available 
: If a user has made a comment 
:On a document. 
I L--------------------------

Yes 

Perform a Standard 
or Advanced Search 

Page: 114 of 124 
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Response 
Required? 

Another 
Document? 

No 

WIT.0019.0012.1713 

QIS2 User Manual Documents Module 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Enter 'Response'. 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 

The ability to enter a 
response is only available if 

the user is the 'Update 
Responsibility of the 
document and the 

'Comments By' participant 
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6.31 Delete Comment 

I 

:Notes 
I 
I 
:This function is only available 
: If a user has made a comment 
:On a document. 
I L-------------------------

y 
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Perform a Standard 
or Advanced Search 

WIT.0019.0012.1714 

QIS2 User Manual Documents Module 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Tick the box next to the appropriate 
comment if applicable 

From 'Confirm Delete' - 'Are you 
sure?'- Click on 'Yes" 

Another 
Document? 

From the 'QIS2 
homepage' under 
'My QIS Events' 
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6.32 Print Controlled Copy Notice 

i Notes :'-------------
: Details of the print notice will be 
: Added to the Controlled Copies 
i Tab and the Who Printed Copies 
: User will be automatically added 
: To the Document Notification list 
l_ ---------------------------

Perform a Standard 
or Advanced Search 

Page: 116 of 124 
Document Number: 2620777 
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From the ·controlled 
Document Copy Notice· -
Enter "Physical Location· * 

From the "Print" popup 
window Click on the 

"Print" button 

Another 
Document? 

WIT.0019.0012.1715 

QIS2 User Manual- Documents Module 

: all documents where a private 
has not been nominated. 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Note: The 'Controlled Document Copy 
Notice' popup window will not 

automatically close after a print run. 
Details should be updated from the current 

window if another print run is required. 
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6.33 Recall Active Controlled Copy 

I 

:Notes 
---:'--------------------~ 

:This function will allow a 
:Controlled Copy owner to recall 
:A controlled copy at any time. 
I L--------------------------

Yes 

Page: 117 of 124 
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Perform a Standard 
or Advanced Search 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 'Controlled Copies' tab 

Tick the box next to the appropriate 
controlled copy if applicable 

Click on the 'Recall' action button 

WIT.0019.0012.1716 

QIS2 User Manual Documents Module 

Access: 
Controlled Copy Owner: all documents 
where the user has added a controlled 
copy against a document. 

From the 'QIS2 
homepage' under 
'My QIS Events' 

ave Changes No-. 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 
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WIT.0019.0012.1717 

QIS2 User Manual- Documents Module 

6.34 Recall Archived/Superseded Controlled Copies 
I 

:Notes 
I 
I 

:This function will allow a 
:Controlled Copy owner to recall 
:A controlled copy on a 
i Superseded or Archived document. 
:Event: 
: Home Page and Documents 
:Module Home Page= 
:action 'Recall Controlled Copy' 
L _____________________________ _ 

Yes 

Page: 118 of 124 
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Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Find and click on the 
appropriate Document 

Click on the ' Recall Controlled 
Copy' action 

Tick the box next to the appropriate 
controlled copy if applicable 

Click on the 'Recall' action button 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 
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6.35 Delete Controlled Copies 
I 

:Notes 

1'--------------------------~ :This function will allow a 
:Document Administrator to deleted 
! A Controlled Copy if requested by the 
:Controlled Copy owner 
l _______________________________ _ 
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Find the 
Document: 

Perform a Standard or 
Advanced Search 

Find and click on the 
appropriate Document 

Click on the 'Controlled Copies' tab 

Tick the box next to the appropriate 
controlled copy if applicable 

Click on the 'Delete' action button 

From 'Confirm Delete' - 'Are you 
sure?' - Click on 'Yes" 

Another 
Document? 
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6.36 Archive a Document 

I 

:Notes :·-----------
:Only 'Active' documents when 
:A minor version has not been 
: Incremented are able to be 
I Archived. 
'--------------------------

Yes 
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Perform a Standard 
or Advanced Search 

Find the 
Document: 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

Find and click on the 
appropriate Document 

Click on the 'Archive' action button 

WIT.0019.0012.1719 

QIS2 User Manual Documents Module 

From the 'QIS2 
homepage' under 
'My QIS Events' 

Save Changes? ~-INo---. 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 

Yes 

Click on the 'Save' 
action button 

Another 
Document? 

No 
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6.37 Un-archive a Document 

I 

:Notes 

:·----------------------:Only 'Active' documents when 
:A minor version has not been 
: Incremented are able to be 
iArchived. 
L-------------------------

Perform a Standard 

Find the 
Document: 

WIT.0019.0012.1720 

QIS2 User Manual Documents Module 

Access: 
Update Responsibility: all documents 
where the user has the participant role. 
Document Administrator: all documents 
where the DA is scoped to the same OU or 
above as the UR .. 

or Advanced Search 1--~ur~ 

From the 'Documents" 
homepage, 'My 

Document Tasks or 
'My Documents' 

From the 'QIS2 
homepage' under 
'My QIS Events' 
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Find and click on the 
appropriate Document 

Click on the 'Un-Archive' action button 

From 'Confirm Unarchiving 
of Document' - Are you sure 

you wish to unarchive the 
document?' Click on Yes. 

Another 
Document? 
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6.38 Associations 

i Notes - 1-----------
1 Associations are other QIS2 
I Modules. 
I 

I 
I * These are mandatory fields 
L-------------------------

Yes­
New 

Document 

Yes­
Same 

Document 
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Perform a Standard 
or Advanced Search 

Add an 
Association? 

Yes 

Find the 
Document: 

WIT.0019.0012.1721 

QIS2 User Manual- Documents Module 

From the 'Documents' From the 'QIS2 homepage, 'My 
Document Tasks' or 'My 1---Llr-~ homepage' under 'My QIS 

Documents' Events' 

Ed~ an 
Association? 

Yes 

Save Changes? 

Yes 

Another 
Association? 

I 
No 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 

Delete an 
Association? 

Yes 
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6.39 Records 

i Notes - 1-----------
: Records are stored in another 
i location. 
' i • These are mandatory fields 
l __ -----------------------

Find the 
Document: 

WIT.0019.0012.1722 

QIS2 User Manual- Documents Module 

From the 'Documents' 
Perform a Standard homepage, 'My From the 'QIS2 
or Advanced Search ,____ ,_,, __ ~ Document Tasks' or 'My 1----Cir-~ homepage' under 'My QIS 

Yes­
New 

Document 

Yes­
Same 

Document 
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Yes 

Record 
Storage Type 

Definitions. 

Documents' Events' 

rt an 

Yes 

Save Changes? N 

Yes 

Another 
Association? 

No 

Click on the 'Cancel' 
action button if 

changes are not to 
be saved 

Delete an 
Record? 

Yes 
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HealthSupport 
Queensland 

Forensic and Scientific Services 

Processing DNA Exhibits/Samples 

1 Purpose 

The purpose of this procedure is to detail the process to be followed for processing DNA 
crime scene, reference and coronia! exhibits in the Forensic Property Point. Processing 
includes: 

• Receival of exhibits in AUSLAB and the FR 
• Storage and handling 
• Allocation and internal transfer 
• Return and destruction 

Exhibits are to be received in accordance with legal standards and requirements to ensure 
security and continuity of handling is maintained. 

2 Scope 

This procedure applies to all samples delivered to the FPP for testing in Forensic DNA 
Analysis by the Queensland Police Service. It applies to Property Officers, delegated 
administration officers and scientists who may receive DNA samples. 

Work from private individuals, companies or other government departments will only be 
accepted if approved by the Managing Scientist- Police Services Stream. 

3 Definitions 

CRISP: Numbering system for QPS cases prior to 2007. C~rmat is 2 digits for 
the year a slash then seven digits for the case number e.g.--

CSSE: Crime Scene Sample Envelope, these are envelopes used by the QPS labelled with 
all relevant case and exhibit information that contain small items or subsamples of items. 

CCC: Crime and Corruption Commission 

DVI: Disaster victim identification 

Evidence Reference Samples: Reference samples taken for comparison to a particular 
case. Evidence samples may be included on the database if advised by the police. 

Exhibits: collective term used in this SOP to refer to both items and tubes 

FR: Forensic Register 

FPP: Forensic Property Point 

FSS: Forensic and Scientific Services 

FTA: This is the acronym for Flinders Technology Australia. This is the company that 
produces the cards that preserve the DNA from a buccal (or cheek) swab. The standard 
FTA card packaging is a sealed envelope with the details of the person sampled on the 
front, inside the sealed envelope will be the FTA card. Each envelope should have a 
unique barcode attached. 

HSPB: Heat sealed plastic bag 

Intelligence Reference Samples: Reference samples taken for the purpose of inclusion 
on the database. These are not linked to a particular case. 

Items: exhibits not subsampled by a Scenes of Crime or Scientific Officer. These items 
include swabs, cigarette butts, clothing, weapons, Sexual Assault Investigation Kits (SAIKs) 
etc. 
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Processing DNA Exhibits I Sameles 

JTC: John Tonge Centre 

Kit D: Post mortem samples submitted for DNA analysis 

Major crime: crimes against a person including murder, rape and assault 

Occurrence Number: Numbering system for QPS cases from 2007 onwards. Number is 

-

followed by 2 digits for the year then 8 digits for case number e.g. 
Also known as QP Number 

PHPP: Public Health Property Point 

PM samples: post-mortem or coronia! samples 

QPRIME: Queensland Police information management system. 

QPS: Queensland Police Service 

QP127 Form used by the Queensland Police Service when submitting articles for forensic 
examination 

SAlK: Sexual Assault Investigation Kit 

SMU: Sample Management Unit 

SSLU: Scientific Services Liaison Unit 

SOCO: QPS Scenes of Crime Officer 

Tubes: Eppendorf tubes that contain subsamples of crime scene exhibits 

Volume crime: high occurrence, mainly property related crimes 

4 Access 

4.1 Conditions of Access to the Forensic Register 

Access to and use of the QPS FR system is for authorised users only. Unauthorised access 
and use is strictly prohibited. By accessing or using this system you are acknowledging that 
you are an authorised user. You are NOT authorised to access information for personal 
reasons including curiosity or personal interest. 

The information contained on this computer system is confidential and must not be 
disclosed to unauthorised persons. Improper disclosure of information is an offence, as 
outlined in section 10.1 of the Police Service Administration Act 1990 and the Code of 
Conduct for the Queensland Public Service 2011. 

Misuse of information stored in the FR is serious. If you use QPS computer systems to 
access information not for a purpose connected with your duty, your conduct will be 
considered misconduct. The QPS will consider criminal charges being applied. 

Malicious entry of false information is strictly prohibited. Any member who maliciously 
enters false information may be liable for misconduct. 

Details of all transactions, including User-IDs, are automatically recorded by the computer 
system and will be regularly audited to ensure compliance. By accessing and using this 
computer system you are consenting to security monitoring. 

All notations in the FR form part of the Queensland Health case file records and should be 
professional in manner. Note: All records within the FR may need to become available 
under Right to Information. 

If you are ever uncertain about accessing information, ask a supervisor for advice before 
undertaking the activity. If you inadvertently enter an area that you shouldn't, it is a 
requirement for you to make a case note explaining the reasoning for accessing the data. 

5 Procedure 

5.1 General Requirements 

Receiving exhibits shall be the responsibility of a Property Officer. Scientists may fulfil this 
function in the absence of or to assist a Property Officer. 
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When items are delivered to the FPP, the standard procedure must be followed. If any part 
of the procedure cannot be followed, all relevant information should be noted in the 
Forensic Register and brought to the attention of the Supervisor or delegate. It may be 
necessary to raise an OQI. 

5.2 Safety and Contamination 

To reduce the risk of contamination, primary packaging is not to be opened in the FPP. The 
only exceptions are Sexual Assault Investigation Kits (SAIKs; are to be opened to retrieve 
medical notes and any samples for toxicology only) and Kit Ds containing coronia! samples, 
in these instances items from different cases must not be handled at the same time. 

Property Officers are to wear gloves when handling the items and the bench is to be 
washed down with alcohol solution and gloves changed between handling different exhibits. 

Appropriate gloves, safety glasses and personal protective equipment (PPE) should be 
used if necessary when handling items. If knives, syringes or other sharps are received, 
ensure they are safely packaged in accordance with Australian Standards and labelled with 
appropriate stickers to warn others. 

The FPP is equipped with a biohazard cabinet and a spill kit that can be used if necessary. 
Any exhibit for submission to FSS that is not packaged correctly according to NATA 
standards and Workplace Health and Safety guidelines will be refused. 

5.3 Receiving Crime Scene Exhibits from the Queensland Police Service 

5.3.1 Methods of Delivery 

Crime scene exhibits from the QPS can be delivered to the FPP one of two ways: 

1 Delivered personally to the FPP front counter by the Investigating officer or designated 
delivering officer, including Scenes of Crime Officers or Scientific Officers. 

2 Sent via Registered Australia Post from Scenes of Crime Offices. These are delivered 
to FSS on the regular Australia Post mail. 

NOTE: Property Officers will endeavour to receive DNA exhibits delivered by Australia Post 
as soon as practicable; however in some circumstances DNA exhibits may be stored in a 
secure location to await registration and receipt at a later time. 

5.3.2 Case Requirements 

All cases submitted to FSS by the QPS must have an occurrence (QP) number or CRISP 
number when old cases are resubmitted. This includes internal investigations, whilst no 
case information need be put on the QPRIME system an entry is to be made to create a 
valid QP number. Cases without a QP number will not be accepted under any 
circumstances unless first approved by the Managing Scientist- Police Services Stream. 

5.3.3 Standard Packaging Requirements 

QPS sub-sampling procedures apply to any crime scene exhibits and hair samples 
requiring DNA testing. The requirements are that all whole items, including hair samples 
must be submitted I screened prior to being lodged at FSS. Sub-sampled exhibits must be 
packaged in CSSE by SOCO or Scientific Officer. FSS will not accept whole exhibits or 
unscreened hair samples without the prior authorisation of the Inspector of the QPS DNA 
Management Section, the Inspector of the QPS Scientific Section or a delegate with the 
following exceptions: 

• SAIKs 
• Syringes 
• Washed items for semen confirmation. 
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Smaller whole items such as chewing gum, cigarette butts, condoms, tampons and sanitary 
pads will still be accepted provided that they are packaged in a CSSE. 

5.3.4 The Forensic Register and Barcoding Requirements 

All exhibits must be received at FSS labelled with a grey Forensic Register barcode. This 
barcode is allocated and affixed to the exhibit/packaging by a SOCO or Scientific Officer. 
The exhibit should have been entered onto the QPS Forensic Register prior to arriving at 
FSS. 

Upon scanning the FR barcode if no data is available in the Forensic Register the delivering 
officer is to contact the relevant SOCO and confirm that that the FSS DNA Analysis 
examination section box has been ticked, or the NTR (No Testing Required) box has been 
unticked. In the case of exhibits sent via Australia Post, FPP property officers can contact 
the relevant Scenes of Crime Office or the QPS Sample Management Unit prior to receival. 

5.3.5 QP127 Submission of Articles Form 

Exhibits requiring Forensic DNA analysis do not require an accompanying QP127 
Submission of Articles Form. FSS is directly using the Forensic register and information 
contained within; the quality of the data in the Forensic Register rests with the QPS. 

NOTE: If the packaging of a crime scene exhibit is not correct according to NATA or 
Workplace Health and Safety standards FSS Property Officers can reject the item and insist 
on having a QP127 completed and signed off by a police forensic 'Scenes of Crime' officer 
to indicate that the exhibits have been checked for correct packaging, labelling and 
appropriate case information. 

At times QP127 forms are completed by QPS officers, these forms are to be scanned and 
added to FR as a Case File Notation. 

5.3.6 Dual Analysis 

If an exhibit needs to be examined by two or more laboratories (eg. Forensic Chemistry and 
Forensic DNA Analysis) refer to 25459 Dual Analysis of Forensic Exhibits. 

5.3.7 Handling Exhibits Pre-Receipt 

Primary Packaging- exhibits delivered by Australia Post 

Primary packaging (i.e. the packaging containing the actual exhibit) of exhibits delivered by 
Australia Post must be visually inspected to ensure that the exhibit packaging is intact if it is 
identified that packaging is not intact, primary packaging must be resealed and a note must 
be added as a casefile notation in the Forensic Register 

Primary Packaging -exhibits hand delivered 

Primary packaging (i.e. the packaging containing the actual exhibit) must be visually 
inspected to ensure that the exhibit packaging is intact. If it is identified that packaging is 
not intact it is to be handed back to the delivery officer to be repackaged appropriately. 

Primary packaging (i.e. the packaging containing the actual exhibit) must not be opened 
unless absolutely unavoidable. Any packages where the primary packaging is opened and 
sealed upon receipt are to be signed "opened by ..... time & date". 

The only exhibits opened by Property Officers as a standard are SAIKs. This is done to 
retrieve the examination notes which are forwarded to Forensic DNA Analysis for the 
casefile and remove any blood and urine samples which may have been included in the kit. 

Blood and/or urine samples contained within a SAlK requiring analysis by Forensic 
Toxicology must be removed and received in accordance with 21118 Receiving samples for 
analysis by Forensic Toxicology. 

If a blood and/or urine sample is removed from a SAlK at time of receipt a notation is to be 
entered into the Forensic Register stating: SAlK opened at time of receipt and blood and or 
urine sample contained within was removed and receipted for analysis by Toxicology. 
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DNA reference blood samples collected at time of SAlK examination are to be removed 
from the SAlK at time of receival. The FPP Property Officer is to check with the QPS DNA 
Sample Management Unit (SMU) if the sample is required for analysis. In most instances 
an FTA Reference sample has been collected and is the preferred option for analysis. In 
this case the blood sample is to be returned to the delivery officer and a case file notation is 
to be entered into the Forensic Register stating: "Blood sample/s obtained for DNA analysis 
removed from SAlK and returned to Delivery Officer (Insert name) as FTA Reference 
Sample obtained for this purpose". 

If the QPS DNA SMU advise the blood is required for analysis it must be registered as a 
separate exhibit in the Forensic Register as per Appendix 3. 

5.3.8 Pre- Receipt Checks 

1 Ensure all items requiring Forensic DNA Analysis have been labelled with the QPS 
Forensic Register barcode. 

2 Check all items are dry. Items are only received wet after consultation with a Scientist, 
they are to be wrapped in plastic and placed immediately into the FPP Vault Freezer 
for transfer to the Forensic DNA Analysis Exhibit Freezer as soon as practical. 

3 All exhibits must be packaged according to Workplace Health and Safety guidelines 
and NAT A standards. 

If any of these requirements have not been met FSS Property Officers can reject the items 
until the acceptance criteria are appropriately met. If items are rejected, the reasons must be 
communicated to the delivery officer and recorded as a casefile notation in the Forensic 
Register. 

Cases with urgent priorities may be accepted even if they have not met the criteria after 
consultation with the QPS DNA Management Unit and/or Forensic DNA Analysis. 

If QPS exhibits not meeting the requirements are received a Case Management task can 
be created in the Forensic Register and assigned to the collecting SOC officer. 

5.3.9 DNA receival process. 

FSS now use the Queensland Polic&-Service Forensic Register to receive all DNA 
samples. In most instances all exhibits will be pre-registered prior to arriving at FSS. 

See Appendix 1 for DNA exhibit receival process. 

5.3.1 0 LIMS Downtime 

During Forensic Register down-time or extreme system slowness a manual receipting 
system is employed in accordance with 23263 FPP Laboratory Information Management 
Downtime Procedure. When the Forensic Register is available the exhibits are to be 
received and stored, the manual receipt is to be scanned into to the Forensic Register and 
attached to a CM request. Detailed notes are to be added to the CM request. 

If an error is made during the manual receival I receipting process a manual forensic receipt 
is issued with incorrect information an amended receipt is to be issued in accordance with 
26040 Procedure for Amended Receipts. This can be done either by the Property Officer 
who issued the original receipt or the person who discovered the error. 

5.3.11 Environmental Samples 

Environmental samples are sent by Scenes of Crime Officers and are swabs from their 
laboratories to ensure cleaning and contamination control measures are effective. See 
Appendix 1 for receival process. 

5.3.12 Storage of Exhibits Post-Receival 

All items and tubes are stored individually by the Forensic Register barcode within the 
Forensic Register. Some exhibits require freezing after receipt, they are: 
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• Sexual Assault Investigation Kits (SAlK's) 
• Food stuffs of any kind 
• Tissue samples including flesh 
• Used condoms, sanitary pads or tampons 
• Wet items 

These exhibits are to be heat sealed in plastic and Forensic Register barcode written on the 
exterior of HSPB prior to being placed in the freezer. All other exhibits are stored at room 
temperature in the packaging they are delivered in. 

Exhibits for room temperature storage are separated and stored according to the type of 
exhibit (either item or tube). Plastic boxes are available for storage and are labelled for the 
two different types of exhibit: 

• In-tubes storage box 
• Items storage box 

All boxes used for exhibit storage are to be stored to the FPP storage bench (mnemonic 
FPPB-DNAT-0001) when in use. See Appendix 6 for storage process. If an item is 
received that is too large to be placed in an items box it is to be stored directly to the FPP 
storage bench. 

All secondary packaging (envelopes, paper bags etc) must be ripped completely open 
before disposal to ensure no samples are still contained within and then shredded. 

5.4 Manually Receiving NON QPS DNA crime scene exhibits 

On occasion DNA exhibits may need to be manually registered and received in the FR. 
Exhibits that will require manual registration in the FR may be lodged by private clients or 
the Crime and Corruption Commission. See Appendix 6. 

5.4.1 Submission of Coronia! Samples 

Coronia! samples are submitted for DNA testing in relation to a homicide I suspicious death 
investigations, identification of unknown deceased or Disaster Victim Identification (DVI) 
investigations. 

5.4.2 Methods of Delivery 

Coronia! samples (otherwise known as Post-mortem/PM samples) are delivered to the FPP 
in one of two ways: 

a. Samples from autopsies conducted at QHSS Forensic Pathology are delivered to the 
FPP by a staff member of Forensic Pathology. 

b. Samples from autopsies conducted at external mortuaries are sent via courier and 
initially received at Public Health Property Point (PHPP), The samples are then 
transferred via esky tracking to the FPP for receival. 

NOTE: ALL Samples delivered via esky tracking, needs a notation added in the "Exhibit Note 
& FSS Advise" with esky tracking number, who delivered, and what sections they are from 

5.4.3 Receiving Coronia! Samples from QHSS Forensic Pathology 

Coronia! Samples delivered from QHSS Forensic Pathology are to be packaged in a HSPB 
with the seals signed and dated by a Morgue Attendant. FTA cards and Reference Bloods 
are to be separated and each registered as its own exhibit in FR as per Appendix 4. 

Each item delivered is to be received on the FBTRAN page in AUSLAB prior to being 
registered in the FR. See Appendix 14. Once the FBTRAN page has been completed 
samples are to be registered in FR as per Appendix 4 1 0.4.1 and Appendix 5 1 0.5.1 

Coronia! cases are typically recorded in FR under the Occurrence (QP) Number. In some 
cases, a Case File may not have yet been created as there have been no previous 
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Forensic Samples registered. If a search for the Case File in FR under the occurrence 
number fails, the Property Officer can contact QPS DNA Unit to determine if a Case File 
exists or to send the recipient a CM request that allows FSS access to the Case File. If no 
Case File exists, the Property Officer is to create a Case File as per Appendix 6. 

PM Samples from external I regional mortuaries can be registered directly into FR as per 
Appendix 4 1 0.4.2 and Appendix 5 1 0.5.2. If no Case File exists, the Property Officer is to 
create a Case File as per Appendix 6. 

5.4.4 Packaging Post-Receipt 

Coronia! samples receipted for DNA Analysis are to be packaged in a HSPB and seals 
signed and dated by Receiving Property Officer. The exhibit barcode is to be positioned on 
the packaging where it can be scanned, and the exhibit number written on the HSPB with a 
black marking pen. The samples are to be stored immediately to the FPP vault freezer and 
transferred to the DNA Analysis Exhibit Freezer as soon as possible. Reference samples 
are kept separate and stored to the FPP storage bench (mnemonic and 
transferred directly to DNA Analysis for profiling as soon as possible. 

5.5 Receiving DNA Reference Samples 

5.5.1 General Information and Requirements 

1 Reference Samples from the QPS DNA Management Unit: 

Most DNA Reference Samples are delivered or posted from members of the QPS 
around the state directly to the QPS DNA Sample Management Unit (i.e. not to 
Queensland Health). Reference samples must be submitted through the QPS DNA 
SMU for quality checking and are then delivered by the DNA SMU to the FPP for 
processing. These samples are received as per Appendix 2. 

The DNA Management Unit delivers Intelligence and Evidence samples to the FPP on 
a standard schedule. Deliveries outside this schedule are to be negotiated between the 
parties. 

Reference samples are labelled with a unique barcode number and all sample 
information is available in the Forensic Register. 

Reference sample types may include: 

• Blood samples 
• Hair 
• FT A cards with buccal cells 
• FT A cards with blood 
• Swabs 

Intelligence and Evidence Reference samples are often received together in bulk and 
can be a mixture of FTA cards containing buccal cells, swabs, hair samples or blood 
samples. 

NOTE: Any FTA sample that transfer as RED need to be given back to the delivery 
person. 

2 Crime and Corruption Commission (CMC) and Ethical Standard Command Samples 
(exception1): 
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Reference samples being delivered by the CCC or QPS Ethical Standards Command 
are an exception in that they are not processed through the QPS DNA Management Unit. 
These samples delivered directly to the FPP and are received manually in a similar 
fashion to reference blood samples in accordance with Appendix 3. This is an 
uncommon event and advice should be provided regarding these samples prior to 
delivery. 
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3 Post Mortem Reference Samples (exception 2): 

Post mortem reference samples are received directly from the Coronia! Support Unit or 
Forensic Pathology in accordance with Appendix 4. PM reference samples are not 
handled by the QPS DNA Sample Management Unit. 

5.5.2 Packaging 

1 FTA DNA Kits: Return any attached property tags or documentation to the QPS DNA 
Sample Management Unit. FTA DNA Kits do not require any further packaging. 

5.5.3 Storage 

1 Each sample needs to be stored with in the Forensic Register to a barcoded FTA storage 
box. 

2 These boxes are stored on the FPP Storage Bench to await transfer 
to Forensic DNA Analysis. 

3 Blood samples are tracked and stored to the FPP fridge in the vault 
to await transfer to Forensic DNA Analysis. 

5.6 Transfer to Forensic DNA Analysis- The DNA Run 

Morning Run 9:30am and 3pm daily all samples received for DNA testing during that day 
are transferred to Forensic DNA Analysis on "The DNA Run". 

During the DNA Run the following jobs are performed by the rostered Property Officer: 

• Boxes of DNA Crime Scene Samples and whole items (eg. SAIKs) received on that day 
are transported to Forensic DNA Analysis. 

• Boxes of DNA Reference Samples received on that day are transported to Forensic 
DNA Analysis. 

• DNA Scientist will create an exam request task to request items be retrieved from main 
storage areas and transferred to DNA Analysis. Exhibits requested by scientists via an 
exam request task are to be retrieved and allocated daily. 

• Exhibits returned from scientists' post-analysis are collected and returned to general 
storage in either the exhibit room or the FPP Block 8 Undercroft Freezer. 

• Empty Crime Scene or Reference sample boxes are returned to the FPP for re-use. 
These must be transferred in the FR to location (Returned FPP) 

NOTE: All DNA samples delivered after 3pm is to be stored in DNA cupboard for next day's 
delivery. A notification/message is to be sent via DNA TEAMS chats. 

5.6.1 Preparing for the DNA Run 

1 DNA analysis will create an exam request task and tick the request radio button in the 
FPP Allocation field in the FR. This request will appear on the Allocation - DNA list in 
the FR. The FPP staff member rostered to complete the DNA run must check the 
Allocation- DNA list and action if required. 

2 The Worklist can be printed and retained with FPP (only if any items for DNA Analysis 
have been requested). Items requested are to be collected if they are in PP storage 
(either the Block 8 Undercroft or Vault freezers). 

3 The Exhibit Room Returns (FDNA-EXRT-0001) and Freezer Returns (FDNA-RTFZ-
0001) shelves can be printed to provide a hard copy of samples being returned from 
testing. 

5.6.2 The DNA Run 

1 Rostered Property Officer escorts the DNA samples to Forensic DNA Analysis entering 
through the second door so as not to take samples through the administration area of 
the section. 

Page: 8 of38 
Document Number: 34317V2 
Valid From: 0110212021 
Approverls: Helen GREGG 

QueenslaJt~ 57 
GovernmehP 



WIT.0019.0012.1732 

Processing DNA Exhibits I Sameles 

2 In the Exhibit Room the Property Officer logs onto the Forensic Register using one of the 
available computers to complete storage transfers as they occur. See Appendix 8 for 
instructions on how to store storage boxes and items to a fixed location. 

3 Allocating in Exhibit Room: 

a. Crime Scene Sample boxes and whole items for room temperature storage are 
transferred to daily shelves in the exhibit room compactus. All shelves are 
barcoded with the storage location, use this mnemonic for storage. 

b. SAIKs, requested coronia! samples and other frozen items are transferred to 
one of the drawers in the DNA Analysis exhibit freezer. All freezer storage 
locations are barcoded with the storage location, use this barcode for storage. 

4 Return to PP Controlled Storage: 

Items received after 151 July 2008 that were subsampled by QPS will only be returned 
to general storage if no testing was required or part of a subsampled item (eg, fabric, 
hair etc) still remains. 

If the sample has not been consumed in analysis the Scientist will repackage the 
exhibit for return to general storage or processing for return to the originating QPS 
establishment. 

Scenario 1: Exhibits lodged and managed in Auslab lodged prior to FR implementation 

See 17116 Processing DNA Exhibits I Samples in the Forensic Sciences Property 
Point. 

The scientist will store the exhibit or item into the storage shelf 
(Forensic DNA Analysis Exhibits Returns shelf) or storage boxes located on the returns 
shelf in the Forensic DNA Analysis Exhibit room. Freezer returns will be located in the 
DNA Analysis exhibit freezer in location (Forensic DNA Analysis 
Freezer Returns) location in the Freezer. 

NOTE: Only Sexual Assault Kits, food, tissue samples, coronia/ s~ 
continued freezing and there should be the only items returned to---­
post analysis. 

Room temperature items (i.e. those that were in are physically 
transferred to storage shelves, storage boxes within the Exhibit Room or are processed 
for return to the originating QPS establishment. This action must be accompanied with 
the transfer of the storage location in the Forensic Register. Frozen items are to be 
taken back down to the FPP for storage in the FPP Block 8 Undercroft Freezer. 

5.6.3 Completing the DNA Run 

Scenario 1: Exhibits lodged and managed in Auslab prior to FR implementation 

See 17116 Processing DNA Exhibits I Samples in the Forensic Sciences Property 
Point. 

Scenario 2: Exhibits managed in the Forensic Register post FR implementation 

1 The Property Officer is to return to the FPP with the empty storage boxes and any items 
requiring ongoing freezing. These items are then physically transferred to storage 
shelves or boxes in the Block 8 Undercroft Freezer. This action must be accompanied 
with the transfer of the storage location in FR as per Appendix 7. 

2 Empty storage boxes are then transferred in the Forensic Register back to FPP by listing 
the location as "Returned FPP". 

3 Any hard copy returns lists are then initialled and dated by the rostered Property Officer 
and scanned to be stored electronically in the FPP if required in the future. Hardcopy 
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returns lists are to be shredded once scanned. (Electronic retention of these lists is 
required as per IS09001.) 

5. 7 Storage Post-Analysis 

All items are kept in the Exhibit room or Block 8 Undercroft Freezer storage until returned to 
the investigating or delegated officer. 

5.8 Return and Destruction of DNA Crime Scene Exhibits 

Most crime scene items submitted after 151 July 2008 have been sub-sampled by the QPS 
under their procedures. Sub-sampled items that have been tested in Forensic DNA 
Analysis are either consumed during analysis or, if some sample remains, retained in 
Forensic DNA Analysis. All associated packaging is routinely destroyed by Forensic DNA 
Analysis for these samples (see Forensic DNA Analysis SOP 17142 Examination of Items). 
In this case FSS Property Officers never regain possession of the item. 

Items requiring return to the QPS are: 

• Whole items (fabric samples, SAl Ks etc) 

• Subsampled items that were not tested 

• Items submitted pre-July 2008 

NOTE: To process exhibits received and analysed in AUSLAB for return see QIS document 
QIS 17116 Processing DNA Samples I Exhibits in the Forensic Sciences Property Point. 

Any exhibits that have been received and analysed in the Forensic Register that is required 
to be returned after an is will be stored to a returns location within the DNA Analysis 
exhibit room (i. Once these samples are stored to a returns location 
the property officers are then required to process these samples for return to the originating 
station. See Appendix 12. 

FPP do not store exhibits for an extended period of time unless the Managing Scientist or 
delegate of Forensic DNA Analysis approves long term storage due to investigative needs. 

Once advised items are ready for collection it is the responsibility of QPS Property Officers 
to make arrangements to have exhibits picked up from FSS. Ideally, exhibits should be 
collected from FSS within 30 days of analysis being completed. 

DNA exhibits for the return to originating QPS Station 

Upon completion of DNA examination exhibits will be stored to returns shelves within DNA 
Analysis; these shelves are cleared by property officers as soon as practical and processed 
for return. 

DNA sub-samples can be requested to be returned to the client for examination by external 
agencies. The transfer of these sub-samples is the responsibility of the DNA Analysis 
Laboratory and FPP staff are not required to be involved in this process. 

5.8.1 Preparation for Return 

All property officers are required to process samples for return. Delegated Property Officers 
can at any time prepare lists of exhibits for return. These exhibits are then pulled from 
storage, bagged together according to return station I district and stored in the FPP Vault 
awaiting collection by the QPS. Property Officers are to generate a Property Returns 
Manifest which lists being returned to QPS. See Appendix 12 

5.8.2 Returning DNA Crime Scene Exhibits to the QPS 

When an officer arrives at the FPP to collect a Crime Scene exhibit the exhibit must be 
signed out in the Forensic Register, in accordance with Appendix 13. 
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NOTE: This process can be used for returning Coronia/ Samples also. This is not a 
common occurrence but is sometimes required. 

5.9 Destroying Coronia! Samples 

The Coronia! Services stream does not use the Forensic Register, all coronia! sample 
destructions are handled in AUSLAB. 

Coronia! samples are destroyed only with the authorisation of a Coroner. This authorisation 
is received in the form of a Coroner's Form 6- Order for Disposal of Tissue Kept for 
Testing. Form 6's can be scanned onto a PM report in Auslab, or sent to the PP from either 
staff of Forensic Pathology or Forensic DNA Analysis and is processed as per Appendix 
11 in QIS document QIS 17116 Processing DNA Exhibits I Samples in the Forensic 
Sciences Property Point. 

When ready to destroy coronia! samples, it is preferable to process between 10 and 20 
cases at a time. Pull samples from storage locations and prepare for destruction by setting 
up a heat seal plastic bag for destroyed items and dressing in personal protective 
equipment including a lab coat and gloves. Proceed to open external packaging of one 
case at a time and view items. There is no need to open primary packaging if sample can 
be viewed through packaging (eg. Clip seal plastic bag, clear jar etc). At no point are 
Property Officers to put themselves in danger when handling coronia! samples. The 
biohazard cabinet is available for use when opening samples if they are particularly 
malodorous or messy. Auslab entry and preparation of a Coroners Form 7 is then done as 
per Appendix 11 in QIS document QIS 17116 Processing DNA Exhibits I Samples in the 
Forensic Sciences Property Point 

Once destructions are complete the Government Undertaker is to be contacted via Fax 
using template on Appendix 12 in QIS document QIS 17116 Processing DNA Exhibits I 
Samples in the Forensic Sciences Property Point. An FPP staff member is to deliver the 
coronia! samples to the Government Undertaker at the mortuary. FPP staff are not required 
to enter the mortuary, press the buzzer and ask for the Government Undertaker/New Haven 
to meet you outside and sign the Form7's and then hand over the coronia! samples. 

6 Records 

Nil 

7 Associated Documentation 
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26040 

23762 

23793 

33744 

17116 

8 References 

Nil 
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9 Amendment History 

Version Date Author/s Amendments 
1 
2 

10 

10.1 
10.2 
10.3 
10.4 
10.5 
10.6 
10.7 
10.8 
10.9 
10.10 
10.11 
10.12 
10.13 
10.14 

June 2017 S Lemon First Issue 
May 2021 T Dawson Revised document to include 

process of receiving coronia! 
samples using revised FBTRAN 
page in AUSLAB (appendix 14). 
Update packaging requirements of 
coronia! samples. Added FPP do not 
enter mortuary in 5.9. Update 
process for SAlK bloods (5.3.7). 
Reformatted and updated 
appendices to reflect current 
processes. Added paragraph re 
return of DNA sub-samples. 
Amended appendix 11 to include 
using QP127 bulk loader & manual 
attachments. Name changes to FPP 
and Forensic DNA Analysis 

Appendices 

Appendix 1: Receiving DNA Crime Scene Exhibits in FR 
Appendix 2: Receiving DNA Reference Samples in FR 
Appendix 3: Receiving SAlK Bloods in FR 
Appendix 4: Receival of Coronia! Reference Samples 
Appendix 5: Receival of Coronia! Autopsy Samples 
Appendix 6: Manual Registration of DNA Exhibits 
Appendix 7: Storage box search and adding exhibits to a box 
Appendix 8: Storage of exhibit boxes to a fixed location 
Appendix 9: Creating a CM Request task 
Appendix 10: Adding Case Notations in the FR 
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Appendix 13: Returning DNA exhibits to client 
Appendix 14: Processing coronia! samples in AUSLAB. 
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10.1 Appendix 1: Receiving DNA Crime Scene Exhibits in FR 

Note: As the receival and storage process is completed in one step all DNA exhibits will 
need to be separated by exhibit type ie: whole items, in-tube exhibits prior to being received 
and stored in the FR. 

• Ensure all exhibits are packaged in accordance with sections 4.2.3, 4.2.6 and 4.2.7 

Forens1c Serv1ces • _-,, 

Case Files statistics Equprnert Main Menu 

BATCH PROCESS 

~LECT BATCH ffi7_2 _____________ _ 

Batch Exhibit Batoe h Exhi bit Movement Batch Al locate Batoe h Req uest Allocation 

NCIDD P2P Person to Person (QHSS Only) QPrime Exhibits QPRIME Forens ic Exhibi t B.a tch 

Ex hibit L.abe ls Batch Print Exhibi t Labels ASU Batch ASU Bat ch Exhibi t Processing 

ABIN Bat ch ABI N Batch Test Fi re / Exhibit Q P 127 FSS - Case Report Bulk LO<lder 

Batch Ex hibit Batch Exhibit NTR 

440082 FSS 03:39PM 19/05/2021 164.112.251.224 

Case Files statistics Personnel Forms Main Menu 

BATCH a---+....-
Ex h ibit Movement ~7 " Exhibit Barcode Num ~ 

1. From the FR main menu click the 
'Forms' tab 

2. Click on the 'Batch Exhibit' button 

This displays the Batch Exhibit 
movement page 

3. If storing item to a storage box scan 
storage box location barcode and 
click save 

If storing item to a fixed location, 
enter fixed storage location by 
typing "dna" into the location field, a 
drop-down box will appear 
displaying commonly used FPP 
storage locations 

4. Ensure continuity officer is 
populated with receiving persons 
registration number 

5. If personally delivered, enter 
delivery officer's registration 
number, this will populate the 
'Name' and 'Station I Organisation' 
fields 

6. If delivered via Australia Post, scan 
the tracking no into the 'Tracking ID' 
field, this with auto populate the 
'Station I Organisation' field to 
'Australia Post' 

7. Scan each exhibit barcode into the 
exhibit movement table 

8. Click the save icon 

NOTE: All items received via registered post must be grouped by the registered post 
number and systematically received. Exhibits tracked by various registered post 
numbers cannot be received in the FR at the same time. 

All items of the same exhibit type ie: whole items, in-tube exhibits are to be grouped 
together for processing. 
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10.2 Appendix 2: Receiving DNA Reference Samples in FR 

NOTE: Only 24 person reference samples can be received and stored in a single 
transaction. 

Case Files statistics Equipme-nt Personrrel Forms Main Menu ,, 
B ATC H P R O C E S S 2 
SELECT BATCH PROCESS / 

E\ .o tch Exhibit Batc h Ex l1 ib it Mo 11emer1t FPB Cord:. R eceive Fing erprint Fi lm a t FP B 

Che ck FP Film Chec k Fin g erprin t Film D eta ils FPB Ord e r Form P rod u ce Fin g erprint Orde.- Fonn 

Fi l m Env e lop e Prin t Fi lm En v elope FPB B o tch Ute nts B a tch Latent Moverr>ent 

Bot ch Film Sca n Fi lm Reqist eo- NAFIS S e arch 

NC I DD P2F' Per-son to Per-son (QHSS Only) QPrime Exh ibits QPRIME Rl .-ens ic Exhibit Ba t ch 

Exhibit Labels B atch Print Exh ib it Labels ASU Batch ASU Batch Ex h ib it Processing 

A BIN Batch ABIN Batch Test Fi re / Ex h ib it QP L2 1 FSS - C a se R eport Bu lk Loa d e.-

440117 FSS 12:14 PM 09/05/2017 164.112.251.224 

Case Files statistics Equipme-nt Personne-l Forms Main Menu 

++ 
BATCH 

Exh ib i t Movement 

Exhibit: Ba rco de Numbers 

Movement D~ 
DeliveryOffice..- fll!t Na m e 
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I Statio11 / Orga 11 isa tion Tra cki11g ID 

I 

1. From the FR main menu click the 
'Forms' tab 

2. Click on the 'Batch Exhibit' button 

This displays the Batch Exhibit 
movement page 

3. Scan the exhibit storage box 
location barcode into the 'Storage 
Box I D' field 

4. Enter the delivery officer QPS 
registration number into the 
'Delivery Officer No' field 

5. Scan each reference sample 
barcode into the exhibit 
movement table 

6. Scan each reference sample 
barcode into the exhibit 
movement table 

7. Click the save icon 

Once saved electronically and 
physically store exhibit storage box to 
fixed location as per Appendix 7 
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10.3 Appendix 3: Receiving SAlK Bloods in the FR 

Any blood samples contained within a SAlK must be removed at time of receival. The 
Property Officer is to determine what type of analysis the sample requires by checking the 
medical notes or questioning the Investigating Officer. If the sample requires toxicology 
analysis refer to QIS 21118 Appendix 5. If medical notes state blood sample is for DNA 
analysis, consult with QPS DNA Sample Management Unit to authorise exhibit for analysis. 
Prior to registering the blood sample in the FR it must be labelled with a new FSS exhibit 
barcode and manually registered in the FR. 

Follow steps below to manually register SAlK blood samples. 

Case F iles Statis t ics Equipment 

Pt2rson.al Wor-k List 9 

:J: n t:eg rc:~ted C a se Mc:~nage1nent: S y s 1:en11 ( I C .S) 

For-ens i:c Services Gro u p 

PPEtF2 nn nrrnr 
I Recent Case F i le Access 

Personne l Forms Mai1n Menu 

Unit Work List Refe:r-e:nc112 

Foren s ic a n d Sc i e ntific Serv ices ( FSS ) 

1 ~2EE V e rs i:o n 2 .1 - 20 D e c embe r 2007 

I :H·MI 

1. Scan in the SAlK barcode in the FR global search field and click the search MMI button 

The FR will then open the exhibit record for the SAlK click the 'Exhibit' register tab 

2. Click the 'Exhibit Register tab and the exhibit register list will appear 

F~rensic Clse File Record 

Forensic No: 

Exh ib it Record 

3. Click on the add 

l Case F iles II Statis t ics 

Forens ic: Ca -s e File Re co r-d 

Fo~-ens i c No 

Ex hi b i t: IL i st: 
1 - 1 2 I 1 2 Entri:es 

Ba .-c.o d e cat:eg ory 

Ba lacla v a 

E•;~mio<otion Summary 

button 

Eqump ment 

Dat:e 

2 4 / 04-/ 201 7 

T EST - BLACK H A LACLAV A FP P T EST liTE M - N C E - N T R 
F SS POS 
F SS POS 

2 

r 

Personne-l Forrns 

C-i!lse Managernen-= 

Pro p e rty T a g F i lm N o Enop loyee 

Pa rts 

1 

Main Menu 

Ewh1bit::: R@"gist:er 

L o c.at: io n 

FSS F PPV - D N AR- 500 1_ 

Once the exhibit record page appears follow below steps 1 to 11 to manually receive the 
reference blood sample 
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Forl!n:s:io: Case File Record e~amination Svmmar'lf 

Forensic No~ 

Exhibi t Recor V / / 
Exhibit sa¥e category ¥ !Desc ript ion ¥ j Parts 

FTA Blood .. · 11 
/~ 

Located I Ow11 er / 
SAl K Re ference blood ¥ I;: 

/ 
Exhibit Notes & FSS Advice / 
Manual registration of SAIK reference blood -

/6 
/ 

Film Nu mber I Parent Ba rcodM'j" Pmperty l ag I I j Forensic Officer 

I I I -Relat ionship I Priorttisation .; 7 Examination Section / 
C3 On Suspect ~ntry / Ex< E3 Analytical Services E3 Fingerpri¥ureau 

[] On Victim J;("' I~ Weapon I Implement B Ballist ics Section '"' . . 
n . 

I [J Admiss ion I Intel E3 Document Examination I fil FSS DNA Analysis I 
I @ Low 'I (Principal Exhibit) E3 Major Crime Unit U FSS Cll emica l Analysis 

ForefiS ic Biology Analytica l Advice 

E3 Sample or sa mpling area is a fa bric known to conta in DNA. inhibitors (Leather, Denim, Reflective Jacket) 

C3 Sa mple or sampling area ha s been subjected to a fin gerprint examinat ion (Powder or Chemica l) 

.o 

[J Sa mple or sa mpling area ha s been was hed or diluted 

C3 Sa mple or sampling area is cont aminated by oil, grease, veg etation or soil 9 
(J Sample or sampling area may be semina l fl uid, an alysis fo r Semen (Microsco !Jy &. DNA ) is reqllest 
n . .. . . 

~ Sa m le has been collected in strict com lia nce with CSEl Ol Biola ica l Evidenc e [Required] 
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1. Scan FSS exhibit barcode 

2. Click on the 'Category' drop 
down list and select 'FTA Blood' 

3. Enter the person's name 
nominated on the blood sample 

4. In the Located I Owner field 
enter "SAlK Reference Blood" 

5. Enter "Manual registration of 
SAlK reference blood" into the 
'Exhibit Notes and FSS Advice' 
field 

6. In the 'Parent Barcode' field 
enter the SAlK barcode 

7. Select 'Low' priority 

8. Select FSS DNA Analysis 

9. Select CSE101 Biological 
Evidence 

10. Enter delivery officer's 
registration number 

11. Click the save 
..J 

button 

Once saved, electronically and 
physically store SAlK blood sample as 
per Appendix 7 
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10.4 Appendix 4: Receival of Coronia! Reference Samples 

10.4.1 Receival of Reference Samples from QHSS Forensic Pathology 

PM Samples delivered from Forensic Pathology for DNA testing and are pre-registered in 
the FR can be received as per Appendix 1. PM samples transferred to FPP for storage 
pending analysis (if required) are to be added manually and therefore received in AUSLAB 
prior to registration in FR as per Appendix 14. 

Note: PM samples for storage pending are to be stored electronically prior to registration in 
FR. This is only due to a workaround until enhancements are made to eliminate the exhibits 
from populating the DNA received list. 

Reference Samples such as FT A cards and Blood samples are to be separated from the 
other Autopsy Samples and registered as follows: 

i. Assign a barcode to each sample and store to the appropriate location as follows: 
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1. Select the 'equipment tab from 
the main menu 

2. Enter the storage box number 
in the 'storage box' field and 
press enter 

3. Select the Contents tab 

4. Click on the button 

5. Scan in barcode number 

6. Save record 
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ii. You can then add the exhibit to FR as follows: 

1. Scan in the PM Samples barcode 
(body barcode) in the FR global 
search field and click the search :D 
button. 

2. Click the 'Exhibit Register' tab and 
the exhibit register list will appear 

3. Click on the 'add' icon to add an 
exhibit. 

Eqo.Jp-oonl: 

'"••••<c.,..-,,~«o•j ,.,,,..,;,,,....,.,,., c.,,..,,",. ... ,,. . , · • 

'~"""' '- 2.---- to ~ ~ ~ 

I '" '"' ""~~~ .. ~· · ~~·· ·~· · 
1 Autop sy 5ompl ' P M S.<w pj., < 

1 "·· ·~-J r.IIJ ~1 BER, Deed name 

·_,:_~:_·~ '-''""_'" __ ._ .... _~"_'"·_·~----------~ 
3 ---- ,:,:'"'"-"'""" "'"""" - - -rr~'"" ' 

l t h l O\JilOAMI 'k l loS I - ><>·:n~<and><.Cfllil'c"<<Vic:o 

iii. Once the exhibit record page appears follow below steps 1 to 12 to manually receive the 
PM reference sample 

1. Scan FSS exhibit barcode 

2. Click on the 'Category' drop down list 
and select 'Reference' 

3. Enter 'PM FTA card' into the 
description field 

4. Type in the J number and deceased 
name into the 'Located I Owner' field 

5. Type in the description of items into 
the 'Exhibit Notes and FSS Advice' 
field 

6. In the 'Parent Barcode' field enter the 
PM sample barcode (body barcode) 

7. Select 'Low' priority 

8. Select 'Admission/lntel' 

9. Select 'FSS DNA Analysis' 

10. Select 'CSE 101 Biological Evidence' 

11. Select 'No Testing Required' 

12. Enter delivery officers FR number 

13. Click on 'Save' icon 

Forenok Con FiltRHCfd E<~miutio• Su<Tmor~ 

~·'•""" / 
~FTAcord 

D 'Jo n p.., <>< ,.,mpli r>g o roo h"" been "'bj~ed too fi n9erp.-•n t "xonifiotion ( P<> wder or Chemica l) 

[i Sa n ple or s.ampli r>g a rea hasbe<lnNashedor di uted 

(i Sa n plc <>< ""mpli ng ar-ea m oy OC <>em nal flu id, analy!;io foe Sc n1c n :M cro<><:opy ". DNO.) io rcqucotod 

Ci Sa n ple or s.ampli r>g a rea may be s.oliva, ana lysis for Saliva (a -Amylase 8. ON"} is requested 

(i So n plc rqu reo adcitionol an.:>lyoi o (lub<icont. fib r-e , ~~~~o, <>Oi l etc. ) 

~ San Jellasbeenoole<tedbstoictoom l iaoc~ with CSEl O l Biol icai Ev dence R ui r<d 

"''"""' .. ·I"'"'"' I"- .. "~ ... 1 " ~ , .. B ·~ncnhu r _,... 8 TNfl -v~ B 4P<ruTr.or~ -•P AP -vP 

iv. Physically place sample in nominated storage location. 

Page: 18 of 38 
Document Number: 34317V2 
Valid From: 0110212021 
Approverls: Helen GREGG 

I,""' I 

Queensla1J~67 
GovernmehP 



WIT.0019.0012.17 42 

Processing DNA Exhibits I Sameles 

1 0.4.2 Receival of Coronia! Reference Samples from External Mortuaries 

Coronia! Samples from external mortuaries (other than QHSS) can be registered directly 
into FR. The body barcode may or may not be registered in FR, a search of the QPS 
occurrence number (which can be located on the Form 1 image in AUSLAB) should find the 
relevant Case File. If there is no Case File, follow instruction as 5.4.3. 

The sample can then be registered as follows: 

Exhibit N ot~ :s. & FSS Advice 

/ * NOTE 
~~~~~~~~~~~~~~~~~r S.am ple d elivered by [ I NSERT NAME] , FSS- PHPP v ia %hY_ t ra cking no [SSnu m ber-] ,... 1 

5 1 x FTA card labelled 'Dec's name' II 

Ownership I Relat ionship I Priori t i :s. ~ti o n 

0 On Suspect 

0 On Vict im 

EJ U nknow n 

~ ...~..ow 

D Ent ry / Exrt 

D We 01pon / Im plem ent 

~ Adm i s.s~on / lnl e:l 
~~ I Exhibit ) 

Foren sic Biology Analytical Adv ice 

Exam inat ion Section 

0 Ana lytica l Se rvices. 

0 B.a llis ti cs Sechon 

D Fingerprjnt Bu reau 

D Photo gr.a phic Sect ion 

0 Do~ument Exam inati on 4 ~ FSS DNA AnalySis 

0 MaJor U 1me Umt ~ EJ FSS Che m1Cdl Ana lySis , 
0 Sa m ple or s a m pli ng an':a has been s ubj ed e d lo a fing e rprint exa mina tion (Pow der or Chemica l) 

0 Sa mple or .sampli ng ;u~.a has b~e n wash~ d or d ilu t ~d 
0 Sample or .sampli ng are.c may be .s eminal fluid, analysis for Semen (I"! icroscopy & DNA) is request ed 

0 Sample or sampli ng are.c may be s aliva, analysis for Sal iva (a -Amy lase & D NA) is requested 

0 Sampl~ r~q u i r~s additionl!l l an.alys is ( lubric<~~ nt , fib r~ . gla ss, soil ~tc . ) 

~ "'51lp l~ has::n ~~~ct~d in st ri ct compli <~~ nc~ with CS El Ol Biological Ev i d ~ nc~ [R~qu ir~d l 
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Lot / Batch No 

02:47PM 12/01/2021 154.112.251.224 

1. Scan FSS exhibit barcode 

2. Click on the 'Category' drop 
down list and select 
'Reference' 

3. Enter PM FTA card into the 
'Description' field 

4. In the 'Located I Owner' 
field enter the PM Dec'd 
name and J number 

5. Enter the description of 
items into the 'Exhibit notes 
and FSS Advice' field 
*NOTE If samples are 
delivered via PHPP enter 
delivery officer details and 
esky tracking no as shown 

6. In the 'Parent Barcode' field 
enter the PM sample 
barcode (body barcode) 

7. Select 'Low' priority 

8. Select 'Admission I Intel' 

9. Select 'FSS DNA Analysis' 

10.Select CSE101 Biological 
Evidence 

11. Enter delivery officers QPS 
registration no 
for PHPP 

12.Ciick the save button 

Once saved, electronically and 
physically store the PM 
reference sample as per 
Appendix 7 
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10.5 Appendix 5: Receival of Coronia! Autopsy Samples 

10.5.1 Receival of Coronia! Autopsy Samples from QHSS Forensic Pathology 

PM Samples delivered from Forensic Pathology for DNA testing and are pre-registered in 
the FR can be received as per Appendix 1. PM samples transferred to FPP for storage 
pending analysis (if required) are to be added manually and therefore received in AUSLAB 
prior to registration in FR as per Appendix 14. 

Note: PM samples for storage pending are to be stored electronically prior to registration in 
FR. This is only due to a workaround until enhancements are made to eliminate the exhibits 
from populating the DNA received list. 

PM Samples are to be registered as a collection of exhibits and are not required to be 
registered as individual items. 

ii. Assign a barcode to each sample and store to the appropriate location as follows: 
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1. Select the 'equipment' tab 
from the main menu 

2. Enter the storage box 
number in the 'storage box' 
field and press enter 

3. Select the Contents tab 

4. Click on the button 

5. Scan in barcode number 

6. Save record 
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ii. You can then add the exhibit to FR as follows: 

1. Scan in the PM Samples barcode 
(body barcode) in the FR global 
search field and click the search ::a 
button. 

2. Click the 'Exhibit Register' tab and 
the exhibit register list will appear 

3. Click on the 'add' icon to add an 
exhibit. 

Equ~nl: 

'"••••<C•oo•••~«ooj ,.,,,..,; •• ~.,,,.,'"' c.,,,.,"'"'""'" . , · • 

·~"""' '- 2.---- tl ~ ~ ~ 
I '" '"'""~~~ .. ~· · 

Auto~ >y So 10 1j.>l e 

1"· ··~-J r<I IJ ~IBER, Deed name 

~~·· ·~· · 
PM Sd rr ~J ioe > 

---
iii. Once the exhibit record page appears follow below steps 1 to 13 to manually register the 

PM samples. 

1. Scan FSS exhibit barcode 

2. Click on the 'Category' drop down list 
and select 'Autopsy Sample' 

3. Enter 'PM Samples' into the 
description field 

4. Type in the J number and deceased 
name into the 'Located I Owner' field 

5. Enter a detailed description of the PM 
exhibits delivered to FPP into the 
'Exhibit Notes and FSS Advice' field 

6. In the 'Parent Barcode' field enter the 
PM sample barcode (body barcode) 

7. Select 'Low' priority 

8. Select 'Admissionllntel' 

9. Select 'FSS DNA Analysis' 

10. Select 'CSE101 Biological Evidence' 

11. Select 'No Testing Required' 

12. Enter delivery officers FR number 

13. Click on 'Save' icon 

Forensk Ctn FileRHo•d E•tminnion Summtry CueM1n190ment 

Forensic No -

Ownership / Rel<lt•onship / Priorit isation 

1=1 On SUspect IU E ntry / Ex~ 1=1 Analyticai Servkes 

13 On Vict im B Weapon f Implement 13 Ba ll istics Section 

~wn _ I ' Ad_mi ~sOon / I~t.el l.-.. g 13 Document Examinat •on 
ftJ Low l4- l . I Pn na I Exh obit~< ' Ei Major Cri meUnO t 

Forensic BioiOI) yllna lytka iAdvke 

13.-I!J 

I I=I FingerprintBoreau 

IB Photoqra ptlic Section 

[!') FSS DNAAna si s l..-9. 
U FSS ChemicaiAna lysis 

8 Sample or sampling a rea has been subjected to a fi ngerprint exa mination (P<lwd er or Chemica l) 

8 Sampleor s.ampling a rea has beenwashedordiluted 

8 Sample or sampling a rea ma y be seminal flu id, analy sis for Seme n (Microscopy & DNA} is requ""ted 

~ ::::: :::~~~d:;:~~::~s7~1:a~~~:~~sb::: =~:,a~1-:~lase & DNA} is request ed 

~ Sample M s bee nrollected in strictcompHa nce with CSE101 Biolog ical E vid ence { Requi red~ 10. 

Presumptive Scre~n i ng Test 

I] Combu r +ve 10 TNB + ve 10 HemaTr.~ce +ve I 0 AP +ve 0 sec 10 P30 +ve 10 P<Ji iUght + "" 

8 Combu r v~ 8 TND "~ 13 1 l<om a Tr.>ce "~ I B AP ve 8 P:JO "~ 8 PdiUght -~ 

Queens la nd Heal th Scientific 

Jl:39PM 19/05/2021164.112.251.:.<24 

iv. Physically place sample in nominated storage location. 

Note: PM samples are to be sealed into a HSPB with the exhibits barcode affixed a 
being placed in the freezer for storage. Ensure all seals are signed and dated. 
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1 0.5.1 Receival of Coronia! Autopsy Samples from External Mortuaries 

Coronia! Samples from external mortuaries (other than QHSS) can be registered directly 
into FR. The body barcode may or may not be registered in FR, a search of the QPS 
occurrence number (which can be located on the Form 1 image in AUSLAB) should find the 
relevant Case File. If there is no Case File, follow instruction as 5.4.3. 

The samplels can then be registered as follows 

1 2~ 

3 

Ex hi bi t Not es & FSS Adv ice 

1 x head ha ir sam ple la be ll ed 'Dec'd na me' ...... 1----
1 x bor1 e labe lled 'D ec 'd name' 

5 ~*NOTE 

Samples de liv ered t o FPP by [ IN SERT NAM E] , FSS- PHPP v ia .%.!s.Y t racking no [SSnumbe r] I 

F1lm Number I P~r~ nt Ba rcod ~ I Property TaQ I 

I I 
Own ers h ip I Relations hip I Prio rit is<Jtion Examin at ion Secbon 

I 

I 

I For~ n s1 c Offi c:~r -
0 On Suspect 

0 On Vict im 

0 Unkn own 

0 Entry / Ex1t 0 Ana lyti ca l Se rv1ces D Fmgerprint Bureau 

0 We apon I I m pl em en t 0 Ba lli s t ics Section 0 Phot ogra ph ic S ect ion 

~ Low 
~ ~~~a~nE~~~i~~ 0 Docu m ent Ex am i nat ion _- ~ FSS D NA Analys is 

0 r'lajor a-ime Unit ~ 0 FSS Che mical Ana lysis 

Foren sic Bio logy An a lyl ic.a l Ad .... ice 

0 Sa mple or sampli ng area has been subject ed to a fi nge rprint ex<~ m i n.a t ion ( Pow·der or Chemical) 

0 Sa mple or sampli ng ar~a has b~e n washe d or diluted 

B Sa mple or sampli ng ar~a may be s~m i n a l HUid, ana l ys i ~ for Semen (Microscopy & ON~) is request ed 

EJ Sa mple or sam pli ng ar~a may be saliva , a na lys is for Sa liv a (a -Amy l a :s~ &. DNA) i:s req u~.s t ~d 
0 Sa mple requires; additiona l a n.alys is (lubn cant , fi bre , glass , soil elc.) 

~"'!!mple ha:=n ~~ected in st ri ct complia nce with CS ElO l Biol og ical Evide nce [Required} 

0 AP +ve 0 sec 

0 AP -v~ 

Ori gin Property Tag Lot / B at ch N o 

Stat ion 

Queensland Hea lth Scien t ifi c 

- 03:39PM 12/01/2021164. 112.251.224 
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1. Scan FSS exhibit barcode 

2. Click on the 'Category' drop 
down list and select 'Autopsy 
Sample' 

3. Enter PM Samples into the 
'Description' field 

4. In the Located I Owner field 
enter the PM "Dec'd name and 
J Number'' 

5. Enter detailed description of 
Description of items" into the 
'Exhibit Notes and FSS Advice' 
field. 

*NOTE If samples are 
delivered via PHPP enter 
delivery officer details and esky 
tracking no as shown 

6. In the 'Parent Barcode' field 
enter the PM sample barcode 
(body barcode) 

7. Select 'Low' priority 

8. Select 'Admission I Intel' 

9. Select 'FSS DNA Analysis' 

10. Select 'CSE101 Biological 
Evidence' 

11. Enter delivery officers QPS 
registration no or- for 
PHHP 

12. Click the save button 

Once saved, electronically and 
physically store the PM reference 
sample as per Appendix 7 
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10.6 Appendix 6: Manual Registration of DNA Exhibits 

Most DNA exhibits from QPS will be entered onto the Forensic Register by SOC prior to 
delivery to QHSS. In some instances however, Property Officers are required to create a 
Case File in the Forensic Register for the registration and receival of DNA exhibits from 
external agencies and clients 

i. To manually create a Case File, Open the Forensic Register as follow the steps as 
shown: 

1. From the Main Menu, click on the 'Case File' button 

2. Then click the 'add' icon 

Integrated Case Ma n ageme nt System { I CS) 

- DAWSON - Fore ns ic ancScientifkServices ( FSS) 

SQLJ2EEVersOoo2 .1 - 20December 2007 

24/04/2017 

01/12/2020 

3. Select Job type from drop down list 

4. Add the generic user number­
for external clients Delivery Officers 
Registration no. to the '10 Employee No' 
field 

5. Click on the 'save' icon 

6. Enter relevant information into each 
field.Ciick on the 'save' icon 
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:Ill 
Forens1c Serv1ces ~ _-_-

Case Files statistics Equprrert Personnel Forms Main Menu 

d*fH 
Case File Sea rch 
ENTER SEARCH CRITERIA AND PRESS [ENTER KEY] 

Date Range 

ml 

.I ~Subject /Complain a nt 

• • Forens1c Serv1ces ~ _-~~ 

Case Files statistics Equprrert ~nnel Forms Main Menu 

5.~ Fo rensic Cas e File 
ENTER DETAILS AND PRESS (ENTER KEY] 3 . 

.. FSSOJ:20PM20/ 05/ 202ll64.112.25l.224 

Case Files EquPmert ~nne( Forms Mainlrllenu 

Fo rensic Case File 11.-1§1 
ENTER DETAILS AND PRESS (ENTERKEY] 

6.' 440082 DAWSON - Forensi c and Sd entific Servkes ( FSS ) 

Job Type ' Subject / Complainant 

I Forensic • 120/05/ 2021 lt=LIENT REFERNCE I 

~eNo . Surname / Ran k Station / Establishment / Client ~ 

- I cLIENT NAM E I AOl • I AUSTRALIAN CRIM E COMM I SSION • I 

10.~ 
- FSS 02:44PM 20/05/ 2021 164.112.251.224 
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ii. You can then add exhibit to FR as follows: 

1. Click on the Exhibit Register Tab 

• • 
Forens1c Serv1ces •_-_-

Case Files statistics Equ~nt PersonMI Forms Main Menu 

Ff fliiflfi"l!§d' E•~minnionSumm~•Y 

Forens ic No -

Forensic Case File 

Job Type Subject / Compla ina nt 

Train ing 25/0 5/ 201 6 CLIENT REFERENCE 

IGene ra i Offe nceCiass ~ Location 

3. Scan in a new barcode and affix a copy of 
the barcode to the item. 

4. Select the category from the drop-down list 

5. Tab to 'Description' field and type in a brief 
description of the item 

6. Tab to the 'Located I Owner' field and type 
in a general location where item I items 
were located. 

7. Tick the Low 'Relationship I Prioritisation' 
box 

8. Ensure the FSS DNA Analysis checkbox is 
ticked. 

9. Tick the CSE101 Biological Evidence box 

10. Type in Delivery Officers name and select 
their station from the drop-down list 

11. When all relevant fields are complete, 
click on the 'save' icon 

See Appendices 5 and 6 for exhibit storage 
processes. 
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2. Click on the add button 

......... 

Equ~rt 

*ft.iififi!l!* 
Forens ic No- 11~ 
Ex hi l.o il Rt:cu n.l /3. 
IExhibit5arcode¥ DfY I 
ILocated ,' ov. ner : tncU <le narrna n:l ·:lob to ider t ify ov<ne,.,;hip"a< exhitit• r"'IJ ili ngLJrtAAnalysi s) 

d 6. 

D o,~,., ?1:0 ec<c; / & o ID M<l;<O••' ~"''~ 
9 01 victim 9 weapon ,l l~l e. ment 9 Ba l lsdcs O>ect:on 

~n liiii Acmioo<on / lntcl liiil oocu,..o" ' E><"miflilt•on 

~7 . (P~nclpa1 Exhlb.t) liii Majo<CrimeUr>it 

I 0 Fin~erprin~ &oreau 
lA . 

[J SdiUf'O, :>< ""' ' lJI I><j di ed lod> ~" ><>l j .... le<J lo d foo~t"fJ< iu l_ t M U i<ldlion (P<.wll "' o< C( .,(((icd l} 

Iii SamJ>Ic ,..-o.;orrpi l\ganoahao becnw<:>oh odor dilutcd 

B Sample ,..- s.orrpi r>tJ a rea m ay b. semhal fluid , a nalysis f (l( SEmel\ (Muoscc·py & DN<I.) is rocpested 

Ei Sample ,..- s.orrpl r><J a rea m ay t>. s.ot va , a na lysis toc Saliva (o --'rnylase & DM; ;, raquested 

9 Samp., ~ci r~ ...cdi, ion.ol • ~~-!".;, (l ub<ic.ont, ~ bre, gl•~•. ffiil d:c. ) 

~ SamJ>Ic ~t>cor. colloctd ;.-. otn ct corn Fi io rxc with CSHO l Bolo;_; ical E 'i doncc { Rcqui rcd~9. 

Presum ptiveS<reening Test 

l'"'~ 'k '"''' I'"'' Mo~oomm• 
9 l ctei H Aca rd 19 NO iestingKoqoire<l 

O see I Ei PJOH'e I I3 P<Jiili<jlt +v• 

l liiii PJO -ve Ei P<Jiili<jlt -ve 
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10.7 Appendix 7: Storage box search and adding exhibits to a box 

*MEH P~M'On&IWort. Ust 8 

Integrat ed Ca!>e Manage m e n t System {I CS ) 

Equipment Record 

ENTER SEAACHCRITER~.AND PRESS ~NTER KE\] 

Station / Es tablishment 

Disposa l Reason 

I Location Operatoo M'"ual/ Other Comment 

FiMHIF c'"'"" 

Storage Box 

Storage Box Record 

Description 

Training 2 SSDU 

Box Movement 

Scenario 1 
Sto:>qqe l': eqis t er !! 

Storage Box 

St orage Box Contents 

Exhibit 

Stor~o~ R e qi~te r !II 

Storage Box: __ _ 
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Forms: l!'lalnMenu 1. From the main menu, click on the 
Equipment Tab 

The Equipment Record screen will appear 

2. Enter the storage box number into the 
'Storage Box No' field 

Press Enter to return the search 

The Storage Register tab open detailing 
the details of registration and box 
movement 

3. To print a storage box label click on the 
'Printer' icon 

4. Click on the 'Contents' tab to view exhibits 
stored within. 

Adding Exhibits to a storage box: 
1. On the searched Storage box, click on 

the contents tab 
2. Click on the add symbol 

Scan or type the Barcode Number of the exhibit 
as each barcode is scanned or entered it will 
clear the 'Barcode No' field allowing the next 
barcode to be entered 

3. Click on the 'save' 
enter to store 

icon or press 
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Scenario 2: 

Forens1c Serv1ces .... ~ 

Case Files 

P•mon <~I Worklist B 

Ca~ Files 

BATCH PROCESSV'2 
SELECT &.TCH PROCESS 

Equipme-nt 

E>.a tchExhibit B~tch l;~hlbii:Mo~ 

Chedc fP Film c~lc F"'QefPI"nt Film Dd:ails 

Fi lmEnvelope PrintfiknEn-.~ 

Batch Film Sc,n Flhl FI.Gglst~~r 

NClDD P2P Per>Oil iO Person (QHSS. OnlvJ 

Exhibit Labels BatchPrintE>chlbitl.;lbflls 

ASI NBotdl ABIN~U:hTe5t fire / Exhibit 

Case Files statistics 

'h 
BATCH 

Exhibit Movement 

Exhibit Barcode Numbers 
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Equipmert 

Personnel 

Unit Worklist 

Personnel Forms Main-M en u 

FPB Orde r Form Produce Fingerprint Order Form 

NAFIS Search 

QPrime Exhib its QPRII'1~ f'orensk ~xhlblt Batch 

ASU Batch ASU Batch E~hiba Pnxe>5if19 

QP 1Z7 FSS -Caselteport S u\kLoad« 

-FSSt?cl"'PM09/0Sf20171&1 . 11?.;>5\ . n~ 

Personnel Forms Main llil enu 

5\. 

') 

/~ 

"' .. 

1. 
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From the FR Main menu click on the 
'Forms' tab 

2. Click on the 'Batch Exhibit' button 

3. 

4. 

5. 

The 'Batch Exhibit Movement' page will 
appear 

Scan exhibit barcodes into the exhibit 
movement table 

Scan the exhibit storage box barcode into 
the 'Storage Box I D' field 

Click the 'save' icon 
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10.8 Appendix 8: Storage of exhibit boxes and exhibits to a fixed location 

Note: Storing both large exhibits and storage boxes to fixed locations follows the same 
process 

• Open the Forensic Register and click on the 'forms' tab and click the batch exhibit 
movement. 

Case Files Statistics Eq u ipme-nt Personne l F'\ Main Menu 

B<!!tch Exhibit B atc h Ex t1 ib it Movement fPB C~rds Rece iv e Fi n g erprint Fi lm a t FPB 

C heek FP Film Check Fingerprin t Fi lm D etails FPB Ord e r Form Produce Fingerprint Ord er Form 

Film Env e lop e Print Fi lm En velope FPB B~tch Llltent s Ba t ch Latent Mo vement 

B4tch Fil m Sc.5n Fi lm R eg ister NAFIS Se~rch 

P er-son to P erson ( QHSS O nly ) QPrime Exhibits Q P R IME Forens ic E xh ib it Ba t c ll 

Exhibit L4b e ls B atc h Print Ex h ib it La bels A SU El4tch ASU B atch Exh ibit Processing 

A B IN Batch ABIN Batch Test Fi re / Exhibit QP 1 27 FSS - Case Report Bulk Lo a der 

- FSS !2:14 P M 09/05/2017164.112.251 .224 

Case Files statistics Equipmert Persontl€'1 Forms Main Menu 

%· s ..........._ 
BATCH 

Exh ibit Movemen t 

Exhibit Barcode Number!; 

Mov em en t Det i!i l s 

Deli11ery Offi cer No I Stat ion / org anisation Tracking ID 

I 

,-------~----~------------------------~----~// 
Loca t ion A Date / Time Cont inuity officer Locat ion 

09/0512017 12:28 -

St or-age Box & Position 

Date / Time Continuity Officer Storage Box ID 

0910512017 12:28 ~ 
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/ 

-
Posit ion (eg . AO l ) 

- FSS 12:28PM 09/05/2017164.112.251.224 

1. 

2. 

3. 

4. 

5. 

~,4 

From the FR main menu click 
the 'Forms tab' 

Click on the 'Batch Exhibit' 
button 

This displays the Batch 
Exhibit movement page 

Scan each of the storage box 
barcodes into the exhibit 
movement table 

Input the fixed storage 
location 

Fixed storage locations can 
be selected by typing "prop" 
into the location field. 
A dropdown box will appear 
displaying commonly used 
FPP storage locations 

Click the save icon 
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10.9 Appendix 9: Creating a CM Request task 

• A CM request is created when a case officer is to do anything; generally, CM requests are 
used for notations that need to be noted by a person for actioning. 

1. From the FR main menu page search for relevant case by entering a report, exhibit or 
occurrence number into the global search field and press the search button 

2. Once the case opens click on the 'Case Management' tab 
3. Click on the add button the 'New Record Mode' page will appear 
4. Click on the Request I Task radio button 
Case F iles Statis t ics Equipment Personne l Forms Mai1n Menu 

Personal Wor-k List 9 Unit Work List Refe:r-e:nce 

:J: n t:eg r ated Case Manage1nen t: Sys1:en'll ( I C .S) 

For-ens i:c Services Grou p - Forens ic an d Scientifi c Services ( FSS ) 

SQL _l 2EE V ers i:on 2 . 1 - 20 December2007 

( Case Files L Statistics ( Equipment ) ~ Personnel l Main Menu 

Forensic Case File Record Case ~fana9ement 

For·ensic No: -

Case Files SMistics ) ~ Equipment Personnoo>l [ Forms ( Main Menu 

Forensic C~se File Record [ Case ~fanaqement E>hibit Re~ister 

For-ensic No: 

Case Report New Record Mode 

Report Type 

0 Case File Technica l Review 0 No Examination (NFA) 0 Case Fiile Notation 

0 Case File Admin Review 0 Statement/Techn ica l Report FOI I Lega l Action 

0 Case Prioritiisation (DNA) 0 Statement (Peer Review) 0 Suspect Nomination 4 
0 Photo Print Reqllest 0 Court Attendance 0 SMS Contact 

0 MIR Activity Report 0 Case Conference Repo rt U Request 1 Taskr 

Select Report Type Above 

Once the Case Report page appears follow steps 1 to 5 below. 
1. Insert the case officer (who task will be sent to) 
2. Select the 'CM' radio button 
3. Select the Job I Request Type radio button ie: Forensic DNA 
4. Enter task notes into the comments field 

5. Click the save button 
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Case Files Statistics 

For-ens ic No: 

Case Report 

Report Type 

0 Case File Techn ica l Review 

0 Case File Admin Review 

Case Pri:oritisation (DNA) 

0 Photo Print Request 

Q MIR Activit y Report 

0 Clan La b 0 Siimple 

0 Illi cit Dru g 0 Complex 

0 Trace Evidence 0 Patern ity 

@ Forens ic DNA 0 Co ro nia I 

WIT.0019.0012.1752 
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Equipment ( Person nell )[ Forms ( Main Menu 

5 
Case ~fanagement EHhibit Register 

0 No Examinati:on (NFA) 

0 Statement/Techn ica l Report 

Sta tement (Peer Review) 

0 Co urt Atten da nce 

0 Admini Tech ® Un a llocated 

0 Cold Case 0 Request 

0 Reporter Rea dy 

0 Reviewer 

New Record Mode 

0 Case File Nota ti:on 

0 FOI I Lega l Acti:on 

0 Sus pect Nomina t ion 

0 SMS Co ntact 

@ Request I Tas k 

0 Exa mina tion Co mplete 

0 Sta tement Complete 

0 Tech Review Co mplete 

0 Admin Review Complete 

Queensland Hea lt h, Scient if ic 

Na me Station 

Antii Tamper Seals [sea led exhibits labelled in part : ] Return Property Po int 

.. 

Bring -up Date Co urt Date Co urt Type Proceedings Location 

.. ..4 
Comments 

CM Request I Task no tesl 

6. *The Request Complete radio button should only ever be marked once the task has been 
completed and no further action is required. Note: This step should not be undertaken at time 
of task creation. 
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10.10 Appendix 10: Adding Case Notations in the FR 

• All case notations are to be made contemporaneously by adding a case file notation in FR. 

1. From the FR main menu page search for relevant case by entering a report, exhibit or 
occurrence number into the global search field and press the search button 

2. Once the case opens click on the 'Case Management' tab 
3. Click on the add button the 'New Record Mode' page will appear 

Once the "New Record Mode" page appears follow steps 1-4 below to add a Case File 
Notation 

Case Files Statistics Equipment Pensonnel [ Forms Main Menu 

Forensic C.ase File Record Case t-fanagement r E>hibit Register 

For·ens ic No :-

Case Re p ort 

Report Type 

0 case File Tec hnica l Review 

0 Case File Admin Review 

case Pri orit isation (DNA ) 

Comments 

No Examination ( NFA ) 

Sta tement/Techn ica l Report 

0 Statement (Peer Review) 

Court Attendance 

Case Conference Report 

Forens ic Ull it Duration 

FSS 00 :00 

Date Required 

Given Names 

1. Click on the 'Case File Notation' radio button 
2. Add exhibit barcode of relevant exhibit 
3. Add notation 

4. Click the save icon 
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10.11 Appendix 11: Scanning Paper based documentation into the FR 

i. From the FR main menu page search for relevant case by entering a report, exhibit or 
occurrence number into the global search field and press the search button 

ii. Once the case opens click on the 'Case Management' tab 

iii. Click on the add button the 'New Record Mode' page will appear 

Once the "New Record Mode" page appears follow steps 1-4 below to add a Case File 
Notation 

Case Files Statistics 

Forensic Cue File Record 

Forensic No :  

Case Report 

Case File Techn ical Review 

Case File Ad m in Revieo.v 

Case Prioritisat ion (DNA) 

ls u,pect Surna me 

~3 
7 

J? 

Equipment Personnel 

E:o~<~m in~tion Summ~ry 

1. Click on the 'Case File Notation' radio button 

Forms Main Menu 

I Dat e of Birth CN[ 

2. Add exhibit barcode of relevant exhibit, add the SAlK barcode when scanning SAlK 
medical notes 

3. Add relevant notes 

4. Click the save icon. 

iv. Once the casefile notation has been saved, record the 'Report' number on the paperwork 
being scanned, example below. 

Fo rensic No: -

Case Report 

Repo rt Type 

0 Case File Technica l Review 

n Case File Ad miin Review 

0 Case Pri'o ri t isation (DNA) 

0 Ph oto Print Request 

0 M IR Activity Report 
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0 
n 
0 
0 
n 

No Exa miina t ion (NFA) 

Statement/Tec hnica l Report 

Statement (Peer Review) 

Court Attenda nce 

Case Conference Report 

--FS-

0 Cas e File Notation 

n FOI I Legal Action 

0 Suspect Nomination 

0 SMS Contact 

n Request I Tas k 

-[:lJ 
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v. If the notation is to add medical notes for a SAlK, the record will produce a 3-part 
barcoded label of the report number as shown below. Click on the label icon to print and 
affix part 1 to the top left or right hand corner of the paperwork. 

ForensicCaseFileRecord E•~min~tionSummHy *1.'11 · ,, a E•hib•tRegister 

Forensic  

Case Report 

Repo rt Type 

E3 Case Fi i~Techni c a l Review E3 No Exa minatie>n (NFA} 

B G!sefi leAdmin Review B Statement / Technica i ReiXJ(t 

[] G!se Pri orit isat ion (DNA) 1:3 Stat ement I CoA ( Peer Review) 

8 Photo Print Request 

EJ Cils.>ConfereiKeReport 

SAlK medica l notes - Firstname SURNAM E 

lfo,rens ic and Scientific S 
Forensic DNA Analysis 

Part 2 

vi. Scan the documents using the Multi Function Device (MFD) and email as pdf to selected 
recipent as follows: 

1. From the main menu of the MFD select the scanner function 

2. Load the paperwork into the feeding tray on the top of the MFD. 

3. Select the recipients name from the email tab on the MFD display and hit the start 
button. 

4. The MFD will email the scanned documents in pdf format to the selected recipient. 

5. The recipient can then drag the pdf to their desktop and then drag and drop into the 
QP127 bulk loader or manually add to a report number in FR as follows: 

a.- Bulk loader to attach paperwork in 
FR: 

1. From the main menu, select 'forms' 

2.Select-
•• 

Forens1c Serv1ces • _-.• 

Case Files statistics 

BATCH PROCESS 
SELECT BATCH PROCESS 

Equprrert 

Bat ch E~hibit Botch ExhibitMove me<t 

p~ 
1. 

Main Menu 

Batch Al locate Batch Request Alloc~tion 

Puson to Person (QHSS Only) QPrime E~hibrts QPRIME Forensic Exhibit B~tch 

~xhibit L.,be ls ASU e_,tch ASU Bdldo ExiOI>il Pr.......,~> i r oy 

A61NBatch ABI N Batch Test Fire / Exhibit 

Bat ch E~hibit 

- FSSOJ:55PM26/05/ 202ll64.ll2.25l.224 

3. Drag pdf into space provided 

4. Click 'Start Upload' 

*Note: When the file status icon button turn 
green the page can then be saved 

5. Click on 'save' icon 
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b. Manually attaching scanned paperwork in FR: 

1. Access the 'Case File Notation' previously 
created and click on the edit icon 

2. Click on 'Choose file' 

Forensic N 

Case Report 

Report Type 

18 case File Technical Revie w 

fi caseFileAdmO n Review 

~ ~ casePrioritisation (ONA) 

8 PhotoPrintRequest 

8 MIRActivityReport 

I I a '" e~m(o"'"" '"'' I@ G~ " '• '"""'" 
Statement / Technica l Report 8 FOI / le<J ~IAction 

IIi St~tement I CoA (Peer Revie w) ('j SUspect Nomin~tion 

I ;;. CourtAttend~nce ~ Request / T~sk 
l ll:l' caseconferenceReport 

28/ 0 5/ 202 1 - FSS 

~ Exh i bit C~ tegory 
Bedding 

Rel ~ted File - ReportNo 6904461 [Note: Mod ified d~tejtime will be set to upl0<1d d~tejt ime] 

~~Choose File No fil e chosen 

Whole item - e m a il from l/0. 

This will then open up another window 
displaying the network map (as per below 
image) 
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Case Files statistics Equprert Personnel 

- SAlK Up lo ad 

20 210525 1219.pdf 

3. Drag and drop pdf here 

I ()Add Files 

........... 4. 
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t • l> TNsf>C 1> O€sktop 

N~o~~lolder 

'lome 

:f ALJSLABTEST 

RFD - §bortrut 3.---.J ~ EmJil l rom 1.0 

Pi::tures 

05Disk1C:) 

DATAl (\\BS·QHSS-FS1) (G:) 

File n<>me: I &nail from 1.0 

v " 

~' ["I 

o~ te modifoed 

8/1?1202.010"41 

11/11!20191l:4{> 

5/0B/20202:HPM 

! ::8/051202111:26. 

vI All F ik~ 

4.~ (dll\l:c'l 

3. Select PDF document from desktop 

4. Click the 'open' button 

* NoteThe document will then appear on the 
Case file notation page 

5. Click the save icon 

a 

8 

Ty~ "' 

Sh< 

""' 
M 

Forens ic No- 5.~ 

Ca s e Report 

Repo rt Type 

~ case File Technical Review 

~ caseFileAdminReview 

~ casePrioritisat ion (ONA) 

1 

: ::t:::R:ue~t 

Rel ~ted File - ReportNo 6904461 

l

lil No >~m<o••<oo ( NCA ) 
Statement / Technica i Report 

8 Statement / CoA (PeerRevie w) 

~ Court Atten da nce 

l e caseconfer enceReport 

FSS 

I

@ D~ R,oNo'""" 
8 FOI / Leg ~I Action 
(j SUspect Nomin~ti on 

~ Request / T~sk 

[ Note : Mod ified d~tejtime wi ll be set to upla<~d d~tejt ime] 

Email from l. O.pdf Nate 

Whole item - email from l /0. 

The PDF file will now be attached to the case 
file notation. 
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10.12 Appendix 12: Processing DNA Exhibits for return in the Forensic Register 

At the completion of analysis exhibits requiring return to the QPS are stored to various returns 
locations within the DNA Analysis laboratory. When exhibits are stored to these returns locations 
they populate onto the 'Return List- DNA' in the Forensic Register. Property Officers are to work 
through this list to package items for return. 

1. To view the returns list from the Main menu, 
click on the: 

• 'Unit Work List' this will open the Case 
Management list window, 

• Click again on the 'Unit worklist tab' the 
drop down will appear 

• Click on 'Return List- DNA' the DNA 
returns list will then open. 

Note: The DNA returns list is populated when 
items are stored to various DNA return storage 
locations ie: 

• FDNA-EXRT- DNA Exhibit Room Returns 

• FDNA-RTFZ - DNA Freezer Returns 

• FDNA-RTFR- DNA Fridge Returns 

• FPPU-EXFZ- FPP Under croft Freezer 

• FPPV-DNAR- Vault DNA Returns Shelves 

2. DNA exhibits appearing on the 'DNA 
Returns List' will appear on sorted by 
Occurrence number and by 10 station. 
These exhibits are to be pulled from the 
various storage locations and returned to 
the Forensic Sciences Property Point for 
processing and packaging for return. 

Note: Exhibits that are nominated for return to 
the same '10 Station' are to be packaged 
together see steps below to generate returns 
manifest. 

3. Packaging DNA Exhibits for Return: 

Cas-e Files statistics Personnel Forms Ma in Menu 

F::~"~:,i::::· ~c i entifi c :~::.~:.w:::~·) . E~~t;::M-~t) 
-----------ii AIIocabonUst-DNA 

Case Man ag ement Retum ~stFPPV-IDR5 
1 - 5 / 5 Entries Return Ust- CHEM 

IJ.-ii!i.IIMM .f.IW 
'~. ensic No .Report Date Report Type Un1t I ~Jn Date Required Pri onty 

... 

FSSDrugcases 

21 / 01/2021 REQUEST FSS Dated Requests ~ 21/ 01/2022 L 
- Weapons Offences - Exam ReqLJes FOI Requests 

~~-~<JlU~~ m C:~: : e~r~cei pt to de livety offic~2B.O ~ =~~~:: ::t 

-

0 5/ 0 1/ 2021 REQUEST FSS eompliar~ceAud its ~ 
- Drug Offencoes- Exam Request I ll id t Dru-g - Drug 10 

BringUp: Court : NTR 
05 .01 .21 RL e ma iled receipt to de livery office-.8 .0 5.21 LB no testing required 

.. 
27/ 10/ 2020 REQUEST FSS -

- Drug Offenc~ - Exam Reque st Ill ici t Drug - Drug IO 

~~-"l~U~~ TK ~~~;.:::.,ei pt to de livery office - FTA 16 .12.20 H- Date re-ceived NTR 

.. 
09/ 09/ 2020 REQUEST FSS -

- Drug Offences - Exam Re quest Ill icit Drug - Drug IO 

Bri llqUp: Court : NTR 
09 .09 .20 IR e iThl iledreceipt to d eliveryoffice-.8.05.21LB no test illg requi red 

- 20/ 11/ 2020 REQUEST FSS -
- - R.ilpe · CourtReq uest Forensic DNA 

27/ 10/20 21 

26/0 7/ 20 21 

Bri llgUp: t f>/07/ 2021 Court : f1 " I • --~~~~~~~-Evide nce Type: t l 11!1 Wee k CQmmend ng: 26.7. 21 
(Tria l Review 16.7.2 1} 

- 12:43 PM 28]05/2021164.112.251.224 

Once DNA exhibits have been sorted by return location, they are to be placed into a h
1
e
1
a
1
t-
1
s
1
e
1
al
1
ed 

plastic bag. Each seal of the heat-sealed plastic bag is to have a bag seal number ie: 
sealed within. The AA number will then become the storage location for the package of exhibits 
awaiting return. 
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a. From the FR Main Menu, click on the 
'Forms' button 

b. Click on the 'Batch Exhibit movement' 
button. 

c. Once the 'Batch Exhibit Movement' table 
appears, input the AA bag seal number 
with the prefix of D into the 'Location 
field' e.g.-

d. Scan in each exhibit barcode for the 
exhibits being processed for return 

e. Click on the 'save icon' 

The exhibits are now stored to­
storage location. 

4. Creating the DNA Returns manifest: 

a. From the FR Main Menu screen click on 
'Case Files' 

b. Click on the 'Exhibit Search' tab, the 
exhibit search screen will then open 

c. In the 'Exhibit Shelf' field enter the bag 
location number including the prefix ie: 
-then press 'enter' this will 
~y each of the exhibits 
previously stored in the steps above. 
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Forens1c Services "" 

Eq uiprnoe rt 

a.-

I B~tch E ~hi b i t 
~non ro ~-n<>~ (QHSS OoCj) QPrim~ Exhi b it< QPRJ "'E Fo ronoic Exh ibit Botch 

!l<!tc hPrint Exhi bit l<l~b ASU ilot<h EJ<h ilritPr oce>>if>J 

e-~ 

ffi~"""""-~ ~~oo" ' ''""' "'" 'ro ""~" "' ~"'"" •ooSJ~"'"" I 
l &/05J202 113:47 - -

c. 

St oraQ-e Box &Po!>it io n 

I~,, . , ,.,. ,,., I 
-FSS01,47~ZII/0~/ZOZ116ol.l1Z . 2:1t.ZZ4 

Equ prne-rt 

d. Once the search results appear, click on the 'Forms' button, the 'Forensic Examination Forms' 
window will appear. 

e. Click on the 'Exhibit List' button next to 'Return List' this will then generate the returns manifest 

SeDrch Results --SWIIB S\\IMI 

- Bod~ing 
PlllOWC.O. SE VlCTI~CHILD - """" TAAININGSAN:>LEFSS TRAI NING 

- B.ol•cl•v• 

- A~t~p•y S om~ l• 
ON!O.SAM1>LES J NUMBER5' 
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5. Print the returns manifest, write the name of the return location on the top of the bag and affix to the 
heat-sealed plastic bag 

Example of DNA Returns manifest: 

Queensland 
Government 

Forensic and Scientific Services 

Write return location here 

QP 
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10.13 Appendix 13: Returning DNA exhibits to client 

• When returning DNA exhibits to the client the FR records must be updated and exhibits 
must be transferred to the collecting person possession. 

1. From the Main Menu screen click on the 'Forms' button and then click on the 'Batch 
Exhibit' button 

2. The 'Batch Exhibit Movement' table will appear 

Jlllll~-----------------
BATCH 

Exhibit Movement 

Exhibit Barcode Numbers 

Movement Details 

Storage Box & Position 
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0 

' ......... 2 

Station / Organisation 

- FSS 03:55PM 12/06/2017164.112.251.224 

1. Enter the collecting officer's 
registration number into the 
'Continuity officer' field then 
press 'tab' 

2. Scan each exhibit barcode 

3. Click the 'save' icon to 
generate and save the exhibit 
movement. 

Note: Generally only QPS registration 
numbers are accepted in the 
'Continuity Officer' field. 

If returning ~ to a NON QPS 
client enter-- into the 
"Continuity Officer' field and then the 
collecting officers first initial and last 
name into the 'Location field' 
appropriate notes must be made 
against a casefile notation when 
moving an exhibit to a NON QPS 
client. 
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10.14 Appendix 14: Processing coronia! samples in AUSLAB 

1. When a member of Forensic Pathology delivers a coronia! sample, note down their name FR 
number and time of delivery. 

2. Open AUSLAB and go to P~ (3) Enter barcode number into Lab Number field or 
search using J number e.g.-

3. Page down to FBTRAN page as shown in below image. 
4. Enter delivery officers name and location in the 'Transferred By' field 
5. Enter receiving officers name and location in the "Transferred To' field 
6. Enter Time and Date of delivery in the relevant field 
7. Check items against the samples entered in the 'Sent' column 
8. Type number of items received in the 'Received' column 
9. A comment will need to be added as a form of continuity of where samples have come from. 

E.g. "Autopsy sample/s transferred to FPP in relation to QP "Insert number'' and "FR Number'' 
under the barcode that will be registered in the FR. 

10. Register exhibits to FR as per Appendix 4 1 0.4.1 and Appendix 5 1 0.5.1 
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1 Purpose 

The purpose of this procedure is to describe the processes used for the examination of 
evidentiary items by Evidence Recovery Scientists and Technicians in Forensic DNA 
Analysis using the Forensic Register. 

2 Scope 

This procedure applies to all Forensic DNA Analysis staff that examine or interpret 
examinations of evidentiary items. This standard operating procedure is an adjunct to 
individual methods for relevant screening tests. Interpretations and limitations of reporting 
are to be found in each method. 

3 Definitions 

ERT: 
CSSE: 

PPE: 
SSLU: 
SMU: 
QPS: 
WATB: 
FR: 
FPP: 
Dual analysis: 

Evidence Recovery Team 
Crime Scene Sample Envelope (packaging used by QPS to store items 
collected at a scene 
Personal Protective Equipment 
Scientific Services Liaison Unit 
Sample Management Unit 
Queensland Police Services 
What appears to be 
Forensic Register 
Forensic Property Point 
The term used for the examination of an exhibit by two or more forensic 
sections (e.g. Forensic DNA Analysis and Forensic Chemistry). 

4 General Principles 

4.1 Anti-contamination procedures 

QIS document 22857 describes the anti-contamination procedures for the examination of 
items, which must be adhered to at all times. 

4.2 Safety 

Full PPE including hair net, safety goggles/glasses, face mask, gown and gloves must be 
worn in the laboratory for all examinations. 

Refer to QIS document 14576 for Forensic and Scientific Services exposure procedures. 

4.3 Continuity 

Continuity is the ability to demonstrate and account for the movements and ownership of an 
item, meaning that at any point between when the exhibit is seized through to when the 
exhibit is produced in court or destroyed, its location and all persons who have been in 
contact with the exhibit can be determined. This provides evidence that the exhibit has not 
had the opportunity to be tampered with or has not come in direct contact with other 
exhibits. Refer to QIS document 14077 (FSS- Legal Analysis). 

When moving an exhibit or case file, the physical movement must be recorded 
electronically in the Forensic Register using the exhibit movement function. Depending on 
the process, this can be done by moving the item from location to location or the storage 
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rack or box that the item is contained in. The exhibit movement function must accurately 
reflect all the locations within the laboratory that the sample has been. 

In addition to recording the physical location of exhibits and case files, continuity also 
includes: 

• Recording exhibit packaging details, including seals 
• Examination notes 
• Use of unique identifying numbers or barcodes for exhibits and subsamples 
• Maintaining custody and security of exhibits always. Only items which are drying 

should be left in the laboratory overnight, all other items must be returned (tracked) 
to the exhibit room or freezer 

4.4 Priority 

The QPS will designate a priority for a case and for exhibits, which may differ, case I 
sample may be given the following priorities: 

• Priority 1 (Urgent): Samples specifically approved by the QPS for processing in 3-5 
day turn around. Samples may only be processed as Priority 1 with the approval of 
the Senior Scientist, Team Leader or Managing Scientist. Samples identified as 
needing to be processed before routine samples, due to an identified specific issue 
e.g. pending court date for case. 

• Priority 2 (High): Allocated based on crime code and generally used for crimes 
against a person. 

• Priority 3 (Medium): Allocated based on crime code and generally used for crimes 
not against a person i.e. property crime. 

The priority of a sample/case may change at any stage and should be reviewed when 
determining testing or re-testing requirements. 

4.5 Exhibit notes 

The QPS can enter examination strategies or other information to guide the examination by 
Forensic DNA Analysis in the Exhibit Notes and Analysis Advice field in the Forensic 
Register. 

4.6 Dual Analysis 

Dual analyses must be completed in the Evidence Recovery laboratory as this location has 
the optimal environmental conditions for DNA sampling. 

Exhibits which are to be transferred to the custody of Forensic DNA Analysis must be 
receipted as per normal receipting arrangements through FPP. Where the item is 
maintained in the custody of another section (e.g. when samples are suspected of 
containing prohibited substances), the chemist will track the exhibit to a Forensic DNA 
Analysis location but will physically remain with the exhibit. 

Where the dual analysis involves hazardous chemicals or other substances (i.e. drugs, 
explosives etc.) the relevant forensic section is responsible for making a hazard 
assessment and documenting this as a case file notation. This assessment must include 
personal risk to staff during examination, storage, subsequent analysis as well as potential 
risks to equipment. 

Refer to QIS 33798 for lubricant procedures. 
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4. 7 Sample Selection 

The case history, presumptive/screening test results and the staining present on the item 
are all used to determine which samples are to be submitted. The following elements 
should be considered when selecting samples for submission: 

• Case history - offence type and the modus operandi. 
• Number of offenders - if there are multiple offenders/complainants then an 

increased number of samples may be required to identify as many involved persons 
as possible. 

• Presumptive/screening test results- samples of each biological fluid type should be 
considered for submission. 

• Size, location and distribution of staining. 

4.8 Sampling techniques 

Forensic DNA Analysis uses the following sampling techniques: 

• Swabbing 
• Tape-lifting 
• Scraping 
• Excision 
• Submission of whole item 

Note: If the area to be sampled is large, it may be necessary to adopt a checkerboard style 
of sampling in consultation with the Evidence Recovery Senior Scientist. 

Note: Invasive/damaging techniques such as excision or scraping should only be used 
when it is the most appropriate method of recovering DNA and care should be taken as to 
not cause unnecessary damage to an item/exhibit. 

4.8.1 Swabbing- used for non-porous surfaces 

Swabs moistened with nanopure water or 70% v/v Ethanol are used to sample the area of 
interest and the entire swab head is submitted for analysis. In some cases, a dry swab may 
be used after a wet swab and both swabs combined in one tube for submission. 

4.8.2 Tape-lifting -used for porous surfaces 

The sticky surface of commercial tape is pressed against the area of interest until the tape's 
adhesive properties are exhausted. Always ensure that a newly exposed section of the tape 
is used to reduce the chance of contamination. The tape must be rolled with adhesive side 
in the middle and submitted for analysis in 2ml tubes only. 

4.8.3 Scraping 

This method is used for fabrics or surfaces where tape-lifting or swabbing are not 
appropriate and the area of interest is too large to excise. A scalpel handle and blade are 
used to scrape the top layer of the exhibit. 

4.8.4 Excision 

A scalpel handle and blade are used to excise an entire area of interest that is small 
enough to fit into a 1.5 or 2ml tube (e.g. -5mm x -5mm marked area). 

4.8.5 Submission of whole item 

This method is used where the entire item as received is small enough to fit into a 1.5 or 
2ml tube. 
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5 Pre-examination preparation 

Before commencing the examination of an item, all available case details should be 
reviewed to determine the type of examination and the testing required. This information 
may also be used to prioritise examinations. The following items should be reviewed: 

• 
• 
• 
• 
• 

Exhibit notes & Analysis Advice field 
Medical notes including SAlK paperwork 
-(if available) 
Relationship/Prioritisation information 
Exhibit description 

Information on the parent item may also be viewed if QPS have ticked the FSS DNA 
Analysis box. 
Where the above information does not provide sufficient information to determine testing 
requirements the following additional strategies may be employed: 

• Contacting the Investigating Officer, SOCO or Scientific Officer either directly or 
through SSLU (refer to QIS 33771 to create and complete a request/task). 

• Contacting the QPS DNA Sample Management Unit 
• Contacting FMOs or FNEs 

All communications must be recorded electronically by a case file notation or requesUtask. 

Note: Specific details relating to the examination of sexual cases are outlined in QIS 33798. 

Note: Specific details relating to the examination of post mortem and associated samples 
from deceased persons are outlined in QIS 34300. 

Note: If an adverse event occurs during any examination refer to QIS 30800. 

6 Examination 

6.1 Specific examination strategies 

Refer to appendices 10.2 to 10.6 for the workflow of items with different scenarios. 

6.1.1 Examination of clothing/footwear for epithelial cells 

Generally, only a small number of epithelial cells are deposited by touching or wearing 
items. It is best to use one side of a swab or a piece of tape no more than 2cm long to 
collect for submission, thereby concentrating cellular material into one sample. 

High friction areas, including armpits, collars, inside collarbone, waist bands, hat bands and 
other parts of clothing that are in constant contact with the wearer are ideal areas to 
sample. 

6.1.2 Swabs 

Record the amount of the swab that is stained, the colour, the stain intensity, the result of 
any screening tests and the amount of the swab that is submitted for DNA analysis. The 
entire swab head material can be cut off and submitted for testing. 

6.1.3 Cigarette Butts 

When examining cigarette butts, use the cigarette but notes table to select the appropriate 
check boxes to indicate whether the cigarette appears to have been smoked, whether there 
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is burnt tobacco or paper, whether it has been stubbed/flattened and any brand names 
visible on the butt. Select the appropriate check boxes to identify if the cigarette butt is hand 
rolled (with or without a filter) or a manufactured type. See Figure 10 for automatic lines that 
are used for cigarette butt examinations. When sampling cigarette butts, any tobacco 
and/or filters present are not submitted for testing. 

• Smoked manufactured cigarettes: Excise a 0.5cm circumference of the filter paper 
from the butt using a scalpel blade and submit for testing. 

• Smoked hand rolled cigarettes: Submit entire cigarette paper for testing. 

For manufactured cigarette butts, once sampling has been completed, any remaining 
portion of the filter paper and exposed tip of the filter is retained as a subsample in the item 
retention box. For hand-rolled cigarette butts, any tobacco and/or entire filter is to be 
retained as a subsample, no part of a hand-rolled cigarette is to be discarded. 

If multiple cigarette butts are contained within one CSSE, complete an item exam for the 
packaging only, in the notes field state how many cigarette butts are present. Each 
individual cigarette butt is registered as a subsample and converted to a child exhibit see 
sections 6.8 & 6.11, alternatively an Examination Record may be created. Refer to QIS 
33798 for specific information on creating an examination record. 

Submit the entire cigarette paper and filter paper for testing for unsmoked manufactured 
and hand-rolled cigarettes. If there is too much substrate for one tube, the sample must be 
submitted for extraction in multiple tubes to be pooled (refer to appendix 10.7 for the 
pooling process). 

If a cigarette butt has a TMB positive stain, two subsamples need to be created and 
converted to child exhibits. One subsample will consist of any unstained filter paper as 
would routinely be submitted and the other subsample will consist of the stained portion of 
filter paper. The presumptive test must be recorded against the parent barcode. 

6.1.4 Syringes, Needles and other sharps 

Packaging and labelling 
Syringes should be appropriately contained in a sharps container and labelled prior to 
receipt. Syringes that are not correctly contained are to be reported by the examining 
Scientist to the Evidence Recovery Senior Scientist for action. This action should include 
identifying the non-conformance in a Case file Notation in the FR and possibly raising an 
OQI. 

Safety 
Safety is important when examining these items as they pose a sharps risk. Syringe and 
needle analysis must not to be performed by untrained staff unless under the direct 
supervision of trained senior staff. If there are any concerns about the sampling of a syringe 
(e.g. feeling unwell) discuss with the Evidence Recovery Senior Scientist prior to 
commencing examination. 

Re-capping of syringes may be required to preserve exhibit integrity post sampling. This is 
due to the nature of Forensic testing, whereby those areas of interest (inside of cap and 
outside of needle) are in a contained environment due to the syringe being capped. 
Preservation of that contained environment post sampling to maintain sampling integrity 
and limit possible environmental contamination is required. Considerable care and caution 
should be taken when re-capping syringes. If the recapping of a syringe is not necessary 
(e.g. when received uncapped) then it should not be carried out. 
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Procedure 

1. Carefully remove the syringe from the sharps container using forceps and place onto a 
large petri dish. 

Note: Even if the syringe needle is capped, exercise extreme caution. Always maintain 
control of the syringe and needle, keep the exhibit low on the bench and close to the petri 
dish with the sharp facing downward. 

2. The hierarchy of syringe sampling is governed by the case circumstances. If sampling 
of both the external and internal surfaces of the syringe are required, then the following 
order should be adhered to: 

a. Place a clamp on a section of the syringe that is secure (refer to Figure 1), 
recommended locations are the tip (circled in orange), barrel flange (circled in blue) 
and the plunger end (circled in red). Hold the clamp to safely manoeuvre the syringe 
during sampling. 

b. Moisten a swab with nanopure water and swab the entire outside surface of the 
syringe (barrel and plunger) and cap if present. 

c. If the needle is covered with a plastic cap it will need to be removed for sampling. 
Face the needle toward the petri dish, hold the clamp on the syringe and place a 
secondary clamp on the cap. Apply light pressure with a twisting motion to slowly 
remove the cap. Always use the clamp to manoeuvre cap when sampling. 

d. Moisten a swab with nanopure water and swab the entire needle and inside of the 
cap if present. The needle and inner cap can be sampled together. 

Figure 1 -Parts of a syringe and needle 
(Note: There are various configurations of syringes that may be 

received including syringes with non-removable needles) 

3. If the syringe contains suspected blood, hold onto the clamp and carefully remove the 
plunger to sample the contents of the barrel using a swab moistened in nanopure water. 

4. If there is suspected dried blood in the needle, clamp the hub of the needle (see Figure 
1 circled in green) and hold both clamps on the needle and syringe to slowly remove the 
needle. A swab moistened with nanopure water is then used to collect a sample from 
the needle, needle/syringe junction or syringe tip. Ensure the needle is secured with a 
clamp during sampling. 

5. Note: Step 4 may not be required depending on the syringe/needle type, some needles 
are unable to be separated from the syringe. 

6. If a needle is received with no syringe it must be adequately contained upon receipt. A 
clamp must be used to secure the needle during sampling. 
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7. Upon completion of the examination, safely reapply the cap using the same technique 
as step 2c. 

8. Return the syringe/needle to the original packaging. If the item cannot be returned to 
the original packaging, consider using a larger sharps container to return the contents. 
Consult the Evidence Recovery Senior Scientist if required. 

6.1.5 Possible hairs 

If a possible hair is located on an item, the examiner must create a subsample on the 
exhibit that is being examined. Foil ow section 6.12 and manually add the result line 
"HAIRNFA- Hair located- not examined at this time" to the parent barcode. Transfer the 
possible hair to a clip seal plastic bag, label appropriately and return the item with the 
original packaging of the parent exhibit. 

6.1.6 Examination of large volume fluid samples 

6.2 

If a fluid sample is received for testing for cells (e.g. Urine), the following procedure should 
be followed. 

1. Transfer the fluid from the original container to a 1.5ml tube. 

Note: Depending on the volume received, multiple 1.5ml tubes or 50ml falcon tubes may 
be necessary. 

2. Create a balance tube and centrifuge the sample for 3 minutes. If a falcon tube is used 
it must be transferred and centrifuged in the Analytical laboratory. 

3. Carefully remove the supernatant from the tube without disrupting the pellet and return 
to the original container. 

4. If a falcon tube is used, transfer the pellet using a single use pipette to a 1.5ml tube. 
Alternatively the pellet can be collected using a swab. 

5. Submit the tube containing the pellet. 

Tracking of Storage Boxes 

1. Check shelves 

2. Click the equipment and supplies 

in the Exhibit Room -
asis, Monday to Friday. 

icon and select "Storage Box Search". 

04/ 0U 2021 

1 

-(Austr<~ l i~Bri sbano!! ) l02:2 -04 - 1 4 13 :28 16.'5.86 . 71 . 72 : ~352 5 20 18 

Figure 2- Equipment and Supplies icon, Storage Box Search 

3. In the Storage Box No field scan the barcode of the box and press enter or click submit. 
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Se arch Stor e~ [Je Box Record 

Storag e- Box Search 

Figure 3- Storage Box table 

4. In the Box Movement table click the add storage box movement plus icon. 

Sea rch Storage Bo)( Reco rd St o ra ge Bo}( Contents 

St o r-ag e Bo x : 5550 0 6575 1§1§§1 ij@i@§i 
Storllg~ Box No D~scr ipt ion M.!!x Colu m n!: 

E MS BOX ro----

-Austri!i l iNBri5b~n!!) 2.022.-0 4 - 1 4 1 3 : 30 1 6 5 .8 6 . 7 1 . 72 :4 2 111 20 l 8 

Figure 4- Box Movement table 

5. In the Storage Location field, scan the room location from a location sheet or enter "EVI" 
and from the dropdown list and select "DNA Evidence Recovery Evidence Recovery" 

Storage Box t~ ove.m ent Canc"l 

Smrage Ba)! N um !Jers. 

Figure 5- Storage Box Movement, Storage Location 

6. Click on the save button and place the storage box into the pass-through hatch. 

7. Complete a new Exhibit Movement following the above steps and track an ERT-AS box 
to a relevant bench location ) before tracking samples. 

8. Item boxes must be tracked back to the Exhibit Room Returns 
when they have no contents remaining. Follow the above steps to track the box and 
ensure the contents show as "0/0" on the Storage Box Record page. 

9. Item boxes must be tracked back to a shelf in 
the Exhibit Room at the end of each day if they still contain exhibits. Follow the 
above steps to track the box to a shelf. 
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6.3 Assessment of testing requirements 

1. On any page, click the key identifier search liJ icon and scan the exhibit barcode and 
press enter or click search. 

Note: If the exhibit record is not visible, check the description on the CSSE to ensure that 
the exhibit is for Forensic DNA Analysis. Contact the QPS Forensic Reception Centre on 
(0) 3364 6208, identify yourself and explain that you have a sample that is not visible in the 
FR that requires the Forensic DNA Analysis box to be ticked. If the sample is not for FDNA, 
then it should be returned to QPS untested (refer to section 6.14). 

2. In the Exhibit Record screen, scroll down and click on the thumbnail image of the 
CSSE, a larger image will open in a new window. Check the image and item description 
ensuring all details match the packaging. Check the image quality, ensuring barcodes 
affixed to the exhibit and other labelling are legible and that the entire CSSE is visible in 
the image. If the image does not meet requirements, a new photo will need to be taken 
and uploaded- refer to QIS 33771 for details. 

3. Close the window containing the image. 

4. Check the testing requirements (see Figure 6) and assess the item to see if biological 
fluid screening is required before submitting for DNA analysis. 

Case File Ex.am inatia ns Case Management ExlliDits 

Fo rensic No :- QPRI ~1 E : ····· Ed_it _a 
Exhibit Record 

Foren-: ic Ex hibit No Fore ns ic Ca te gory 

Swab 

0 \,·ners hip I Rela tionship I Pri ori t isatio n 

O s uspect 

OVictim 

O unkna .. ,·.n 

i=Dren>E ic BiCJiogy Analytical Advice 

D Entry / Exit 

0 Weapon / Implement 

m Admission / lntel 
{Principa, Exhibit) 

Oe:sc ription 

Test 17 

Ex;aminat ion Section 

0 Analytical Servi ce:s 

0 Balli ; .t ics Sea ion 

0 D.ocume.nt Exa mination 

0 Maj or- Crim e Un~t 

0 5.3mple or sampling area has heen subje.aed t-o a fi ngerprint examination (Po1,•ci'er or Che mical) 

0 Sam j)le or s:.rm~ i ng area has hee n lo'rash e-d or diluted 

0 Sam iJ' IE or s:.rm~ i ng area may be -:.emin3l fl uid, a n3lys:is fo r Semen (Microscopy & DNA) is req ueste-d 

0 5.3m ple or s:3rm p1inq a rea may be s.ali'o'a, a na1ysis fo r Saliva (c -Am't'l3se & DNA) is ffiq l!'E.st ed 

0 Sam ple req u ire.~ a d::l itioraal a~a lys is {lubrrica nt.. fib re, glass, sa:il et<:. .) 

0 Rng e.rprint Butre:m 

0 Photog~C~ph lc Se.aion 

ra F SS DNA Ana lys·ts 

0 FSS Chemical .Analy sis 

Presumptive Sc reenir g li;;;;"';:.,.' ------,---------,------,-----,--------1 
0 Ca:mbur + ye lo TMB +ve- lo Hem aTrace + ye ID AP +v e o sec ID P30 + ve ID F'LS + v e 

0 Ca:mbur -ve ID TMB -ve ID Hem aTrace -ve ID AP -ve ID P30 - 'o'e ID F' L-5 -ve 

Figure 6- Exhibit Record page 
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6.4 Digital Imaging 

Photos must be taken for exhibits which are complex and/or difficult to accurately describe 
in typed notes. Smaller, uniform items (i.e. cigarette butts, fingernails, straws etc.) do not 
require photos, except where there is unusual staining, damage or other features which are 
difficult to describe. A scale and exhibit barcode must be included in every image. When 
photographing items with two sides that are designated side A and side B by the examiner, 
the side that is being photographed (e.g. side A or side B) must be specified and visible in 
each image. Note: Multiple images can be uploaded to an item exam. 

If the packaging is damaged in any way, it must be re-photographed. If additional images 
are required, a new photo will need to be taken and uploaded- refer to QIS 33771 for 
details. Note: All images are stored on the network for 12 months. 

6.4.1 Annotating images 

If images need to be annotated this can be done using the FR annotation application or the 
windows paint program. Always ensure that the original image and the annotated image are 
both uploaded to FR. 

Annotating using the FR annotation application: 

1. Upload the image to the item exam and press save. 

2. Click on the image in the images table of the item exam and click the "Annotate" button, 
annotate the image. 

3. Enter "Annotated image" into the Filename field and ensure a title and description are 
entered into the annotation details table for each numbered area marked (both can be 
the same e.g. area 1). 

4. Press the save button. The annotated image will appear in the Files table field as a pdf. 

Note: The file/annotated image cannot be edited after it is saved. 

Annotating using paint: 

5. Save a copy of the image in 1:\FR Images. 

6. Right click on the image> Open with > paint. 

7. Use the Save As function to save as a JPEG with the original filename and "Annotated". 

8. Use the functions in the paint program to annotate the image. 

9. Save the image. 

10. Upload the annotated image to the item exam. 

6.5 Packaging 

1. Packaging should be opened in such a way as to maintain the original seals. When 
packaging is opened, the staff member must write "Opened" followed by their initials 
and date. 
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2. Scroll down to the Exhibit Analytical/Testing table, click the create exhibit test P icon. 

3. In the Testing/Analysis table process field select item exam from dropdown menu. 

4. In the Packaging and Sample Assessment Notes table, tick the relevant boxes to 
describe the nature of the packaging and the seals (refer Figure 7). 

Note: The Sample meets requirements check box is specific to in-tubes and must not be 
used for an item exam. 

5. If the seals are complex, the tick boxes do not need to be used, the notes field can be 
used to describe the packaging and seals. 

Testin'g Detail 

Figure 7- Description of packaging tick boxes 

Note: Packaging matches exhibit image check box expands to "The packaging matches 
the QPS exhibit image". This is to be used only when the entire packaging is visible in the 
QPS image and matches exactly what is received. 

Note: If multiple exhibits are received in a single package, an Examination Record can be 
created to describe the packaging once. Refer to QIS 33798 for more details. Each of the 
exhibits contained within the packaging can then be added to the ExhibiUs Examined table. 

Ex'h ibiu s E:<am i ned 

Figure 8- Exhibit/s Examined fields in Examination Record 

6.6 Item descriptions 

1. The Notes field is used to type the examination notes. If the exhibit is a swab or 
cigarette butt the text can be auto-generated by ticking the relevant boxes in the Swab 
or Cigarette Butt Notes tables. 

2. Exhibits must be described according to the following minimum requirements: 

• What it is 
• Size (including measurements) 
• Labelling/brand 
• Colour 
• Staining (including any presumptive tests conducted) 
• Physical appearance of damage (without commenting on the cause of the damage) 
• Whole items must be further described to categorise the "inside/outside" surfaces 

and "lefUright side" of the garment. 

Note: When describing the 1/S, 0/S, right side or left side of a garment; examiners should be 
aware that these terms are used in relation to 'as would be worn'. 
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3. Staining must be further described according to: 

• Shape 
• Distribution 
• Colour 
• Size (including measurements) 
• Intensity 
• Which side of the item the stain may have originated from 
• Any presumptive tests performed 
• Odour if applicable 
• Whole items should include where the stain is positioned i.e. lefUright side of 

garment as would be worn 

Note: Images can be used if the physical appearance of stains are difficult to describe. 

Refer to appendices 5 and 6 in QIS 33798 for standardised wording when describing 
subsamples and sides of an exhibit. 

s ... ,·:.b N :.res: Cigarette, Butt Note=. 

Sta in ing Inten s ity Sa mpled Type Condition 

D Full D u g c ~ F"~ 0 M:.nuf.:.ctl.!lr-E! d 0 Smoke 

0 3/4 S»•; o ~ Me4:1 i u 0 1/2 5wa b 0 H; d Rolled (N F) 0 Burnt 

~ 1{2 Swab 0 Heaoy 0 St ai ned a r·e<l 0 H; od Rolled ( F) 0 Staining 

O ii p 0 Flan:en e~ 
0 None 0 Stubbed 

IN ote:s 0 

Approxim ately 1/ 2 of the swab hea d was stained .•. 
The swab he.ad was rmoderatel'y stained. 
The entire swab hea d was samp led for further analysis., 

/ 

Attachme nt : I Cl1oos e Files I No fi le chosen 18 53 characters left,. 

Figure 9- Examination Notes for a swab 

Testin,g Deta il 

Packag ing an d Sa mp le A s:::e::: m e,nt Not-e s 

m Packa ging matche;. Exhi'bit image 0 Sa iTilp le m eets req uire ments 

S\o·ab Notes Ciga rette E!outt IN ote.s 

St ain in-g Int e ns ity Sa mpled Typ~ Co nd iti on 

D Full O u ghc D F" II 0 Man ufacrured ~ Smoked 
0 3/ 4 SN30 DMedium 0 1/2 S<~ab 0 Hand Roll ed ( F) ~ Bl!lmt 
01/2 Sh•ao 0 Heaoy 0 Staine d a re.a ~ H and Roll ed (F) 0 5tainir.g 

O ii p 0 Flarren• d 

D No ne 0 Stubbed 

Not es 0 

The packag irng matches th e QPS exhibit image . 
The pac.kag irng a11d sea l were observ ed to be intact as per image . 
This cigarette butt appeared to have bee n smokedl. 
Burnt tobacco and paper we.re present . 
This cigarette butt was a hand rolled type (Qntaini11 g a fi lter. The em~i re pap er was sa mpled for fu rther analysis. 

A-'tac~meot ,j Choos e f iles I No fi le chosen 

Figure 10 - Examination Notes for a cigarette butt 
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Notes I} 

The paokaging matches \:h e QES exhibit image. 
The packaging and sea l were observed to be intact as per image. 

Contained witll in: 
1 x ,5ml tube labell e-d '"X~;:QQ.;Xl!:M " containing : 
1 x pi eoe of cllewing gum 
- blue in m.lQw: 
- measu res ~ l:mm X ~lQmm. 
- .mttb. dirt adlileri ng to outer surface 
- has n:o Qd.Qw; 

Approx ~ x ~ ecxoised andl submitted for f rth:er analysis. / 

Atta ch m ent : r Cl1oose Files 1 No file chosen 163 4 characters left . 

Figure 11 - Examination Notes for miscellaneous items 

4. Scan the ERT-AS box barcode into the Storage Box ID field. 

5. Scan the barcode affixed to the bag of tubes into the Tube Lot No field. 

St orage Box I D Posit ion Tube L.at No Volu me (~L l Prio rity 

Figure 12 - Recording Storage Box ID and Tube Lot No 

6. Click on the save button. 

Note: It is recommended that samples are stored when completing the item exam for 
each exhibit. Where this is not possible refer to section 6.13. 

6. 7 Presumptive or Screening tests 

If no presumptive testing is required proceed to 6.8. If the examining Scientist elects not to 
perform a presumptive or screening test, a record of this must be recorded in the 
examination notes (e.g. if presumptive testing would consume the sample). Where an 
examination strategy has not been prepared, the examining Scientist is responsible for 
assessing the exhibit and selecting the appropriate presumptive and/or screening tests. 

Forensic DNA Analysis uses the following screening tests: 

• TMB test for blood- see QIS 17190 
• AP test for seminal fluid- see QIS 17186 
• Phadebas test for saliva- see QIS 33998 
• P30 test for seminal fluid- see QIS 17185. 
• Microscopy for spermatozoa- see QIS 17189 

Note: Results of a presumptive test must only be recorded if a valid control has passed. 

6.7.1 Recording details of presumptive testing 

Record the details of a presumptive test against the parent exhibit (testing performed prior 
to sampling) or the child exhibit (testing performed on the subsample). 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
presumptive from the dropdown menu in the process field. 

2. Record the results by checking the appropriate radio button and use the comments field 
to make any additional notes. 
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3. Enter the results and if necessary add an annotated image into the exhibit's initial Item 
Exam. If there is insufficient space, creation of a new Item Exam may be necessary. 

4. Record details of reagent lot numbers in the Reagents field. The name of the reagent 
will auto-populate after saving. 

Testin·g Deta il 

Te-.:it Result Comment 

AJ! 1@ ... , ., 0 -ve @ 3 (J sea:m ds 

P3(J IO +ve @ -ve 

TMB l@ +ve 0 -ve 

~ha rl~l>as 1 0 +ve 0 -ve 

' Reagerot:s 

AP ITMB 

Figure 13 - Presumptive testing detail and reagents fields 

5. Click on the save button. 

6.8 Registration of subsamples 

During an item examination, any samples that are created can be registered as a 
subsample or alternatively examiners can use the Examination Record process (refer to 
sections 4.12.4 and 4.12.5 in QIS 33798 to create an examination summary record and 
register related exhibits). Subsample's must be upgraded to an exhibit before being 
submitted to Analytical (see section 6.11). This upgrade will ensure that a profile analytical 
detail page is created and results can be reported back to QPS. See section 6.8.2 for 
exceptions. 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
subsample from the dropdown menu in the process field. 

2. In the SubiD field click the plus 0 icon to auto assign a new barcode. 

3. In the SubType dropdown list select MISC. 

4. In the Notes field add a description of the subsample. 

5 ub!D 0 SubType 

AUTO ASS IG N Ml SC 

Testin·g Detail 

Note-:; 

Excised piece of gum 

Atlachm en! : I Choose f iles I No file chosen 

Figure 14- Subsample registration 
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5. Click on the save button. 

6. Repeat steps 1 - 5 for all subsamples as required. 

7. For analytical processing, convert subsamples to child exhibits refer to section 6.11. 

6.8.1 Subsamples for retained portions 

For portions of a sample that are to be retained (e.g. remainder of filter paper and end of 
filter of a manufactured cigarette butt), the retained portion must also be registered as a 
subsample using the following steps. 

Note: This subsample is for storage purposes only so will not require conversion to a child 
exhibit. 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
subsample from the dropdown menu in the process field. 

2. In the SubiD field click the plus 0 icon to auto assign a new barcode. 

3. In the SubType dropdown list select RETAIN. 

4. In the Notes field add a description of the subsample. 

5. Track the item retention box to the examination bench (see section 6.2) and scan the 
box barcode to the Storage Box ID field. Alternatively, a group of subsamples can be 
stored as per section 6.13. 

6. Scan the label affixed to the relevant tubes into the Tube Lot No field. 

Sub! D 0 SubType REqu est No Exa minatio n I[) 

AUTO ASS IGN RE ~.I N 

Supp.1ie.s. 

Testi n·g Deta il 

!Notes 

Rem aini rtg fi lt er paper and t ip of fi lt er .. 

0 

/ 

Attac"":!e n! :j Cl1 oos e Files l No fi le clho sen 19.58 oharact ers left . 

St ora gE Box ID Posit ion Tu be Lot No Volume ( ~ L J -Figure 15- Registering retained portion of cigarette butt 

7. Click on the save button. 
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6.8.2 Subsamples for ante-mortem exhibits 

Ante mortem samples that are collected for the purposes of identification only, will remain 
registered as subsamples and not be upgraded to child exhibits. For example, tissue 
samples and toothbrushes etc. 

6.9 Analytical Notes 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
Analytical Note from the dropdown menu in the process field. 

2. Use the Notes field to type an appropriate comment for the Analytical team. 

3. Click on the save button. 

6.10 Printing tube labels 

1. On the exhibit record page click the arrow 
select "3 Part Tube Barcode". 

Case Fil e Exa m inat ions. Case Mana gem ent 

Forensic No : - QPRI ME: ••••• 

Exhibit Record 

Fore n.s[c Exhibit N D Forens ic Cat egory Descr i j)t ic n 

Ed it 

Exhibits 

I Trace ONA Kit 12. Trace ONA Ta pe lift from bedding 

Loca t ion I 0 \vn e.r 

Ma in Be droom 

Exhibit Not es & All a ly s is Adv ice 

Figure 16 - Printing sample tube labels 

icon next to the edit button and 

R Create Ex hibit Test 

+ Add Examina t ion 

+ Create Req uest 

Lli Duplicate Exh ibit 

e Print Ba rcode ,....... e 3 Part Tube Barcode :> ....._ -e 6 Part Ba rcode 

Ill Ex hibit Audit 

!PI Chan ge Request 

2. A new window will open displaying the 3 part label, click the printer icon and select print. 

3. To print a subsample barcode, click on the subsample hyperlink from the exhibit record 
page and follow the above steps. 

6.11 Converting subsamples to child exhibits 

1. Click on the Exhibits tab and click the add button. 

Case Fi le !Ex amina t ions: Case ManagelllP-Ilt 

Forensic No: - QPRI ~1 E : ••••• ~~R_I•~_···------~ 
Figure 17 - Exhibits tab and add exhibit button 

2. Enter barcode of the subsample into the Forensic Exhibit No field. 

Note: A warning will display when a barcode has already been used (e.g. when upgrading 
a subsample to an exhibit). The warning appears as: 
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3. In the Forensic Category field select the relevant subsample type from the dropdown 
menu. 

4. Add description of subsample. 

5. In the Located/Owner field, copy the relevant description from the parent item. If there is 
additional information within the Located/Owner field of the parent item indicating 
ownership (e.g. a name) this must be added. 

6. Add the parent barcode into the Parent Barcode field. 

7. Tick the "Admission/lntel (Principal Exhibit)" and the "Sample has been collected in 
strict compliance with CSE101 Biological Evidence [Required]" boxes. 

8. The examiner must enter their FR User ID in the Delivery Officer Rego field, press tab 
for the Surname field to auto-populate and select Queensland Health Scientific from the 
dropdown list in the Station field. 

9. Click on the save button. 

10. Repeat steps 1 - 9 for all subsamples if required. 

Page: 19 of 41 
Document Number: 33800V7 
Valid From: 1710512022 
Approverls: Cathie ALLEN 

~ QueenslaJtci7Q6 Qlf Governmeh( 



Adld Exlilitliit 

o.o.n.r.:hlp I ~at.:<'l<t.p t l't'l:lllttl:.Y.Ian ~lrt::!tJon se:tlon 

Ds•= 0 Delllrr J ~ DAnai)'O:Ic.>ls..rv!= 

DVI::tlm O IB .l'j,capon t lrn;;t.:m<:nt D =-tltsset:::aan 

o~ o r.l Ad11"'"" 1 lr-:>!1 D ou.:umom: E """'lno•ttm 

01.J>w 0 : Pr""d !=~l :.:•1 :1 : 1 0 D M.>jo.-C""""IInll: 

Fa"er.lilc ~oloqy AIYII~I ~ 

D s..~"' =n~llng on:o t= bo<:J1 ""lli.mo:l b> ·a """"'lnat.>ll (f<lwdol'"' Ol<:mlc.'>l l 

D s.."""" ar ,.,..,piing """' t= been """'hell"' <lllubed 
D S..~ ar ,.,..,piing oreo may be~ ~uld. anai\'Z fa- S on:"'o ( ~I!<DNAI B.""'-t=te:l 

D s..~ ar =n~llng ....,, may be '"'II''"· -"' ~r So l tv ~ (c-Ainyta"' a DNA I !!>""'-"""bod 

D s..~ l'eQUI=o a,_anol or>Ot,-..& C~t.. ~ ~ .z,. sdl ~) 

~ -;i:!IT'I.Jr:: ll il~ :J~en oolb:t.'Xi lr ::.t.· ct a:np ! ~P2 '.'dtt 1 C~E 10 L 81.:: :u:; :a I =·~ de1cc l Recurec ~ J 

lo""'"""' 
ID.A'I'-vo 

i:!o:hUMt 1,\~mlrw;!:: Speul: H:!aard Canoemo 

D ~gta l lt<m Mc.....:l - r<hlm 1Jr DDIMM('I"f'l''f 

D ~lndM!: Todmtl""" Nat A'-lll1aloe:l 

D Holll-ln n IJrcB'!: 

D r.;;,canpar1slln~r1SI 

D Pi:!~g ~zu-e pan SLrtcn~ 
D Allthcrft'{ tD Rl!t l.lm 

0Gr.:lpt1a:.'f~ 

n Nun'J:Jer 

... _ 
Figure 19 - Exhibit Record 
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11. Any further testing carried out on the child exhibit (e.g. presumptive testing) is to be 
added to the Exhibit Analytical/Testing table on the child exhibit. 

6.12 Entering exhibit result lines 

Exhibit result lines are created to communicate results to the QPS electronically. Some 
results will automatically be generated by ticking various boxes or radio buttons; however, 
some results will need to be entered manually following the steps below: 

Note: The result lines only appear in the Exhibit Analytical/Testing table (and are auto­
validated) after the associated process has been validated. Refer to appendix 10.1 for 
manual and automatic result lines. 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
Result from the dropdown menu in the process field. 

2. In the Police Report field select the appropriate result(s) from the dropdown menu (up to 
three results can be added at any one time). 

3. Click on the save button. 

6.13 Sample tracking 

If samples have not been stored during the examination, they can be added to a storage 
box at the end. 

1. Click the equipment and supplies I!J icon and select "Storage Box Search". Scan the 
ERT-AS box barcode into the storage box no field and press enter or click submit. 

Sea rch Stora ~e Box Record 

Storage Box Search 

St <J rage Box No Oescr i~tio n 5 t o.-a.ge Location 

- Austra lia/Brisbane ) 20 22-04- 14 13 :30 16.5 .86. 71 . 72 :28762 20 1:!3 

Figure 20- Storage Box search table 

2. Check that the latest entry in the Box Movement table is the examination bench. If 
necessary, click the plus icon and enter "EVI" into the storage location field and select 
"FDNA-EREB- (DNA Evidence Recovery Bench) and enter the bench number, press 
the save button. 
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.Stora !Je Box:····· 't¥¥§1 ._..,,. 

Figure 21 - Box Movement table 

Storage Box r~ ove.m ent Car>ce l 

l~a~ge N __ um~~-~~----~------~----~------~----~ 

I 
I 

D:=~ te-ti me >!= StoraqE! locat io 

2 ~/04/2 022 14 :3 1 

Figure 22 -Storage Box Movement 

3. Click on the Storage Box Contents tab and click the Add to Storage Box button. 

5e3rch Star3~e Ba:< Record ~ 

S t ora !Je Box:- ( o it e s ) 

Figure 23 -Storage Box Contents 

4. Scan the barcode of the tube into the Forensic Exhibit No field, note the position in the 
rack and place the tube into that position. 

5. Click on the save button or press enter. Repeat the above steps for any further tube 
storage. 

Storage Box::- Car>eel ~ 
Add to Storage Box 

Date / Time 

2 ~/04/2022 14 :3 2 

Figure 24- Add to Storage Box table 

6. Follow step 2 and track the ERT-AS box to the generic laboratory location­
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7. The pass-through hatch must be checked each afternoon and any ERT-AS boxes that 
have not been collected must be stored to freezer box 1 , following 
the procedure in section 6.2. 

6.14 Exhibit repackaging and return 

Exhibits should be repackaged in the same packaging if practical. Re-seal the openings 
with evidence tape, sticky tape or heat seal and initial and date the seal. 

If an exhibit is wet as the result of examination, it can be placed on the drying rails 
overnight. Ensure that the rails are cleaned with bleach and ethanol before and after drying. 
Exhibits must have a piece of brown paper between the rail and the item and an additional 
piece of brown paper covering the item. Ensure that the brown paper is adequately labelled. 

If examination of an exhibit is not complete, the item must be tracked back to freezer box 2 
or a shelf in the exhibit room. Where the examination is complete, the exhibit must be 
tracked to the Exhibit Room return location for room temperature s 

- or to the Freezer returns location for frozen samples 
should be stored in the same way they were received (room temperature or freezer). 

6.15 Temporary storage of CSSE and destruction 

Empty CSSE's are placed into a bundle according to the month they are examined, within 
the items destruction box, which is located in the Evidence Recovery laboratory. 

A bundle of CSSE's that were processed 3 months prior must be discarded into a biohazard 
bin every month. 

Note: CSSE's are not to be tracked electronically to the destruction box. 

CSSE's that contained multiple cigarette butts require an exhibit movement on the parent 
barcode (the CSSE). In the location field select "DESTROYED" from the dropdown menu 
and click the save button. 

Storag e Box Mov em ent Caoce l 

St orage Box Numb-ers 

I 

I 
I 

Dateti me '* Ca m:in u.ity Offi cer '* 

26/ 04/ 20 22 14 :37 -

Figure 25 - Destruction of CSSE for multiple cig butts in one CSSE 

6.16 Repackaging of multiple exhibits (subsamples and or child exhibits) into primary packaging 

On rare occasions multiple exhibits (subsamples and or child exhibits) may be repackaged 
into one larger outer package for storage and/or return. In these instances, the individual 
exhibits cannot be left tracked to an examination bench or laboratory location, nor should 
they be marked a~. As such these items are to be stored to "Stored in primary 
packaging" enter-- in the Storage Box ID field. 

Page: 23 of 41 
Document Number: 33800V7 
Valid From: 1710512022 
Approverls: Cathie ALLEN 

~ QueenslaJtcl7 1 0 
Qlf Governmeh( 



WIT.0019.0012.1785 

Examination of Items 

6.17 Examination and sampling of manual reference samples 

All manual reference samples (e.g. hair, swabs, Guthrie cards, fingernails etc.) are to be 
examined by the Evidence Recovery team and must be registered as "Reference" in the 
forensic category field to ensure that the sample is allocated to the correct Analytical batch. 
Inform the Quality and Projects team if this is not the case upon examination as the 
category will need to be changed. A notation will be added to the exhibit to state the reason 
for the change "Category changed to "Reference" to ensure correct reference processing". 
All samples that are designated as reference samples must be examined and sampled on 
Examination Bench 15 

Manual reference samples will be tracked to a storage box labelled "Evidence Sample -
Manual" by the Quality and Projects team and placed on the daily shelves in the exhibit 
room ). The sample will be visible on the 
Examination worklist. 

The principles of examination and sampling of reference samples are the same as those for 
casework exhibits. 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select Item 
Exam from the dropdown menu in the process field. 

2. In the Notes field, write a brief description of the sampling performed. 

3. Click on the save button. 

4. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
Subsample from the dropdown menu in the process field. 

5. In the SubiD field click the plus 0 icon in the forensic exhibit no field to auto assign 
enter a new barcode; this barcode will go onto the sample tube. A printed barcode must 
also be attached to the outside of the reference packaging i.e. envelope, CSPB etc. for 
tracking purposes. 

6. In the SubType dropdown menu select EREF. 

7. Examine the reference sample appropriately. For FTA cards excise -5mm x -5mm 
section from each of the black circles on the FTA card and place into an appropriately 
labelled 2ml tube. 

8. In the Storage Box ID field scan the barcode of the ERT-AS box. 

9. Scan the barcode that is affixed to the bag of tubes in the Tube Lot No field. 

10. Select DNA Extraction from the Technique field dropdown menu. 

11. Select Maxwell16 DNA IQ from the Method field dropdown menu and press the save 
button. 
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S<!b !D 0 Su iHyp~ 

AI!JTO .'c5S1GN EREF 

I Equipooenl Supplit::S 

Test ing ll'e.tailll 

Noles 0 

•e.,.cis•e d ' ro <>th re dl b ro>-m sta ine d circl es on ca rd . 

Att3dhment : I Choose Fites I No fi le chosen 193 1 c t.ara d:ers left. 

PI)S itir.:to Priorit v -I Jmage Cl• !iOif.:otion 

Wo1ki ist 

DNA Extratllian 

Figure 26 - Examination of reference samples 

7 Associated Documentation 

QIS: 14576 - Blood and Body Fluid Biological Exposure 
QIS: 17185 - Detection of Azoospermic Semen in Casework Samples 
QIS: 17186 - The Acid Phosphatase screening test for seminal stains 
QIS: 17189 - Examination For & Of Spermatozoa 
QIS: 17190 - Tetramethylbenzidine Screening Test for Blood 
QIS: 22857 - Anti-contamination Procedure 
QIS: 23849 - Common Forensic DNA Analysis Terms and Acronyms 
QIS: 23959 - Storage Guidelines for Forensic DNA Analysis 
QIS: 30800 -Investigating Adverse Events in Forensic DNA Analysis 
QIS: 33771 - Examination of in-tube samples 
QIS: 33798 - Examination of Sexual Cases 
QIS: 33998 - Phadebas Test for Saliva 
QIS: 34300 - Examination of post mortem and associated samples from deceased persons 

8 References 

AS2243.1 :2005 Safety in Laboratories Part 1 - General 

Workplace Health and Safety Act 2011 

Workplace Health and Safety Regulation 2011 

Workplace Health and Safety Advisory Standards - various 

Health. safety and wellbeing I HSQ staff site 
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Amendments 
First issue. 
Added storage procedure, reference 
sample examination, explanation of 
subsamples and destruction of 
packaging. Added subsample label 
printing. Added annotating images. 
Moved all the general principles for 
sample selection, sampling 
techniques and specific examination 
strategies to the beginning of the 
document. Added entering exhibit 
result lines. Added workflow 
appendices 
Minor edits to reflect FR 
updates/enhancements and 
procedure changes, inclusion of 
pooling, return to primary packaging 
and multiples items in one package, 
inclusion of contents of archived SOP 
17135. 
Minor edits to reflect current FR 
processes/enhancements. Updated 
screenshots to reflect FR 
enhancements. Added information to 
description of exhibits section (6.6). 
Updated process for lubricant testing. 
Added information regarding invasive 
sampling techniques. Updated pooling 
appendix and reference sample 
workflow. Inclusion of workflow for 
submitting retained portions of cig 
butts (appendix 6). Added 
standardised wording for 
request/tasks 
Changes to reflect new equipment 
and usage for examination of 
syringes, needles and similar sharps -
safety and procedure. Amend typo's 
and some wording, add exhibit testing 
procedure with changes: Worklist and 
Method now added at validation. 
Added new standard wording for 
request/tasks. Added procedure for 
handling large fluid samples. Updated 
referenced and associated 
documents. Updated and added I NT 
result line to appendix. Added new 
hair process for items and removed 
hair associated document. Removed 
lubricant testing procedure. Updated 
pooling process. Added additional 
information on syringes Removed 
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Version Date Updated By Amendments 
Forensic Register from document title, 
new template. 

7 26/04/2022 K Morton New template, updated screenshots 
and content to reflect current 
procedures. Added exhibit test 
incorrection process. Removed 
requirement for notation in pooled 
samples. Amended appendices titles. 

10 Appendices 

1 Appendix 1: Exhibit Result Lines 
2 Appendix 2: Workflow for basic item submitted in entirety 
3 Appendix 3: Workflow for basic item partial submission (rest of item returned) 
4 Appendix 4: Workflow for basic item with retained portion 
5 Appendix 5: Workflow for multiple items in one CSSE 
6 Appendix 6: Workflow for submitting retained portions 
7 Appendix 7: Pooling of samples 
8 Appendix 8: Standardised wording for requesUtasks 
9 Appendix 9: Incorrect exhibit tests 
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10.1 Appendix 1: Exhibit Result Lines 

Table 1 - Exhibit result lines 

Exhibit Result Line 

1 BPPSR- Presumptive blood test pos. Submitted-results 
pending 

HAIRNFA- Hair located- not examined at this time 

HOIS- Hair located on the outside of an in-tube 
submission 

IPNE- Items Prioritised. Not examined at this time 

ISCB- Incorrect submission of cigarette butt 

LOIS- Labelling discrepancy 

MIES- Sample required manual intervention -excess 
substrate 
MIISB- Multiple items incorrectly submitted under single 
barcode 
MISSTL- Sample required manual intervention- swab 
stick too long 
MITRI- Sample reqd manual intervention- tlift rolled 
incorrectly 

MNS- Micro neg for sperm 

NBOS - No barcode on sample 

PAPPRP- Presump. PSA test positive, submitted - results 
pending 

PBNSC- Presumptive blood test neg. Submitted for cells 

PBTN - Presumptive blood test negative 

PPSRP- Presump. AP test positive, submitted- results 
pending 

PREST- Presumptive blood test positive 

PSNSC- Presump saliva negative. Submitted for cells 

PSPSRP- Presump saliva positive. Submitted-results 
pending 

PSTN - Presump saliva test negative 

PSTP- Presump saliva test positive 

SEMND -Semen not detected 

SOHAA- Sample on hold, awaiting advice 

SPPDNA- Micro positive for sperm. Submitted-results 
pending 

SRMI- Sample required manual intervention prior to DNA 
extraction 
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Automatic 
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Automatic 
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Manual 
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Functions that trigger 
automatic results 

TMB pos box ticked and DNA 
extraction selected 

N/A 

"Hair located on the outside of 
tube" box ticked 

N/A 

N/A 
"Labelling discrepancy" box 
ticked 

"Excess substrate" box ticked 

N/A 

"Swab stick too long" box ticked 

"Tapelift rolled incorrectly" box 
ticked 
See appendices 1 & 2 in QIS 
33798 Examination of Sexual 
Cases 
"No barcode on sample" box 
ticked 
See appendices 1 & 2 in QIS 
33798 Examination of Sexual 
Cases 
TMB neg box ticked and DNA 
extraction selected 

TMB neg box ticked (no 
extraction method selected) 
See appendix 2 in QIS 33798 
Examination of Sexual Cases 
TMB pos box ticked (no 
extraction method selected) 

Phadebas neg box ticked and 
DNA extraction selected 

Phadebas pos box ticked and 
DNA extraction selection. 
Phadebas neg box ticked (no 
extraction method selected) 
Phadebas pos box ticked (no 
extraction method selected) 

N/A 

N/A 
See appendices 1 & 2 in QIS 
33798 Examination of Sexual 
Cases 
"Other manual intervention 
required" box ticked 
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Exhibit Result Line 

SRP- Submitted-results pending 

TRQ- Testing restarted on advice from QPS 

EXREV- Extra information on reverse of crime scene 
sample envelope 

NWQPS- No further work required as per advice from 
QPS 

INT- Item has been examined/sub-sampled 

PSFTN - Presump seminal fluid test negative 
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Functions that trigger 
automatic results 

In-tube process selected and 
"DNA Extraction" selected in the 
technique field 

N/A 

"Additional Information on 
reverse of CSSE" box ticked 
"No Testing Required" box is 
ticked by QPS 
Result can be added manually if 
advised appropriately 

N/A 

See appendix 2 in QIS 33798 
Examination of Sexual Cases 
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10.2 Appendix 2: Workflow for basic item submitted in entirety 

1. Scan barcode into the key identifier search EJ icon, press enter or click search. 

2. Using the exhibit movement table, track item to an examination bench. 

3. Click thumbnail of CSSE. Check image. Close the image window. 

4. Add additional images: Upload images into the Item Exam. 

5. Check testing requirements for biological screening. 

6. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Item Exam 
• Tick the relevant boxes under packaging and sample assessment notes 
• Use the notes field to enter examination notes, use the tick boxes if required 
• Enter a storage box barcode 
• Enter a tube lot number barcode 
• Save 

7. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select result 
• Select the appropriate result from the dropdown menu under Police Report 
• Save 

8. Put CSSE in destruction box. 
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10.3 Appendix 3: Workflow for basic item partial submission (rest of item returned) 

1. Scan barcode into the key identifier search liJ icon, press enter or click search. 

2. Using the exhibit movement table, track item to an examination bench. 

3. Click thumbnail of CSSE. Check image. Close the image window. 

4. Add additional images: Upload images to the Item Exam. 

5. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Item Exam 
• Tick the relevant boxes under packaging and sample assessment notes 
• In the notes field type examination notes e.g. description of item and the sampling 

strategy 
• Save 

6. Create subsample for portion that is being submitted. 

• Exhibit Analytical/Testing table -7 create exhibit test I' icon 
• In the process field select Subsample 

• In the SubiD click the plus 0 icon in the forensic exhibit no field to auto assign a 
new barcode 

• In the SubType dropdown list select MISC 
• In the notes field add a description of the subsample 
• Save 

7. Convert sample to child exhibit. 

• Click on Exhibits tab 
• Click the add button 
• Enter barcode of subsample that was just created in the Forensic Exhibit No field 
• In the forensic category field select the relevant subsample type 
• Add description of subsample 
• In the Located/Owner field copy the relevant description from the parent item. 

Include any ownership details from the parent item into the "Located/Owner'' field 
• Enter the parent barcode into the Parent Barcode field 
• Tick the following boxes: "Admission/lntel'' and "Sample has been collected in strict 

compliance with CSE1 01 Biological Evidence" 
• Add a FR User ID in the Delivery Officer Rego field; press tab for surname to auto 

fill. Select Queensland Health Scientific 
• Save 

8. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Item Exam (brief description of what the item is) 
• Add a storage location (ERT-AS storage box) and tube lot number 
• Save 

9. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Result 
• Select the appropriate result from the dropdown menu labelled Police Report 
• Save 

10. Create new exhibit movement for the parent barcode and track to a returns location. 
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10.4 Appendix 4: Workflow for basic item with retained portion 

1. Scan barcode into the key identifier search liJ icon, press enter or click search. 

2. Using the exhibit movement table, track item to an examination bench. 

3. Click thumbnail of CSSE. Check image. Close the image window. 

4. Add additional images: Upload images to the Item Exam. 

5. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Item Exam 
• Tick the relevant boxes under packaging and sample assessment notes 
• Tick relevant boxes in the testing detail tables 
• Add a storage location (ERT-AS box) 
• Add tube lot number 
• Save 

6. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Subsample 

• In the SubiD field click the plus 0 icon in the forensic exhibit no field to auto 
assign a new barcode 

• In the SubType field click RETAIN 
• Fill in details of what was retained in the notes field 
• Add an item retention storage box barcode 
• Add a tube lot number 
• Save 

7. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Result 
• Select the appropriate result from the dropdown menu labelled police report 
• Save 

8. Put CSSE into the items destruction box 
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10.5 Appendix 5: Workflow for multiple items in one CSSE 

1. Scan barcode into the key identifier search liJ icon, press enter or click search. 

2. Using the exhibit movement table, track item to an examination bench. 

3. Click thumbnail of CSSE. Check image. Close the image window. 

4. Add additional images: Upload images to the Item Exam. 

5. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Item Exam 
• Tick the relevant boxes under packaging and sample assessment notes 
• Type relevant information on what is contained within the CSSE into the notes field 
• Save 

6. Create subsamples (or an Examination Record) for individual items. Exhibit 

Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Subsample 

• In the SubiD field click the plus 0 icon in the forensic exhibit no field to auto 
assign a new barcode 

• In the SubType dropdown list select MISC 
• In the notes field add a description of the subsample 
• Save 
• Repeat for subsequent items. 

7. Convert subsamples to child exhibits 

• Click on exhibits tab 
• Click the add button 
• Enter barcode of subsample that was just created in the forensic exhibit no field 
• In the forensic category field select the relevant subsample type 
• Add description of the subsample 
• In the Located/Owner field copy the relevant description from the parent item. 

Include any ownership details from the parent item into the "Located/Owner'' field 
• In the parent barcode field add the parent barcode 
• Tick the following boxes: "Admission/lntel" and "Sample has been collected in strict 

compliance with CSE101 Biological Evidence" 
• Add a FR User ID in the Delivery Officer Rego field; press tab and your surname will 

automatically appear. Select Queensland Health Scientific 
• Save 
• Click the back button and repeat for subsequent subsamples 

8. Complete an item exam the first child exhibit. Exhibit Analytical/Testing table -7 create 

exhibit test I' icon 

• In the process field select Item Exam 
• Tick relevant boxes under cigarette butt notes and fill in details in notes field. 
• Add a storage location (ERT-AS box) 
• Add tube lot number 
• Save 
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9. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Subsample 

• In the SubiD field click the plus 0 icon in the forensic exhibit no field to auto 
assign a new barcode 

• 
• 
• 
• 
• 

In the SubType field click RETAIN 
Fill in details of what was retained in the notes field 
Add an item retention storage box barcode 
Add a tube lot number 
Save 

10. Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Result 
• Select the appropriate result from the dropdown menu labelled police report 
• Save 

11. Repeat steps 7 - 9 for subsequent items 

12. Put CSSE into the items destruction box 

13. Add new exhibit movement for the parent item and select DESTROYED in the location 
field 

14. In parent Item Exam- Exhibit Analytical/Testing table -7 create exhibit test I' icon 

• In the process field select Result 
• Select: MIISB - Multiple items incorrectly submitted under single barcode 
• Save 
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10.6 Appendix 6: Workflow for submitting retained portions 

1. Scan barcode into the key identifier search liJ icon, press enter or click search. 

2. Click subsample time/date hyperlink and use the subsample movement table to track 
item to an examination bench. 

3. Exhibit Analytical/Testing table -7 create exhibit test ; icon 

• In the process field select Item Exam 
• In the notes field type examination notes e.g. description of retained portion and 

the sampling strategy 
• Save 

4. Create a subsample (if necessary) for any remaining portions of the retained subsample 

to be submitted. Exhibit Analytical/Testing table -7 create exhibit test ; icon 

• 
• 

• 
• 
• 
• 

In the process field select Subsample 

In the SubiD field click the plus 0 icon in the forensic exhibit no field to auto 
assign a new barcode 
In the SubType dropdown list select MISC 
In the notes field add a description of the subsample 
Save 
Repeat for subsequent portions (if necessary) . 

5. Convert original subsample barcode to child exhibit 

• Click on exhibits tab 
• Click the add button 
• Enter barcode of the subsample into the forensic exhibit no field 
• In the forensic category field select the relevant subsample type (cigarette butt) 
• Add description of the subsample 
• In the Located/Owner field copy the relevant description from the parent item. 

Include any ownership details from the parent item into the "Located/Owner'' 
field 

• In the parent barcode field add the parent barcode 
• Tick the following boxes: "Admission/lntel'' and "Sample has been collected in 

strict compliance with CSE101 Biological Evidence" 
• Add a FR User ID in the Delivery Officer Rego field; press tab and your surname 

will automatically appear. Select Queensland Health Scientific 
• Save 
• Click the back button and repeat for subsequent subsamples 

6. Complete an item exam on all child exhibits. Exhibit Analytical/Testing table -7 create 

exhibit test ; icon 

• In the process field select Item Exam 
• In the notes field type examination notes e.g. description of retained portion 
• Add a storage location (ERT-AS box) 
• Add tube lot number (unless portion is remaining in original retention tube, this 

should be noted) 
• Save 

7. Exhibit Analytical/Testing table -7 create exhibit test ; icon 
• In the process field select Result 
• Select the appropriate result from the dropdown menu labelled police report 
• Save 
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10.7 Appendix 7: Pooling of samples 

1. Complete an item exam on the parent barcode, create a RETAIN subsample for any 
retained portions (e.g. cigarette filter) and create an appropriate number of MISC 
subsamples. 

2. Convert MISC subsamples to child exhibits and complete an item exam for each (include 
the storage location and tube lot number). 

3. Create an Analytical note against each child exhibit stating, "Hold after EXT: sample to 
be pooled". 

Examinations 

RM 

Exhibit Analyti,caii/Testing 

2:5/04/2022 12:0 B 

25/04/ 2022 12 :28 

2:5/04/2022 12 :34 

2:5/04/2022 12:4 0 

Ite m Exa m Ha lf oi enti re fi lter pape r {filte r e ru:l of c iga rette) 

Resu l • Sam ple poo!e<:l and pmcesse u nde r -

Am lyt &cal Note • Hold after EXT. s a m pile to be pooled . 

Forensic Officer 

Figure 27- Exhibit Analytical/Testing and Examination tables for pooled samples 

Result 

POS 

4. Create a new Examination Record under one of the child exhibits, enter the new child 
exhibit barcodes that are to be pooled together into the ExhibiUs Examined field and add 
"For Pooling" in the Examination Notes. All other mandatory fields are to be completed 
as per a regular examination record. 

5. Save the Examination Record and ensure the Exhibits Examined field appears as per 
Figure 28. The examination record will now appear in the Examinations table for each 
child exhibit. 

fi lte r pape r fra m filter end [Cigarette lluU) GR20 1 " ns make d est s tree t 

fi lte r pape dram to l>acco end (Ciga r,ette Butt) G 2 0 1 urosm <> ked Test s t reet 

Figure 28 - Exhibits Examined 

6. Click the arrow Ed;;--(jl icon next to the edit button and select add related exhibit 

to the examination record, click the plus 0 icon to auto assign a new barcode (this will 
be the pooled barcode). 

7. Select the appropriate category according to what the parent item is. The Description 
and Located/Owner fields are auto populated. The remaining fields are to be completed 
as per usual processes. 

Note: No parent barcode is required. 
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Figure 29 - Registration of pooled sample 
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8. The sample will now appear on the POOLING review list for analytical to check and 
validate. 

Note: ER staff are not to validate the Pooling line on the pooled barcode as it triggers 
downstream processing actions in Analytical (see Figure 30). 

9. Add an analytical note to the pooled barcode "Please add to Quant worklist". 

10. It is not necessary to add any result lines to a pooled sample as automatic result lines 
are sent upon validation. 

Exhibit Analytical / l est ing 

26/ 0 4/2022 12 :34 

26/ 0 4/ 2022 12:41 Am ly t ical No<e 

Link Chart 

Figure 30 - Pooled sample on link chart 

11. Use the Exhibit Movement table to track the parent barcode to 'DESTROYED'. 
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10.8 Appendix 8: Standardised wording for request/tasks 

As each case I exhibit circumstance may be different, the wording below may be adjusted for 
content where appropriate. 

10.8.1 Male/Suspect clothing for semen: 

Date/Initials- Hello, 
Regarding exhibit XXXXXXXXX - AP positive fabric, the FR indicates that this is a sample of fabric 
from underwear belonging to the suspect and semen testing is required. For cases of alleged male 
on female sexual assault, Semen testing on male suspect underwear is not routinely performed 
given that the presence of semen is not an unexpected finding. Please confirm if semen testing is 
still required. The item has been placed on hold pending your response. 
regards 
Your NAME 

10.8.2 Adult Female undies for saliva testing: 

Date/Initials- Hello, 
Regarding exhibit XXXXXXXXX - underwear from complainant, this whole item/fabric has been 
submitted for saliva and seminal fluid testing. Saliva testing of the crotch area of adult female 
underwear is not routinely performed due to the high concentration of amylase present in vaginal 
secretions and faecal matter. False positive reactions, therefore, are likely. Please confirm if saliva 
testing is still required. The item has been placed on hold pending your response. 
regards 
Your NAME 

10.8.3 SAlK without medical notes or QP127 

Date/Initials- Hello, 
We have received a SAlK barcode XXXXXXXXX without any accompanying Medical notes or a 
QP127. These notes assist in determining how these exhibits are examined. Please confirm if 
notes were taken during the SAlK examination and if so please forward to Forensic DNA Analysis. 
The SAlK has been placed on hold pending your response. 
regards 
Your NAME 

10.8.4 Spelling of names on a SAlK doesn't match- paperwork/SAlK packaging/FR 

Date/Initials- Hello, 
We have received a SAlK barcode XXXXXXXXX which has discrepancies in the spelling of the 
complainants' name. The FR states XXXXXXXXX, the FMO notes state XXXXXXXXX and the 
SAlK packaging states XXXXXXXXX. Please confirm the correct name of the complainant. 
regards 
Your NAME 

10.8.5 Lubricant testing- is it required? 

Date/Initials- Hello, 
We have received a SAlK barcode XXXXXXXXX into Forensic DNA Analysis with medical 
paperwork that states lubricant (namely XXXXXXXXX) was used during the alleged sexual assault 
however; the box for FSS Chemical Analysis has not been ticked. Can you please advise whether 
lubricant testing is required and if so, can you please tick the FSS Chemical Analysis box in the 
Examination Section on the Exhibit Record page. Please be aware that if lubricant testing is 
required a sample of the lubricant used during the alleged sexual assault will need to be sought for 
comparison. This SAlK has been placed on hold pending your response. 
regards 
Your NAME 
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1 0.8.6 AP Blotting paper and AP fabric received at same time 

(note- if AP fabric has already been tested and is negative, do not use this wording) 
Date/Initials- Hello, 
We have received both an area of APpositive fabric (exhibit XXXXXXXXX) & the associated 
blotting paper (exhibit XXXXXXXXX) of the positive AP reaction of the same area. In our 
experience, the blotting paper used to perform AP testing does not yield informative results, and 
when AP testing with blotting paper is performed in our laboratory it is not retained for future 
testing. It is recommended that only the positive area(s) of the item tested be submitted for further 
testing. We are seeking permission to place the blotting paper (exhibit XXXXXXXXX) on-hold 
pending the outcome of DNA testing on the associated area of fabric (exhibit XXXXXXXXX). If 
informative DNA results are obtained from the fabric, we request that the blotting paper be returned 
untested. 
regards 
Your NAME 

1 0.8. 7 AP Blotting paper received and AP fabric already positive result 

Date/Initials- Hello, 
We have received both an area of APpositive fabric (exhibit XXXXXXXXX) & the associated 
blotting paper (exhibit XXXXXXXXX) of the positive AP reaction of the same area. In our 
experience, the blotting paper used to perform AP testing does not yield informative results, and 
when AP testing with blotting paper is performed in our laboratory it is not retained for future 
testing. It is recommended that only the positive area(s) of the item tested be submitted for further 
testing. As results have already been obtained for the associated area of fabric (exhibit 
XXXXXXXXX), we are seeking permission to return the blotting paper (exhibit XXXXXXXXX) 
untested. If this is acceptable, please mark the item with "No Testing Required"; alternatively, if 
testing is still required, please advise. 
regards 
Your NAME 

1 0.8.8 Discrepancy for exhibit record description (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Description in the Forensic Register 
states "ABC", however the Crime Scene Envelope states "X Y Z". Please confirm the correct 
description for this exhibit and adjust any Forensic Register records as necessary, or alternatively 
the item can be returned for your correction. This item has been placed on hold pending advice. 
regards 
Your NAME 

1 0.8.9 FR number discrepancy (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the exhibit is registered in the Forensic Register under 
FR number "1 2 3", however the Crime Scene Envelope states "3 2 1". Please confirm the correct 
FR number for this exhibit and adjust any Forensic Register records as necessary, or alternatively 
the item can be returned for your correction. This item has been placed on hold pending advice. 
regards 
Your NAME 

1 0.8.1 0 Discrepancy for exhibit record description (Item NOT placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Description in the Forensic Register 
states "ABC", however the Crime Scene Envelope states "X Y Z". Please confirm the correct 
description for this exhibit and adjust any Forensic Register records as necessary. 
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regards 
Your NAME 

10.8.11 Discrepancy in forensic category (Item placed on-hold): 

Date/Initials- Hello, 

WIT.0019.0012.1801 
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Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Forensic Category in the Forensic 
Register states "ABC", however the exhibit received with the Crime Scene Envelope is an "X Y Z". 
Please confirm the correct exhibit type and adjust any Forensic Register records as necessary, or 
alternatively the item can be returned for your correction. The item has been placed on hold 
pending advice. 
regards 
Your NAME 

10.8.12 Sample requires additional analysis confirmation (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, this item has been ticked as "Sample requires additional 
analysis (lubricant, fibre, glass, soil etc.)" with no additional information provided as to what form of 
additional analysis is required. Please advise the nature of the additional analysis required, or 
alternatively, if none is required, please uncheck. The item has been placed on hold pending 
advice. 
regards 
Your NAME 

10.8.13 Is semen or saliva testing required (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX. Due to the nature of this case could you please confirm 
whether semen or saliva testing is required. This item has been placed on hold pending advice. 
regards 
Your NAME 

10.8.14 Name missing from the Exhibit Description or Located/Owner fields (SAlK) 

Date/Initials- Hello, 
The Exhibit Record page for SAlK exhibit barcode XXXXXXXXX has no name listed in either the 
Exhibit Description or Location/Owner fields. This information is used (in conjunction with the 
exhibit barcode) as a second identifier when checking exhibit details. Can this information please 
be added to the registration of this exhibit so that testing may proceed. 
regards 
Your NAME 

10.8.15 Clothing located within SAlK 

Date/Initials- Hello, 
SAlK exhibit barcode XXXXXXXXX has been received. Upon opening, SAlK contains 1 x pair of 
socks and 1 x pair of underwear. The clothing will be repackaged in the SAlK and returned for 
examination by QPS Scientific. Alternatively, they can be examined by Forensic DNA Analysis, 
however whole item authorisation must be sought from an Inspector with details of testing 
requirements. 
regards 
Your NAME 
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10.9 Appendix 9: Incorrect exhibit tests 

If there is an error in the exhibit analytical/testing table, the line which contains the error 
must be marked as incorrect by the user who made the error, examples of this include 

• An incorrect exhibit result line has been selected 
• An incorrect examination has been performed 
• The examination is duplicated 

A line within the exhibit analytical/testing table can only be marked as incorrect by the 
examiner if it has not yet been validated. If the line has been validated, or it is a line that 
auto-validates, it must be marked as incorrect by a Senior Scientist. Note: If the line has not 
yet been validated then the examiner should delete all information within the record before 
marking it as incorrect. 

1. Click on the date/time hyperlink of the incorrecUduplicate process in the exhibit 
analytical/testing table. 

Exhibit Analytical / le-sting 

be rn Exa m • 

Figure 31 - Date/time hyperlink 

2. Click the arrow - icon next to the edit button and select "Incorrect Test. 

Case File IE:x.am inati(J flS: Case Ma n agenl.E nt 

Forensic No: - OP: OP FOR SAM 

Exhibit Testing- DNA 
.------~-----~---------------1 l.li Duplicat e Te.st 

,. Annotation from l em plate 

8 6 Part Barcode 
Testing I Analysis 

Figure 32 - Incorrect Test 

3. Click the [CLICK TO INCORRECT] bar. 

EC~ 
Figure 33 -Click to incorrect bar 

4. This process will now have a line through it in the exhibit analytical/testing table. As the 
result was not validated before being marked as incorrect, the orange traffic light will 
remain. 

EXhib it Ana lytical / l est ing X It 

22!04/2022 13 :0 1 lte 

2.il:, '8 !/2.8 %2. l q .5 1 

Figure 34- Incorrect exhibit test 
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Examination of Sexual Cases 

1 Purpose 

The purpose of this procedure is to describe the processes required for the examination of 
sexual assault cases by Evidence Recovery scientists and technicians in Forensic DNA 
Analysis, in addition to those described in QIS 33800 Examination of Items. 

2 Scope 

This procedure applies to all Forensic DNA Analysis staff that examine or interpret 
examinations of evidentiary items. This standard operating procedure is used in conjunction 
with individual methods for screening tests. Interpretations and limitations of reporting are to 
be found in each method. 

3 Definitions 

• Refer to QIS 23849 (Common Forensic DNA Analysis Terms and Acronyms) for a 
comprehensive list of abbreviations. 

• All references to microscopy, refer to QIS 17189 (Examination For & Of 
Spermatozoa). 

• All references to Acid Phosphatase (AP), refer to QIS 17186 (The Acid Phosphatase 
Screening Test for Seminal Stains). 

• All references to Phadebas, refer to QIS 33998 (Phadebas Test For Saliva). 
• All references to Tetramethylbenzidine, refer to QIS 17190 (Tetramethylbenzidine 

Screening Test for Blood). 
• All references to p30, refer to QIS 17185 (Detection of Azoospermic Semen in 

Casework Samples). 

4 Actions 

Refer to the general principles contained in QIS 33800 Examination of Items. 

4.1 Sexual Assault Investigation Kits (SAIKs) 

Before commencing the examination of a SAlK an examination strategy must be devised 
and reviewed in accordance with Section 4.12.1 of this document by different scientists that 
are competent to perform the examinations contained in the strategy. This strategy must 
include: 

• For each item to be examined, what biological fluid is to be screened for, 
• Items which require no further action, 
• Sample submission strategies (i.e. extraction type, pooling, retain supernatant for 

Phadebas testing etc.). 

The following are general principles which are used to develop examination strategies for 
SAIKs, however these principles must be considered within the context of the case history: 
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• Where the complainant is a minor or has an intellectual impairment, which may 
mean that the provided case history is unreliable, all possible offence scenarios are 
considered, 

• Where the complainant is an adult who has lost consciousness, has impaired 
memory or has consumed alcohol or drugs prior to or during the offence which may 
impact on memory, all possible offence scenarios are considered, 

• Consider previous intercourse with same or different partner, prior to the offence. 
For digital only female complainant cases with prior intercourse, submit external 
swabs for diff lysis with no presumptive testing. 
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• For male offender SAlK swabs, consider submitting penile swabs for diff lysis where 
the victim has had previous intercourse with another person, 

• Consider the number of offenders- for male SAIKs consider submitting penile 
swabs for diff lysis (with no presumptive testing) to separate epithelial cells and 
spermatozoa, 

• Samples taken from areas of biting, licking or kissing (or other oral contact) are 
submitted for presumptive saliva testing (retain supernatant). This does not include 
swabs taken from the mouth (internal or external), anal and vaginal areas which 
may give false positive results, 

• Internal and external vaginal swabs can be submitted for retain supernatant only if 
the female is under 16 years old, 

• For internal swabs on adult females (16 years and older), an Analytical Note for the 
Epithelial Fraction to be processed as "Extract and Hold on EFRAC" is required. 
This rule applies for both SAlK swabs and PM SAlK swabs. This does not apply to 
priority 1 samples. 

• If an oral swab has been received which is labelled as a reference, the SAlK is to be 
placed on hold and a request/task sent for further advice from QPS. If QPS advise 
that the sample is not required as a reference it can be examined accordingly with 
the other SAlK contents. 

If FMO prepared slides are received within a SAlK, the following workflow applies: 
• Where the swab and smear are clearly labelled the same (can be identified as 

matching), create a microscopic entry under the swab barcode and record the slide 
labelling details in the notes field. Stain and examine the slide, if sperm is observed 
the diff slide from the examined swab does not require reading after extraction. 

• In the instances where the pre-prepared smear is microscopy negative, proceed 
with routine processing. 

• If the swab and slide cannot be connected (e.g. unlabelled or labelled differently) 
register the slides as separate child exhibits and perform microscopy. Proceed with 
routine processing of the swabs. 

Additional items such as pads, tampons or fluid samples received within a SAlK are to be 
examined at the same time as the rest of the SAlK samples, refer to section 4.5 for testing 
requirements for sanitary items and section 4.20 for examining fluid samples. 

If there are any issues relating to the collection or documentation of a SAlK, send a 
requesUtask to the forensic officer or to SSLU, refer to QIS 33771 to create and complete a 
request/task_and QIS 33800 for standard wording. In some cases the FMO I FNE (direct or 
through SSLU) may need to be contacted. Examples of issues include: 

• Missing paperwork 
• Insufficient case history to determine an examination strategy 
• Labelling issues/inconsistencies 

If serum coated, charcoal swabs, expired swabs, or other unsuitable swabs/media are 
received notes must be made in the item exam of the affected swabs detailing the type of 
swab submitted. An analytical note must be added for swabs that are received in transport 
medium. 

Refer to appendix 8.3 for the workflow of presumptive/screening testing of SAIKs. 

4.2 Acid Phosphatase (AP) Positive Fabrics 

Refer to appendix 8.3 for the workflow of presumptive/screening testing of AP positive 
fabrics. 
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AP positive fabrics are submitted by QPS. The AP positive area/s should be clearly marked 
on the fabric, refer to the QPS images for guidance if necessary. If the fabric is not marked 
then the entire item should be sampled, including both sides of fabric. 

AP positive fabrics should be submitted with an additional area surrounding the circled AP 
positive area to enable the examining scientist to safely hold the fabric during sampling. 
When a large AP positive fabric has been received it may be necessary to divide marked 
area/s into sections for separate sampling. Examining scientists are to liaise with the senior 
scientist if a fabric requires more than 3 samples to be taken. 

Images of AP fabrics must clearly indicate the side that is being photographed (e.g. side A 
or B). If a fabric has no marked areas and both sides of the fabric cannot be visually 
differentiated, the examiner should label or mark the fabric so sides can be easily identified 
if a further examination is required. If a fabric contains a seam which can be identified as 
the 1/S or 0/S, this should be noted in the item exam. 

The entire marked area must be sampled no matter the sampling technique (scraping, 
excision, tape lifting or swabbing). Extreme care must be taken during sampling to 
avoid sharp related injuries. 

Refer to appendices 8.5 and 8.6 for standard labelling of AP positive fabrics. 

4.3 Semen in-tubes 

Refer to appendix 8.3 for the workflow of presumptive/screening testing of semen in-tubes. 
All in-tubes that require semen testing are to be examined by scientists only. If semen in­
tubes are stored in an in-tube box, they must be transferred to an items box and added to 
the examination worklist. If an in-tube check has been completed the tube must be stored to 
an ERT-AS box and transferred to an examination bench. If an in-tube check has been 
performed but has not been validated it must be validated by the scientist performing the 
examination. Three scenarios are as follows: 

• In-tube contained within CSSE, no in-tube check performed 
• In-tube removed from CSSE, in-tube check performed 
• In-tube contained within CSSE, in-tube check performed 

1. Track ERT-AS box, the in-tube or CSSE to an examination bench 

2. Check the image/s of the CSSE to ensure the details match the FR 

3. Remove the tube from the CSSE if necessary, sign and date the opening 

4. Create an item exam as per appendix 8.3 and describe the tube and contents, note any 
staining visible if the item is a swab and if a tape lift has been received note whether it 
appears used or not. 

5. No tube lot number is required on the item exam as the sample will be submitted in the 
original in-tube. Scan the ERT-AS box into the storage box ID field. 

6. If the sample received is a swab, all the swab material is to be cut from the stick and the 
stick disposed of. 

7. Follow steps 4-9 in section 4.12.6. 

8. Refer to section 4.18 to add a result line. 
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4.4 Condoms 

Refer to appendix 8.3 for the workflow of presumptive/screening testing of condoms. 

A condom should be described in terms of "0/S surface as received" and "1/S surface as 
received". Describe any fluid that may be present on or within the condom. Measure the 
length and diameter and describe any damage, colour, patterning and translucency. 

Collect one wet and one dry swab from the 0/S and 1/S surfaces of the condom. If fluid is 
visible within the condom then only a dry swab is needed for the 1/S surface. Combine the 
1/S wet and dry swabs into one tube and the 0/S wet and dry swabs into another tube. 
Note: When sampling the swabs, to ensure that there is not excess substrate submitted, 
sample the entire wet swab material, but only submit the outer layer of the dry swab. 

4.5 Sanitary Pads and Tampons 

Sanitary pads are AP tested on the side worn in contact with the skin. 

The body of a tampon is cut through the middle and splayed out. The outer sides that were 
in contact with the skin are to be AP tested, including the string. 

4.6 Post-mortem Samples 

Refer to appendix 8.3 for the workflow of presumptive/screening testing of post-mortem 
samples. 

PM samples may include sexual assault swabs and/or slides (high vaginal, low vaginal, 
vulval etc.), pubic hair, head hair, fingernail clippings or scrapings. The testing requirements 
are to be confirmed by QPS prior to sampling. 

Refer to QIS 34300 Examination of post mortem and associated samples from deceased 
persons, for further detail on post mortem examinations. 

4. 7 Clothing and Bed sheets 

Refer to appendix 8.2 for different scenarios and required result lines for whole item AP 
testing. 

For large items, an examination strategy should be formulated based on the case history and 
if necessary, in consultation with the QPS. This must be recorded in the item exam or as a 
notation in the FR. 

If the case history suggests that the item has been washed, then it may be necessary to 
perform microscopy only considering the water-soluble nature of AP and p30. 

When describing the 1/S, 0/S, right side or left side of a garment; examiners should be aware 
that these terms are used in relation to 'as would be worn'. 

4.8 Wet and Dry swabs- QPS submitted 

When wet and dry swabs are received from the same site (e.g. high vaginal swab from a 
SAlK, an item) submit each of the swabs separately. 

4.9 Multiple Presumptive/Screening Tests 

Consideration should be given to the order in which screening tests are conducted in order 
to conserve the possible biological material on an item. Where both AP and Phadebas 
screening tests are required, perform Phadebas testing on the exhibit first (using 
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commercial paper), once the Phadebas test is complete the Phadebas paper can be 
sprayed with AP reagent. 

4.10 Penile Swabs 

The presence of spermatozoa on penile swabs is not unexpected. These swabs are 
generally submitted for cells only, however where the case history indicates multiple 
offenders, or the female has had previous sexual contact, they should be submitted for diff 
lysis with no semen screening performed. 

Samples that are submitted straight for diff lysis only that do not require semen screening 
must have an analytical note "Quant and Amp on SFRAC and EFRAC" (refer to section 
4.13). 

The diff slide is not read for these samples, microscopic process notes are to be removed 
and replaced with 'slide not read at this time' should be added to the microscopic process. 

4.11 Lubricant Testing 

If the lubricant box has been ticked on the SAlK paperwork, QPS must indicate whether 
lubricant testing is required prior to examination of the SAlK. The SAlK must be placed on 
hold and a request/task must be sent to the forensic officer or SSLU by the validator or 
examining scientist, refer to QIS 33771 to create and complete a requesUtask_and QIS 
33800 for standard wording. Note: Lubricant testing cannot be performed if Phadebas 
supernatant testing is also required. Refer to section 4.19 for the lubricant process. 

4.12 SAlK examination 

4.12.1 SAlK examination strategy 

1. New SAl Ks will be listed on the received worklist, click on the DNA f3icon and select 
worklist to view the received worklist. New SAIKs will be tracked to freezer shelf 2 
(FDNA-EXFZ-0002) and the SAlK paperwork will be located in the ER in-tray. 

2. On any page, click the key identifier search IJ icon and scan the barcode attached to 

the SAlK paperwork, press enter or click search. In the files table click the D icon to 
open the FMO notes pdf. The download box will appear in the bottom left corner. 
Compare the physical and electronic notes to ensure all pages are scanned, scan and 
upload any missed pages to a case file notation (refer to appendix 8.7). If a case file 
notation has been created by FPP but no scanned notes are present, FPP will need to 
be contacted (3096 2962) to upload the notes. 

3. Review the FMO notes and ensure any identifiers on the paperwork match the FR 
exhibit record and forensic case file record pages. Ensure the patient the SAlK was 
collected from is visible on the exhibit record page in the description or location/owner 
fields. 

4. Scroll to the exhibit analytical/testing table on the exhibit record page and ensure the 
priority is listed as either P1 (if requested) or P2, if the SAlK is listed as P3 a 
requesUtask will need to be sent to SSLU requesting that the priority be changed. 
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5. Click the create exhibit test P icon in the exhibit analytical/testing table and select a 
notation from the process field. 

6. In the notes field type the examination strategy for the SAlK. 

Testing; I Analysis 

Pmcess. * Start D.ate * End Date * Sam p!e Dura tion * 
Notat ion v 14/ 04/20 22 11 :33 dil 14/ 04/ 202 2 11 :33 dil 00:00 

Sub!O 0 Su~Type Re-quest Na Ex a mina t[on I D 

S up pl ie:s 

Testing; Deta il 

Notes Q 

SA l K exami nat ion strat egy : 
Ex amine hig h vaginal , low vag ina l and v ulva l swa bs fo r sem en. 
NFA on cont ro l swa bs . 

/ 

Attachment : I Choose Fil es I No flle chosen 1887 characters left. 

Storage Box ID Positio n Tube Lo t No Vo lu me (IJ L) Priori ty 

I Image Class ifica t io o 

0 Ex pli:c it Im a ges 

Worklist 

Te-dm iqlle Me thod S ou r.ce 8atch I Ra ck ID 

Examination v Item Exam 

Figure 1 -SAlK examination strategy 

7. In the worklist table select Examination from the technique dropdown menu and Item 
Exam from the method dropdown menu. 

8. Click on the save button. 

4.12.2 Validation of SAlK examination strategy 

1. The examination worklist will indicate SAIKs that require examination. 

2. Click on the exhibit number of the SAlK to be examined, navigate to the exhibit record 
page and read the FMO notes, which can be found in the "Case Management Reports" 
table. 

3. Scroll down to the exhibit analytical/testing table, find the relevant notation and click the 
date/time hyperlink. 
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Exhibit Analyti,call/ l est ing 

1• SAIK ex ami nation st r i:ll teg y: Exam ine high vag inal, low va ginal 
and vulval swabs f .• • 

• Item Exom 

Figure 2- Hyperlink to notation 

4. Read the SAlK examination strategy in the notes field. If you do not agree with the SAlK 
examination strategy discuss with the scientist who created the strategy, they can edit 
the original notation if necessary. 

5. Once you are satisfied that everything is correct and you agree with the SAlK 
examination strategy click the edit button. 

6. In the notes field add an additional note to agree to the examination strategy. 

Test ing I Analysis 

Process. * S~art D.ate * End Dat e * Sam p r.e D ur-ation * 
Not at ion 14/04/20 22 11 :33 II 14/ 04/2 022 11 :33 1111 oo:oo 

i Su i>Type iRe uest No ina tton ID 

! Equ ip ent i S uppl ies 

Test ing Deta il 

Not es 

~ exam ination st rat egy: 
Examine high vaginal, low vagiina l and vulval swabs for semen. 
NFA on cont ro l swabs. 

Agree wit h SAl K examinat io n st rategy. 

0 

/ 

Atta chme nt : I Choose Files I No lile chose n l 84 7 characters left. 

Figure 3- Checking SAlK examination strategy 

7. Click on the save button. 

4.12.3 Description of SAlK packaging 

1. Retrieve SAlK from the freezer location and track to an examination bench in the 
evidence recovery laboratory via exhibit movement. 

2. Photograph the packaging and upload images to 1:\FR Images. 

3. Scroll down to exhibit analytical/testing table, click the create exhibit test P icon. 

4. In the Testing/Analysis table process field select Item Exam from the dropdown menu. 

5. In the packaging and sample assessment notes field tick the "Seal and Packaging 
Intact" box if this is the case. If the packaging and seals are not intact use the notes 

Page: 8 of32 
Document Number: 33798VB 
Valid From: 1710512022 
Approverls: Cathie ALLEN 

~ QueenslaJtcl736 
Qlf Governmeh( 



WIT.0019.0012.1811 

Examination of Sexual Cases 

field to describe the nature of the packaging and seals. Note: The "Sample meets 
requirements" box is specific to in-tubes and is not to be used for Item Exam's. 

6. It is standard practice for FPP to open SAlK packaging to retrieve paperwork prior to 
delivery to Forensic DNA Analysis. Note whether the packaging has or has not been 
opened including if it has been re-sealed, signed and dated. Describe any labelling on 
the SAlK packaging, it is acceptable to state "labelled as per images". List the contents 
of the SAlK and for each item state whether it is to be examined or not. If all contents 
are labelled with identical printed labels, this can be detailed in the notes field and 
referred to in each of the subsequent examination notes. 

Test ing;/ Analysis 

Process: * S ta ri Date * End Oa te * 

Item Exam v 14/ 0 4/ 20 22 ll :4 0 • 14/04/ 2022 11 :4 0 llll 

Sub!O 0 

v 

I Eq~ i pment i S upplies 

Test ing; De1ail 

Pa c kaging .a nd S.amp le Ass esm e nt Notes 

0 IPac:kag ing ma~ches Ex hi hit [m age 0 S e a l a nd Pa ckag ing I 11tad 0 Sam p fe m ee ll:s re Quirem en ts 

S"L-sa h N ot-es C ig.a re tt e- Butt Nobes 

St3 in ing I nten s ity Sa mp le d Type Con clit ion 

O F~II O u 9 r.t O h n 0 Ma nufa ctu red O s mo lced 

0 3/4 Sw<l b 0Me!ltum 0 1/2 Swa b 0 <l nd Ro lle d (NF) O e umt 

0 112 s . ,., b 0 ea vy 0 Sta ine d a re a 0 a nd a ile d ( F) 0 Sta in ing 

0 Ttp 0 Fla tte ned 

ON one 0 Stu bbe d 

Notes 

The packaging and sea l w ere observed to be in t act as per images tak en by exam iner, t am per ev iident sea l not signed 
or dated . 
QPS Property Tag attached t o front of SAE K with st icky tape. 
SAI K has been opened, re-heat sea led ; signed and dated . 
SAI K labelled as per images. 

SAI K contains: 
3 x swabs 
- 1 x High vag inal sw ab - exam ined 
- 1 x Low vag;inal sw ab - ex amined 
- 1 x Vulval swab - ex am ined 

Q 

/ 

Atta dhment : I Cl10ose Files I No fil e ch osen 159 8 characters I eft. 

Figure 4- Description of SAlK packaging 

7. Click on the save button. 

4.12.4 Description of SAlK contents and image upload 

1. Click the Examinations tab. 
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2. Click the add button. 

3. Change the start time to a time before images were taken. In the duration field add an 
estimate time for the examination. 

Case Fil e Examinat ions Case Management Exhibits 

Forensic No : •••• QPRIME: - Cance l 

Examinat ion Record 

Tra ve l Fore 11sic Officer Sup:e rviSCJ r E.x.am Result 

00 :00 O Ne g @ pos 

Figure 5- Examination Record Time and Duration fields 

4. The following check boxes must be ticked as this is required for compliance with 
software requirements: Examination location - General, Recording Method - Photo 
General (can tick Photo Explicit if images are of a sensitive nature) and No Case File. 

Ex::~~mi natio n Location - Scene I Subj ect Ty pe, * e 
Fore ns ic a nd S ci en t ific S ervices 

1!3 Ge ne ra l ID PErson ID ve hid e I Nu m be r of Late nt Prints Gollect e d I 

Physic.a l Exam Chemical Exam Roecording Me t h.od Comp.a ris:on I De-berm in-3t ia n Proc:e:s:seo:s: 

0 P 'o~;.J de.r 0 F/ Print ~ Pil(J to Ge ne .-a l 0 Latent F/ Print 0 D Dcr.um en t 0 Film Proc ess 

0 Swab/Sa m ~ le D TMil/ Coml> r 0 Pn~ to Ex~ l i c:it 0 l' olma rk I lD 0 Glass 0 Printing 

0 Cya noac ryl.abe, D Lc v 0 Tax i Ca m er-a 0 Shoe I Tyre 0 Polymer 0 Enll.a nc:em ent 

0 M icrosc:a~ic 0 GSR O uv/ IR 0 Ekl•t.3 n[ca l 0 Bto i(Jg ica l 0 30 P'r(J ce:ssing 

0 Elect ro nic D A~ O vi eo 0 Sig n at ure 0 f!.l..ltile nt icat ion 0 Sca n 

0 Gel ift 0 Hem aT.-ace O ccrv 0 Hand \"t rit i ng 0 Bf[)od P"atte11n 0 Audi<>/Video 

0 Tape· Lilt 0 P30 0 3D Imaging 0 Hair 0 Pnys ica l Fit 0 Duplic 3tio n 

0 1a Sea 0 L!Jmino l O cast O veilid e ID O wea p n 0 CO MFIT 

O x-Ray 0 Re:=.t o•r.atioll D m1s 0 s kele!al / Ent 0 Exp lo:; ive 0 UneUp 

0 Forensic Li.g h t r3 N o C~:; :e- Fi le O c ne ica l O i'ire O vtc 

0 Mech.a nical VIU 

Figure 6- Examination record check boxes 

5. In the Examination notes field type a summary of the SAlK contents including items not 
examined such as unused swabs etc. Note: Abbreviations such as HVS or LVS cannot 
be used. Do not state "examined" or "not examined". 

6. In the exhibits examined field, scan the SAlK barcode. 

,----­
Exam ir.aticn Notes 

~conta ins : 

3 x swabs 
- 1 x high vaginal swa b 
- 1 x low vagina l swab 
- 1 x v ulval swab 

-

Figure 7- Description of SAlK contents 
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7. Click on the save button. 

8. Click the arrow Ed~~ icon next to the edit button and select upload 

files/images. 

9. Alternatively scroll to the images table and click the upload images plus icon. 

10. The examination file upload box will open, click the add files button 
+ Add Rles 

Forensic No: - QPRI MIE Cancel 

Examination FHe Upload 

Select files 
Add fi les to the upload queue and crick the start button. 

Fil e n ~m e Size Status 

Drag fi les here . 

c:Q Add Fi!fDJ> "' start Upload Ob 

Figure 8- File Upload table 

11. Navigate to 1:\FR Images and find the relevant packaging images. Multiple images can 
be selected by holding down the Ctrl button. Click open. 

12. Click the start upload button. 

13. Once the images have uploaded click the save button. 

4.12.5 Registration of SAlK contents- creating child exhibits 

1. Click the arrow Edit ~icon next to the edit button and select add related exhibit. 

2. Click the plus 0 icon in the forensic exhibit no field to auto assign a new barcode. 

3. Choose the forensic category (e.g. swab). 

4. Type in the description (e.g. high vaginal) Note: Abbreviations must not be used. 

5. The Located/Owner field will auto fill from the parent item, any information that is not 
required can be removed. Any additional details in the description field of the parent 
item must be manually transferred. The located/owner field should indicate ownership, 
for example "SAlK- name of complainant". 

1435 
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6. The parent barcode field will auto fill. 

7. Tick the Admission/lntel and Sample has been collected in strict compliance with 
CSE101 Biological Evidence boxes. 

Case Fil e Ex am inat ions Case Mana gement Exhibits 

Forensic No : - QPRI ME: 

Add E~h i b i t 

Fore l'lds[c Exh ibit No * 0 Fo re nsic C at e<g o ry * 

AUTO ASSIGN S wa b 

Locate;::] I Own er ( ind udE na m e a n.d d ot. t.[) identify O't\ln ersll ip Kl r exll ib it s requ i r i r1g DNA ~.n alys is) 8 * 
SAl K - S he<a Vi ctim 

Exll i~ i t Notes & Aila ly sis Adv ice 

Pa rent Ba rc ode Property Ta g Exa mination IO -I Gontro VMasle r St ora ge Exnibit s 

O w ne r.s hip I Re la t im 'Jjs ll ip I IP rio r- itisa t io n 

0 Sus pect 8 
O victim 8 , 
D u n nown 8 
DLow 8 

Fo r-e ns ic Biology An<a lyt ica l Ad vic e 

0 Entry I Exit 

£ Wea iP on I Im ple m e nt 

I ~ Ad miss io n I I 11te l 
(Principal Exnibit ) 8 

-
Exa mina tio n Sectio n 

0 An.alytic.a l Se rv i~e_s 

0 Sa l l fts~ics Sectio n 

0 Docum12ont Exa m ina t ion 

0 Maj or Crim e Unit 

0 Sa pr,e o r- sa p iing a rea as been :S~ je cted to a fingerprinit exa m ina t io n ( Po'\otd e r o r Ch e m ica l) 

0 Sa pr,e o r- sa p iing a re a as been '\>'ta-s i1ed o r d ilut e d 

0 Sampr.e o r- sam iP iing area ma y be se mina l tl 11.1 id , a n a lys is io r Semen ( Microscopy &.DNA) is re qu:est e<d 

0 Sampr.e o r- sam pling area may be :s:a liva , a na ly s is fa.- S.a liv;a (a -Amylase & D NA) is re qu est e d 

0 Sampr.e n:!qLJires a d!dit io 11a l a n.a lys is ( lu b rica n t.. fi b m-e , g lass , sa il e t:c .) 

1l!'J Samp"• ~as be~ n co,llec!ed in ~trict comp lia nce '" it n CSE 10 1 Biologi<"<l l Evidence [Required ] 

Figure 9- Adding Child Exhibits 

8. Click on the save button. 

9. To add more child exhibits, click on the back button. 

Cancel -

500 characters left 

Fo rensic Offlc:: r 

0 E=ingem-p r i n.t Bu r.ea u 

0 IP I-Io t <liiJ ra ph ic s ,ect i(]n 

l!'J f SS DNA a ly s is 

0 f SS C he m ic a l Ana ly s its 

10. Click the plus 0 icon in the forensic exhibit no field to auto assign a new barcode and 
edit the category and description of the 2nd child exhibit. 

11. Click on the save button. 
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12. Repeat steps 9- 11 for every component of the SAlK. 

These steps are not required for SAlK components that do not require examination, for 
example control swabs. 

Note: To add an additional child exhibit after completion of the above steps, return to the 
Exhibit Record pag~the exhibit, open the examination from the Examinations table, click 

the arrow Ed tt_~icon next to the edit button and follow the steps above. 

4.12.6 Examination of SAlK swabs 

1. For each item in the SAlK perform the item exam procedure. Refer to SOP 33800 
Examination of Items for detailed procedures. Ensure to add: 

a. The Tube Lot number and Storage Box ID (position will autofill) 

b. Any labelling present 

c. Sampling details 

Testing I Ana lys is 

Process * Sta rt Da t e * End Da t e * Sam p!e Dura tion * 

Item Exa m v 14/ 04/ 2 022 11 :0 0 lliJ 14/ 04/ 2022 11 : DO lliJ 00 :00 

s ,bro 0 Su bTy pe Request No Ex a m i111a t io111 1 D 

S upplie:s: 

Testing Deta il 

Pa c ka g ing a nd Sa mp le Assesm e nt No tes 

0 Pa d ::a g ing m a tches &hi bit im a g e 0 S e a l a nd Pa ck a g ing Inta ct 0 Sam p fe m eets requi r-em e nts 

Sw a b N ote:s C ig arette 8 utt Notes 

Sta in ing I nte ns ity Sa mp le d Ty pe 

1!'.1 full 1!'.1 ugnt 1!'.1 full 0 Manufa ctu re d 

0 3/ 4 S>ta b 0 Mediu 0 1/ 2 S>t ab 0 Ha nd Ra iled (NF) 

0 1/ 2 S1i'ta b 0 He" "/ 0 Staine d a re a 0 Ha nd Ra iled (F) 

0 Tip 

DN on e 

Notes 

Swab labe lle d wit h handwritte n '- VICTIM ce rv ica l wet ". F box tic ked . 

The e nt ire swa b head was sta ined ye llow in colou r. 
The swa b he ad was lig ht ly stained . 
The e nt ire swa b head was s am pled for furthe r a na lys is . 

Suspens ion crea te d wit h t he addit io n of 400 J!b na no H20 . 
200 ul of s up e rn ata nt re ta ined. 

Attachment : I Choose Fil es I No fll e chose n 

Figure 10 -SAlK swab item exam 
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2. Perform any necessary TMB presumptive testing as needed. 

3. Place sample in a 1.5ml tube (for diff lysis) or 2ml tube (for cells) and label. 

Note: Steps 4- 9 are for samples that require semen screening only. 

4. Add 400ul of nanopure water to the tube to form a suspension 

5. Vortex mix thoroughly 

6. Incubate on a hot block at 30°C for 15 minutes. 

7. Vortex mix the sample and spin using the centrifuge for 3 minutes. 

8. Register a 'RETAIN' subsample and print a tube label. 

9. Pipette 200ul of supernatant and transfer to a new 1.5ml tube and store frozen in the 
p30 supernatant box 1. 

4.13 Analytical notes 

An analytical note e.g. "extract & hold EFRAC" must be added to each sample if required. 
For "quant & hold" samples submitted for diff lysis (e.g. cold case samples) it must be 
specified in the analytical note that this applies to both the SFRAC and the EFRAC. 

1. Scroll down to the exhibit analytical/testing table and click the create exhibit test I' 
icon. 

2. In the Testing/Analysis table process field select Analytical note from the dropdown 
menu. 

3. Use the notes field to type the comment for the analytical team. 

Testing I Ana lysis 

Process: * S ta ri Da t e * End Dat e * 

Analy! ical Not e v 14/ 0 4/20 22 11 :02 dll 14/ 0 4/ 2 022 11 :02 dll 00:00 

S u b!O 0 SubTy pe Exa mina t io ll .i D 

I Equ ipment S upplie:s 

Testing Deta il 

Notes 

Ext ract a11 d Ho ld EFRAC 

[J 

/ 

Attadhment : I Choose Files I No fil e ch osen 1978 characters left . 

Figure 11 -Analytical note 
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4. Click on the save button. 

Note: Analytical notes will auto-validate and do not require validation from a second 
scientist. 

4.14 Drop Sheets 

Drop sheets need to be registered regardless of whether they appear used or not. If the 
drop sheet is marked "not used" (or similar), registration or examination is not required. 

1. Ensure the category is 'Paper' and the description is 'Dropsheet' when registering. 

2. Add an item exam, include any packaging and labelling details as appropriate, state 
what is visible on the drop sheet- if it appears used or unused. State if any possible 
hairs are present "No possible hairs present- NFA". 

3. If any possible hairs are visible, they must be collected and placed into a CSPB, a 
'MISC' subsample must be created (refer to 33800 for creation of subsamples) and the 
CSPB labelled with the subsample barcode. The number of possible hairs collected 
must be noted in the item exam and subsample notes field. 

4. Note in the item exam that the CSPB containing possible hair/s has been retained 
within the dropsheet CSPB. 

5. The result line 'HAIRNFA: Hair located- not examined as this time' must be added to 
the dropsheet barcode. 

4.15 Finalisation of SAlK examination 

the freezer returns location 
lubricant testing. 

ackage, seal, sign date 
or to freezer box 4 

Store all samples to an ERT-AS box if not already stored during examination, track the 
ERT-AS box to and place into the hatch for collection. 

4.16 Microscopy of diff slides 

to 
for 

Refer to QIS 17189 (Examination for and of Spermatozoa) for staining and examination of 
microscopic slides. 

Refer to Appendix 8.4 for the diff slide process. 

4.17 p30 testing 

If microscopy is negative for spermatozoa, add a new exhibit test and select 'Presumptive' 
and select the p30 supernatant subsample barcode from the dropdown list in the Sub I D, 
type "p30 required" into the notes field and click save. 

Note: P30 testing is not required on AP positive fabrics that have been sectioned and one or 
more sections are positive for spermatozoa. Add a notation "p30 not performed as alternate 
section <barcode> is micro pos for sperm". 

1. Click the DNA 18icon and select "Worklist", click the "Worklist" tab and select 
"Awaiting Review'', "Presumptive". 
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2. Click and open only the presumptive tests created by the person performing p30 testing 
as other presumptive tests from examinations may appear on this list. 

3. Refer to QIS 17185 to perform the p30 test 

Note: If a p30 kit is faulty (e.g. control line doesn't appear) create the presumptive record but 
don't select a result. Enter the batch number of the p30 kit in the reagent field and add a 
comment in the notes section. 

4. Edit the presumptive and add the p30 reagent code into the reagents field, select the 
appropriate radio button and remove the comment in the notes field. 

5. Follow section 4.18 and refer to appendix 8.1 to add and select an appropriate result 
line. 

Create an exhibit movement for each used p30 supernatant tube and discard. 

1. Navigate to the Forms/Toolbox icon and select "Batch Move Exhibits" 

2. Scan each supernatant tube barcode into the "Exhibit Movement" table. 

3. In the location field select "DESTROYED". 

Exh ibit Movem ent 

Exl1 ib i ~ Barco de Nu mbers ii 

M ovement Det ails 

De live ry Officer- Na N a m e S ta tto n I 0 rg1a n is a tion Trac ki l'\9' I D 

Da te Con t in u ity O fficer Sl-lelf / 8enc..h 

14/ 04/ 2022 11 :05 -

SGT Krislina MORTON 

St o rage Box & Posit io n 

Dab: S tora g e Box ID Positto n (e g . AOl ) 

14/ 04/ 2022 

- {Austra lia/Brisba ne ) 20 22-04- 14 11:0 5 165 .86.71 .72 :518 57 20 i8 

Figure 12 - Batch Exhibit Movement 

4. Click on the save button. 

A box audit must be performed on the p30 supernatant box 1 each week to ensure samples 
have not been missed. 

Positive microscopy p30 supernatants are to be transferred to appropriate month box to be 
stored for 3 months. 
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On the first day of the month the person rostered on slide reading is to audit the oldest p30 
retain supernatant box and send tubes to "DESTROYED" as per steps above. If tubes are 
present within the box that have had a NWQPS result line added prior to extraction the p30 
supernatant tube must be transferred to the long term freezer storage box located in freezer 
box 3 

4.18 Result lines 

Add a new exhibit test to the exhibit analytical/testing table and select "Result", use the drop­
down menu to select the appropriate result line and click save (refer to Appendix 8.1 and 
8.2). 

4.19 Lubricant testing 

1. If QPS have confirmed the SAlK requires lubricant testing, each child exhibit must have 
an Analytical note added during examination that states: 

"All substrates[swabltapeliftlscraping/excised], spin baskets, supernatants and any 
remaining tubes (that do not contain DNA extract) need to be retained and returned 
to ER to be submitted to Trace Evidence for lubricant comparison examination". 

2. All samples for lubricant testing must be added to the extraction worklist "Diff 
Retain Supernatant". The SAlK must be tracked to freezer box 4 
after the examination. 

3. Each Wednesday, the Scientist rostered on supernatant testing must check the Trace 
Evidence worklist and freezer box 4 for samples that require lubricant testing, they are 
responsible for packaging the samples for transfer. 

4. Analytical will store the Trace Evidence sam 
lubricant testing in allocated boxes namely 

- All tubes from the child exhibit are per row 
box, only tubes with subsample barcodes (SUPNAT and SPIN) will be stored in FR. All 
other tubes will be labelled with the child exhibit barcode. E.g. All components from a 
high vaginal swab will be stored in positions A01 - A08 and components from a low 
vaginal swab will be in positions 801-808. 

5. Retrieve the storage box from Analytical and the SAlK from freezer box 4 
-and transfer both to an examination bench. 

6. Perform a subsample movement for the 'SUPNA T' and 'SPIN' barcodes relating to each 
swab site from the SAlK and track to or 'Stored in primary packaging'. 

7. Package all components of each swab site in a CSP8 together, label each CSP8 with 
the child exhibit barcode. E.g. all tubes relating to the high vaginal swab are packaged 
together and the CSP8 labelled with the high vaginal barcode. 

8. Take a photo of the sealed and labelled CSP8s for each swab site and upload the 
photo to a notation on the SAlK barcode. All individual CSP8s can be photographed 
together as long as the label of each is clear. 

9. Place individual CSP8s into a larger CSP8, seal with evidence tape, sign and date the 
seal and label with the SAlK barcode. 

10. Create a notation under the SAlK barcode and describe the packaging and the 
contents. 
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a. Example for a high vaginal swab: 1 x tube labelled SUPNAT XXXXXXXX, 1 x 
tube labelled SPIN XXXXXXXX, 4 x tubes labelled with barcode XXXXXXXX 
from the high vaginal swab packaged together for lubricant testing. 

11. Open the SAlK packaging and place the large CSPB inside the SAlK packaging, reseal 
the SAlK following standard procedures. 

12. If there are extraction control tubes stored amongst the SAlK tubes within the storage 
box, these will need to be sent to Forensic Chemistry. Only the 'SUPNA T' subsample 
will be stored within the box, this sample will need to be converted to an exhibit for 
tracking purposes. Follow step 8 of appendix 8.3 to convert a subsample to an exhibit. 

13. Place the extraction control supernatant into a 5ml tube and label, place the 5ml tube 
into a HSPB, heat seal, sign, date and label. Enter a notation on the negative extraction 
control to state 'supernatant XXXXXXXX sent with SAlK XXXXXXXX for lubricant 
testing'. Add a notation to the supernatant barcode and detail the packaging and 
contents, upload an image of the packaging. 

14. Attach the HSPB containing the negative extraction supernatant to the SAlK packaging 
with staples. 

15. Enter the SAlK barcode and negative extraction supernatant barcode to the exhibit 
transfer manifest form QIS 36268. Print and complete the packaged by field, another 
Scientist must review the contents and complete the exhibit list reviewed by field on the 
form. Scan and upload into FR the transfer manifest form as a case file notation on the 
SAlK (refer to 8.7). Attach the exhibit manifest form to the SAlK packaging with staples. 

16. Track the SAlK and the negative extraction supernatant HSPB to freezer returns 
DNA-RTFZ-0001 . Send an email to 

to alert FPP that samples are located 
rns are re forwarded to Forensic Chemistry 

for lubricant testing. Upload the email correspondence as a case file notation to the 
SAlK in FR. 

17. If the SAlK requires urgent transport to FPP the SAlK and negative extraction 
~tracked to the DNA storage bench within Forensic Property Point 
----· Call FPP -to notify them of the incoming SAlK for 
forwarding to Forensic Chemistry and lubricant testing, deliver the SAlK to FPP. 

18. Once the SAlK has been tracked to the appropriate location the samples must be 
reallocated from the Trace Evidence worklist. Click into each barcode on the worklist, 
add a new exhibit test and select reallocate, ensure the supernatant barcode is entered 
into the SubiD field. 

4.20 Fluid samples 

If a fluid sample is received for testing for semen (e.g. oral rinse), the following procedure 
should be followed. 

1. Transfer the fluid from the original container to a 1.5ml tube. 

Note: Depending on the volume received multiple 1.5ml tubes or 50ml falcon tubes may 
be necessary. 

2. Create a balance tube and centrifuge the sample for 3 minutes. If a falcon tube is used 
it must be transferred and centrifuged in the Analytical laboratory. 
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3. Carefully remove the supernatant from the tube without disrupting the pellet and return 
to the original container. 

4. If a falcon tube is used, transfer the pellet using a single use pipette to a 1.5ml tube. 
Alternatively the pellet can be collected using a swab. 

5. Follow steps 4-9 in section 4.12.6. 
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5 Associated Documentation 

QIS: 17185 - Detection of Azoospermic Semen in Casework Samples 
QIS: 17186 - The Acid Phosphatase Screening Test for Seminal Stains 
QIS: 17189 - Examination For & Of Spermatozoa 
QIS: 17190 - Tetramethylbenzidine Screening Test for Blood 
QIS: 22857 - Anti-Contamination Procedure 
QIS: 23849 - Common Forensic DNA Analysis Terms and Acronyms 
QIS: 33771 - Examination of in-tube samples 
QIS: 33773 - Procedure for Profile Data Analysis using the Forensic Register 
QIS: 33800 - Examination of Items 
QIS: 33998 - Phadebas Test for Saliva 
QIS: 34006 - Procedure for the Release of Results Using the Forensic Register 
QIS: 34300 - Examination of post mortem and associated samples from deceased persons 
QIS: 36268 - Exhibit Transfer Manifest 

6 References 

AS2243.1 :2005 Safety in Laboratories Part 1 - General 

Workplace Health and Safety Act 2011 

Workplace Health and Safety Regulation 2011 

Workplace Health and Safety Advisory Standards - various 

Health, safety and wellbeing I HSQ staff site 
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7 Amendment History 

Version Date Updated By Amendments 
1 10/06/2016 A. Houlding First issue. 
2 14/06/2017 A. Ryan Added examination summary, upload 

of images for SAl Ks and creating 
related exhibits for each component of 
the SAlK. Added analytical notes. 
Added appendices 6-10 

3 14/07/2017 A. McNevin Updated information on required fields 
for an Examination, information on diff 
slide process 

4 13/12/2017 A. McNevin Minor edits to reflect current practices 
in FR; updated screen shots and 
associated documents 

5 02/11/2018 C. Savage Amendments to Appendices, Updated 
examination guidelines for SAIKs, 
other minor wording adjustments to 
reflect current processes as discussed 
in team meetings. 

6 31/08/2020 S. Byrne & A. McNevin Added additional information on 
numbering of areas, other minor 
wording adjustments, removed 
"Forensic Register'' from title of 
document, further information on 
lubricant testing. 

7 23/02/2021 A. Ryan Changes in process following 
implementation of project#181. 
Appendices updated. 

8 22/04/2022 K Morton Updated template, added a process 
for examining fluid samples, semen 
in-tubes and case file notation 
creation. Updated lubricant and p30 
processes, associated documents, 
references, appendices and 
screenshots. Updated content to 
reflect current procedures. 

8 Appendices 

1 Appendix 1: SAIKs, PM Intimate Exhibits, Semen In-Tubes and AP Fabrics 
2 Appendix 2: Fabrics/Clothing requiring AP testing 
3 Appendix 3: Workflow for items - semen testing 
4 Appendix 4: Diff slide process 
5 Appendix 5: Standardised wording for describing sides of an exhibit 
6 Appendix 6: Standardised wording for describing subsamples 
7 Appendix 7: Creating a case file notation 
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8.1 Appendix 1: SAIKs, PM Intimate Exhibits, Semen In-Tubes and AP Fabrics 

T bl 1 S a e - 1 r emen testmg resu t mesan 

Scenario 

Micro pos 

Micro neg, p30 pos 

Micro neg, p30 neg 

Micro not performed (slide broken), 

p30 pos 

Micro not performed (slide broken), 

p30 neg 

Micro neg, p30 not performed (faulty 

p30 kit) 

Micro neg, p30 not performed (fabric 

sectioned by ER and one section is 

micro positive) 
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d processmg wor kfl ow 

Result Line/s 

Micro positive for sperm- submitted 

results pending 

Presumptive PSA test positive-

submitted results pending 

Micro neg for sperm 

Micro neg for sperm 

Semen not detected 

Presumptive PSA test positive-

submitted results pending 

Semen not detected 

Micro neg for sperm 

Micro neg for sperm 

Manual I Quant/ Cease 

Automatic testing 

Result 

Manual Quant 

Manual Quant 

Automatic 

Automatic Cease testing 

Manual 

Manual Quant 

Manual Quant 

Automatic Quant 

Automatic Quant 

~ QueenslaJtci75Q 
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8.2 Appendix 2: Fabrics/Clothing requiring AP testing 

T bl 2 AP a e - 1 r testmg resu t mes an d processmg wor kfl ow 

Scenario 

AP neg 

AP Pos- Micro pos 

AP Pos - Micro neg, p30 pos 

AP Pos - Micro neg, p30 neg 
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Result Line/s 

Presumptive seminal fluid test negative 

Presumptive AP test positive- submitted 

results pending A 

Micro positive for sperm- submitted results 

pending 

Presumptive AP test positive- submitted 

results pending A 

Presumptive PSA test positive- submitted 

results pending 

Micro neg for sperm 

Presumptive AP test positive- submitted 

results pending A 

Micro neg for sperm 

Semen not detected 

WIT.0019.0012.1825 
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Manual I Quant/ Cease 

Automatic testing 

Result 

Manual Cease testing 

Manual Quant 

Manual 

Manual Quant 

Manual 

Automatic 

Manual Cease testing 

Automatic 

Manual 
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8.3 Appendix 3: Workflow for items- semen testing 

1. Click the key identifier search EJ icon and scan the barcode, press enter or click 
search. 

2. Using the exhibit movement table, track item to an examination bench. 

3. Click thumbnail of CSSE, check image, close the image window. 

4. Add image/s to the item exam or the examination record. Note: Paint or the FR 
annotation application can be used to annotate images. 

5. Check testing requirements for biological screening. 

6. Exhibit analytical/testing table -7 create exhibit test P 
• In the process field select item exam. 

• Tick relevant boxes under packaging and sample assessment notes. 

• Enter notes into the notes field including details of the item, details of any staining 
and markings and how the item is to be sampled. 

• Save. 

7. Create subsample of scraping/tape-lift/swab/excision. Exhibit analytical/testing table -7 

create exhibit test P 

• In the process field select subsample . 

• In the SubiD field select the plus 0 icon to auto assign a new barcode . 

• In the subtype dropdown list select MISC . 

• In the notes field add a description of the subsample . 

• Save . 

• Repeat for any other subsamples . 

8. Convert subsamples to child exhibits: 

• Click on the exhibits tab. 

• Click the add button. 

• Enter barcode of subsample you have just created in the exhibit barcode field. 

• In the category field select the relevant subsample type. 

• Add description of subsample. 

• In the Located/Owner field copy the relevant description from the parent item. If 
there is additional information within the "Located I Owner'' field of the parent item 
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which will indicate ownership, e.g. a name, "victim" or "suspect" etc. this is also to be 
included. 

• Add the parent barcode in the parent barcode field. 

• Tick the following boxes: admission/lntel, FSS DNA Analysis, and sample has been 
collected in strict compliance with CSE1 01 Biological Evidence. 

• Add your FR User ID in the Delivery Officer Rego field; press tab and your surname 
will automatically appear. Select Queensland Health Scientific. 

• Save. 

• Repeat steps for all subsamples. 

Note: Samples can be created as part of the Examination Record process as outlined 
in 4.12.5 above. 

9. Exhibit analytical/testing table -7 create exhibit test P 
• In the process field select item exam. 

• Enter notes into the note field detailing how much water was added to the tube and 
how much is retained. 

• Add storage box location and tube lot number. 

• Save. 

10. Create subsample for the retained p30 supernatant: 

• In the process field select subsample . 

• In the SubiD field select the plus 0 icon to auto assign a new barcode . 

• In the subtype dropdown list select RETAIN . 

• In the notes field add a description of the subsample . 

• Add tube lot number . 

• Save . 

• Store tube to p30 supernatant box 1 . 

11. Add result line if required. Exhibit analytical/testing table -7 create exhibit test P 
• In the process field select result and select 'submitted results pending' result from 

the dropdown menu labelled police report. 

• Save. 

12. Repeat steps 9 - 11 for all child exhibits. 

13. Track exhibit to returns. 
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HP2: 

1. Locate batches ready for microscopy slide processing: 

WIT.0019.0012.1828 

Examination of Sexual Cases 

• Click on the DNA $ icon, select "Worklist" and click the "Administration" tab . 

• From the dropdown menu select "Workflow Diary" 

• Click "View History" 

• Change the date to the previous working day 

• Look for batches "DNA Extraction Differential Lysis DNA IQ" or "DNA Extraction Diff 
Lysis Retain Supernatant". The slides from these batches require microscopy. 

2. Alternatively, click the equipment and supplies I!J icon and select "Storage Box 
Search". Enter 'slide transfer' into the storage box description and press enter. This will 
show any slide boxes containing slides ready for staining. 

3. Retrieve the blue slide storage box from the extraction sorting hatch. An empty slide 
box needs to be placed into the hatch for the next batch. 

4. Track the blue slide storage box to an examination bench. 

5. Transfer each slide to Evidence Recovery lab 
carrier. 

and place into a slide 

6. Stain the slides using Haematoxylin and Eosin, coverslip and allow to dry on the heat 
block. 

7. For each individual slide: 

• Exhibit analytical/testing table -7 create exhibit test ; and choose Microscopic . 

• Add diff slide barcode to SubiD field . 

• In the SubType field select "SLIDE" from dropdown list. 

• In the Reagents field add the Haematoxylin and Eosin lot numbers, which can be 

copied and pasted from "equipment and supplies 
Category field type "Haematoxylin" and "Eosin". 

• Save. 

icon -7 Supply Search -7 

8. blue slide storage box to Evidence Recovery Evidence Sorting room 
Place the slide carrier into the hatch and attach the relevant 

laminated sign. 

Note: The negative control slide does not require staining or a microscopic process, this 
slide is to be stored by the HP3. 
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HP3: 

1. Scan slide barcode and check whether the diff slide requires reading. FMO prepared 
slides that were positive or samples that don't require semen testing will not require diff 
slide microscopy. Add a note to the microscopic page stating, "slide not read at this 
time". 

2. Perform microscopy. Edit the existing Microscopic process with the results of the 
microscopic examination. 

3. In the "Equipment No" field enter the equipment number for the specific microscope 
used. Enter the asset barcode of the microscope into the asset number field of the 

equipment search page from the equipment and supplies 
equipment number. 

icon to locate the 

4. Use radio buttons to record if "spermatozoa were detected" or "no spermatozoa were 
detected". Note: If the slide cannot be read (e.g. broken), select 'no result' and enter 
notes. 

5. Use the notes field to add specific details of the microscopy and any England finder 
coordinates. 

6. Click on the save button. 

7. Store the slide in a diff slide storage box. 
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8.5 Appendix 5: Standardised wording for describing sides of an exhibit 

The following examples detail the standard wording/labelling for describing various sides of 
an exhibit such as a piece of fabric. 

8.5.1 Marking on one side 

A piece of fabric received with a marking on one side, item description states item is of AP 
positive area. 

Side A Side B 
Figure 13 - AP fabric, marking visible on one side 

Examination notes should state that the marked side has been designated as side A and 
the unmarked side has been designated as side B by the examiner. 

8.5.2 Corresponding marking on both sides 

Piece of fabric received with a marking on one side, item description states item is of AP 
positive area. Due to material type and I or marker used for marking, the marked area is 
visible on the other side. 

I 

\ 

' 
Side A Side B 

Figure 14- Marked area partially visible on reverse 

Examination notes should follow section 8.5.1 and state that the marking from side A 
appears to have soaked through to side B. 

8.5.3 Multiple marked areas on both sides 

If both sides of a fabric have markings, the numbering of each marked area will be 
consecutive and individual for each side. 

Example: Side A and side B have multiple marked areas, each area on both sides is to be 
designated an area number by the examiner. Label side A areas 1 - 3; and side B areas 1 
-3. 
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• 
Area Z 

I Side A 55555555 I Side B 55555555 

Figure 15- Numbering of marked areas on both sides of a fabric 

Page: 29 of 32 
Document Number: 33798VB 
Valid From: 1710512022 
Approverls: Cathie ALLEN 

WIT.0019.0012.1831 

Examination of Sexual Cases 

~ QueenslaJtcl757 Qlf. Governmeh( 



WIT.0019.0012.1832 

Examination of Sexual Cases 

8.6 Appendix 6: Standardised wording for describing subsamples 

The following examples detail the correct wording to use in the following instances: 
• Where multiple stains I marked areas exist on the same item, 
• Where one or more stains I marked areas needs to be divided into two or more 

smaller sections for sampling. 
Note: When designating a section, side etc. as per the guidelines below, annotated images 
is advised. 

8.6.1 Creating sections 

A piece of fabric that is not marked or the marked area is too big to sample into one tube. 
Each of the subsamples will be referred to as "sections" i.e. Section 1, Section 2 etc. 

Section 1 

Section 2 

Figure 16 -Sections 

8.6.2 Multiple marked areas on one side 

A piece of fabric that has two marked areas, each area is small enough to be sampled into 
a single tube each. Each subsample is to be referred to as an "Area" i.e. Area 1, Area 2 etc. 

Area2 0 

Figure 17 -Areas 

8.6.3 Multiple marked areas with sectioning 

A piece of fabric that has two marked areas, one area sampled as a single subsample, 
another divided into two sections (too large to sample into one tube). 
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Area 2 

0 
Figure 18 -Two Areas, Area 1 two subsamples 

8.6.4 Whole item 

Follows convention as for piece of fabric above, each area to be referred to as Area 1, Area 
2 etc. regardless of whether same or different presumptive result. 

Ar~a 2 Phad8<bas. t~s:t:~d 

0 
Figure 19 -Whole item, different presumptive positive areas 
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8. 7 Appendix 7: Creating a case file notation 

1. Click on the case management tab for the relevant exhibit and click the add button. 

2. Select the Case File Notation check box in the "Report Type" field. 

3. Enter the exhibit barcode into the forensic exhibit no field. 

4. Enter in relevant notes to the comments field (i.e. QP127 scanned). 

5. Click on the save button. 

Case R le Exhi l:tits 

Forensic No: ••• QPRI ~1 E :- OP : OJ> FOR SAM 

Repo rt Type 

0 Case Fil e TechniC3I Rev ie vJ 

0 Case File Ad rrJ r11 Reviel~ 
0 Case Pri r it isaz::ion ( ONA.) 

0 Pf.oto Print R,eq ue:t 

0 t~ I R Ao:: i\ricy Rep on 

0 No Exa m1i noti:on ( rfFA) 

Case Fiile Notation Report Record 

Cor-.rr ents 

0 State.mem I Technica l Re;pCJrt 

0 S'!ate me nt (~r R.evie1~} 
0 Court· Atte nd a mce 

0 Case Confere.nce Re.pc:rt 

~~~ 3se f il:: N~~ ::~~ i~~ 
lbFof1ce~ActiO~ 

F.orer11 s: ic Unit 

PS D 

Du rati on 

0 0 :00 

Date- Rec;,u ire d! 

Given N3m es 

Figure 20 -Creating a new case file notation 

6. In the files table, click the add files plus icon. 

0 Sus;pec.t Nom inat io n 

0 SMS Co nta o.: 

0 Req u e<r I Ta;k 

Ca ocel 

0 R.e.suk.s. Ma nagem e nt RE,pon: 

Examinatior11 No-

Pri ori ty 

Act ion Offi cer 

II L @ 000000 H 

Date Of Birth CNI 

8000 ch.racters left . 

7. Click "Add Files" or drag the documenUs from a folder into the table, click start upload. 

8. Click on the save button. 
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Queensland HeaHh 

Forensic and Scientific Serv~ces 

Examination for and of Spermatozoa 

1 Purpose 

The presence of spermatozoa is a confirmatory test for the presence of semen. This 
document describes the method by which a scientist performs microscopic examination for 
the presence of spermatozoa which includes the preparation of microscopic slides from 
exhibits, staining of slides and interpretation of the microscopic smears/slides for 
spermatozoa and other cellular material. 

2 Scope 

This Standard Operating Procedure (SOP) applies to all scientists performing the 
examination of items for the presence of semen. 

3 Definitions 

In this document, where reference is made to spermatozoa, it refers to human spermatozoa 
unless otherwise specified. 

4 Principle 

The investigation of sexual assault cases may require the testing of exhibits collected as 
part of a forensic medical examination or scene examination for the presence of semen. 
Within the laboratory the detection of spermatozoa confirms the presence of semen. A 
reliable and accurate staining method is essential to aid the examining scientist the ability to 
differentiate between cellular types; most significantly spermatozoa from epithelial, yeast 
and white blood cells. 

Currently the Haematoxylin and Eosin (H&E) stain is adopted for this process. The H&E 
staining method has been used for this purpose within the laboratory for many years. The 
haematoxylin (basic stain) stains the deoxyribonucleic-acid (DNA)/histone rich base of the 
spermatozoa head deep purplish-blue. The eosin (acidic stain) stains the acrosomal cap 
pink and the tail pink if the spermatozoa are intact (N.B. because Forensic DNA Analysis 
uses a water based eosin stain, the acrosomal cap often appears very light pink or clear). 
The use of counterstaining differentiates spermatozoa from most cellular debris. 

Confusion with yeasts, especially monilia, can occur and extreme care must be taken when 
monilial infections such as thrush are suspected. With experience, spermatozoa and yeasts 
can be distinguished by size and/or the presence of cell walls. In addition, yeasts do not 
display the typical biphasic staining that spermatozoa do (refer staining characteristics in 
paragraph above). 

Haematoxylin is a natural dye. Its active colouring agent is haematin, which is formed by 
the oxidation of haematoxylin. This oxidation process or "ripening" occurs when 
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haematoxylin solutions are allowed to stand for several days. However, the process can be 
accelerated with the introduction of an oxidising agent such as sodium iodate. During 
oxidation the haematoxylin loses two atoms of hydrogen, and its formula changes from 
C15H1405 to C15H1205. Sufficient haematoxylin should be left unoxidized in the solution so 
that natural oxidation can continue thus prolonging the shelf life and useability of the stain. 
Completely oxidized haematoxylin becomes colourless. As the oxidation process occurs 
when haematoxylin is exposed to light and continues over the life of the solution, 
haematoxylin should be stored in dark bottles until ready for use. Haematoxylin is an 
excellent nuclear stain. Haematin, via the aluminium ion mordant, binds to the anionic sites 
in the nuclei (a mordant is a substance that causes certain staining reactions to take place 
by forming a link between the tissue and the stain). At this stage the nuclei stain red, which 
is then converted to the blue-black colour when the pH is raised (by a weak alkali wash 
such as Scott's tap water substitute in some H&E staining methods) known as "blueing". 

To avoid stain precipitation on the slide, the haematoxylin solution must be filtered. It should 
be changed immediately if staining quality deteriorates. 

Eosin is an acid dye which combines electrostatically with the acidophilic tissue 
components such as cytoplasm (an anionic dye that stains the cationic tissue components). 
Alcoholic and acidified solutions of eosin tend to stain much more vividly than do the 
aqueous solutions. With water soluble eosin, rinse in water very quickly or else eosin will 
wash out. 

- / 
Tail- drops off very 
quickly 

Figure 1 Spermatozoa 

5 Actions- Staining procedure 

5.1 Slide Staining 

Acrosomal cap 

1 
Head - contains DNA 

Mid section 

Slides are created by Analytical Scientists and stored to a slide box, this box is tracked to 
the Analytical laboratory. The slide box containing the stored and prepared slides are 
retrieved by Evidence Recovery staff from the extraction sorting hatch and tracked to the 
Evidence Recovery laboratory. Individual slides are then tracked to the Evidence Recovery 
laboratory and the empty slide box is returned to the extraction sorting hatch after 
processing. 

Add a Microscopic process from the Exhibit testing table, complete the SubiD, SubType 
and the Reagents lot numbers fields in the Forensic Register. 
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Testing I Analysis 440131 CALDWELL, V PSD FSS 

Date Process SubiD SubType Equipment No 

31/ 01/ 2022 15 :25 Microsco pic SLI DE 

Results of Microscopy Examination 

0 Spennatozoa were detected . 0 No sp ermat ozoa wer e detected . @ No result . 

Reagents 

Notes 

Whole Sper m ; 
Sper m Heads; 
Ep it helial Cel ls: 
Other: 
Ma~Jn i fi cat ion : x400 

Att<:~ chment : 

Figure 2 Creating a microscopic process 

Microscopic slides are stained using Haematoxylin and Eosin (H&E). The method for 
performing manual staining is as per procedure detailed in Appendix 1. 

5.2 Microscopic Examination 

Examine slide using the x40, x50 or x1 00 objectives. Quantitate the number of whole 
spermatozoa, spermatozoa heads and epithelial cells observed in the "Microscopic" 
process under subsample barcode of the microscopy slide. Do this by appending the pre­
formed text using the following criteria as a guide: 
Table 1 Quantitation criteria 
Quantity Description 
0 None seen 
<1+ Very hard to find* 
1+ Hard to find 
2+ Easy to find 
3+ Very easy to find 
4+ Abundant 

* If less than ten spermatozoa are observed on the whole slide, a quantitation of < 1 + must 
be used and for at least one spermatozoa, note the location on the slide with the use of the 
England Finder Graticule (see Appendix 3). 

Human spermatozoa are distinguished from non-human mammalian sources by their 
morphology and by their behaviour toward H&E, resulting in a purplish/blue head and light 
pink/clear cap (see Section 5.4). Record whether there are bacteria or yeast present next to 
"Other:" If no bacteria or yeast seen record "N/A". 

The default Magnification: x400 is used when adding the Microscopic process. Edit if 
applicable, e.g. x500. Record the Equipment No. used and select the appropriate radio 
button in the Results of Microscopy Examination field. 
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Microscopic v 0111212021 08:27 SLIDE v 200420451 

Result s of Microscopy Examination 

,0 ~ermatozoa were detected. ..._ 0 No spermatozoa were detected. @ No result . 

Reagents 

Notes 

Whole Sperm : 
Sper m Heads : 
Epithel ia l Cells: 
Other : 
Mag ni1fication ;QD.Q 

Attachment: I Choose File I No fii le dhosen 

Figure 3 Recording microscopy findings in Microscopic Process 

5.3 Animal Semen 

Animal spermatozoa are morphologically different to human spermatozoa and react 
differently to staining. Where suspected spermatozoa are located which are 
morphologically different to human spermatozoa, the examining scientist should consider 
the possible presence of animal spermatozoa. N.B. Forensic DNA Analysis does not 
identify or characterise animal spermatozoa. 

5.4 Spermatozoa Interpretation 

If slides are stained properly spermatozoa should be easily distinguished from epithelial 
cells, cellular debris, fibres etc. Spermatozoa heads can look similar in shape and colour to 
yeasts, however they do have different staining characteristics. If in any doubt consult an 
experienced examiner. 

The recovery of semen is dependent on a number of factors but not limited to 
• The amount of spermatozoa in the ejaculate 
• The amount of ejaculate 
• The environment the ejaculate is deposited on 
• Washing 
• Douching 
• Menstruation 
• Efficiency of the sampling process 
• Time between ejaculation and sampling 
• Storage of the samples 
• Natural drainage or degradation of spermatozoa in certain environments 

With respect to the above influences, the time since ejaculation has occurred can only be 
estimated. A number of studies have been conducted regarding the persistence of 
spermatozoa in the vagina. References to these studies can be found in Appendix 2. 
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6 Records 

Nil 

7 Quality assurance/acceptance criteria 

Controls are used to test the quality and validity of the staining reagents prior to use. A 
positive control slide should be tested and read by a Scientist prior to the staining of slides 
for microscopy, (once daily), each time a new batch of Haematoxylin and Eosin solution is 
received/opened and when positive control slides are prepared. 

7.1 Creation of H&E control slides 

Collect human semen in a sterile yellow-capped Specimen jar. The tube is to be labelled 
with the following information: 

• Sperm donor number 
• Date and time of collection 

Each new collection of positive control material should be checked with a previously 
accepted batch of stain. 

The semen is to be stored within a freezer until required to create H&E positive control 
slides using the following process: 

1. Clean heating block using bleach and 70% ethanol solution. 

2. Clean frosted microscope slides with ethanol and label with white label (H&E Pos 
Ctrl: Sperm donor number; Lot No.). 

3. Spread slides out on heating block to heat before use. 

4. Clean automatic pipette with bleach and 70% ethanol solution. 

5. Using a new filtered pipette tip, add 201JL of the neat semen to 1 O.Oml nanopure 
water using a clean 1Om I tube. Vortex. 

6. Add 20 iJL of the diluted semen solution to each slide, put a circle around the 
sample using a black marker pen. 

7. Heat fix the slides on a heating block at 50°C for approximately 30 minutes. 

8. Store the slides in labelled plastic slide box "Unstained H&E Positive Control Slide 
Storage" and store the box in Rm 6124. 

7.2 Testing and interpretation of control slides 

The following process is used to test, interpret and record control slide results: 
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1. Remove a H&E control slide from slide box, label with date, initials, and stain with 
H&E using the method in Appendix 1. 

2. Dry slide on heating block at 50°C. 

3. Coverslip slide using Pertex® mounting medium. A small amount of xylene can be 
used to assist with slide mounting. 

4. A scientist must examine and pass or fail control slides microscopically before 
processing exhibit slides can occur. 

5. Completed control slides get transferred to a plastic box labelled H&E Control Slide 
Storage box # 

6. Once a slide box is full of completed positive control slides, write the date range of 
the slides contained within the box on the outside of the box and transfer the box to 
Rm 61068, 'Exhibit Room' for long term storage. 
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Acceptance of the reagents is based on the interpretation of the Positive control slide. The 
following criteria must be met before passing the reagent for use: 

1. Spermatozoa head stains a deep purplish-blue. 

2. Acrosomal cap stains light pink/clear. 

3. Tail stains pink. 

In the event the control slide fails the following process is to be completed: 

1. Repeat the staining procedure with a new control slide and assess as above. 

2. If the control slide fails again then discard the in-use stain and then stain a new slide 
using a fresh batch from the stock solutions and assess slide as above. 

8 Associated Documentation 

QIS: 17185 
QIS: 17186 
QIS: 23849 
QIS: 25747 
QIS: 30800 
QIS: 33798 
QIS: 33800 
QIS: 34103 
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Amendments 
Unknown 
Unknown 
Unknown 
Format updated, manual staining to appendix. 
Removed notes on examination of swabs, 
removed unpublished paper, as work wasn't 
completed. 
Updated references 
"Reference" put after "Actions". 

Added in Sexual Assault Investigation 
Flowcharts, examination of SAlK Swabs, 
Photograph or Witness required for++ (1+) 
sperm and PSA test. 
Reporting results Eg. ++ or 2+ 
Unified grading scale comments. Added 
Crimelite flowchart. 
Amendments 
Headers and Footers changed to new CaSS 
format. Amended Business references from 
QHSS to FSS, QHPSS to CaSS and QHPS to 
Pathology Queensland 
Removal of Crimelite in scope and the 
Crimelite flowchart. Changed section 2.2 to 
include use of suspensions. Removal of 
section 2.8- Vaginal Secretions. Changes to 
section 2.10 to remove AP testing on smears 
positive to spermatozoa. Photograph or 
locations required for smear with 1 or 2 sperm 
seen. Clarification of flowchart regarding 
previously screened items by QPS. Changes 
to SAlK flowchart. Removal of animal sperm 
diagrams and insertion of photographs of 
animal sperm. 
Amended use of vernier for slides to use of the 
England Finder Graticule. 
Removed animal sperm photos. Amended 
workflow charts, changed headings from CASS 
to HSSA. Change H&E solutions and staining, 
add England Finder information. Updated 
some hyperlinks. 
New template, update hyperlinks, some 
formatting updates and minor wording 
changes. 
Added storage of cell suspensions at 4 °C, 
removed "The" from title, typographical 
corrections, included product name for 
mounting medium, 
Additional references added; further 
information added to Appendix 2 regarding 
persistence of spermatozoa in oral and anal 
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samples; other minor changes reflecting FR 
processes 

16 06 May 2020 N Roselt, A Minor updates 
McNevin 

17 01 December C Chang New Template. Added QIS:25747 hyperlink. 
2021 Formatting updates. Updated document to 

reflect current processes. 

11 Appendices 

1 Appendix 1: H & E Manual Staining Procedure 
2 Appendix 2: Persistence of Spermatozoa 
3 Appendix 3: England Finder Package Insert 
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11.1 Appendix 1: H & E Manual Staining Procedure 

11.1.1 Chemical Hazards 

Pertex Mounting medium 
WARNING: Pertex is irritating to eyes, respiratory system and skin. 
Wear PPE and eye protection. 

11.1.2 Manual Staining Procedure 

Staining is performed in the staining fumehood in Rm 6124, Evidence Recovery laboratory, 
Forensic DNA Analysis. 
Procedure: 

1. Place slide on staining rack over sink, stain with haematoxylin for five minutes (add 
one volume and let rest) 

2. Wash with nanopure water. 
3. Stain with eosin for one minute. 
4. Wash with nanopure water (quick wash). 
5. Allow to dry on hot plate. 
6. Mount coverslip in Pertex 

11.1.3 Staining Quality Controls 

The following quality steps should be implemented: 
• Haematoxylin should be filtered before use as the crystals in solution can result in 

stain deposit on the slides which affects the reading of the slide. (Once a month) 
Filtering should also occur when refilling the Schott bottle from the stock solution. 
Eosin does not require filtering. 

Commercial haematoxylin and eosin have expiry dates which are added to the reagent's 
registration page 
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11.2 Appendix 2: Persistence of Spermatozoa 

The following information is provided to assist with the provision of expert opinion evidence in 
court. 

Literature provides a range of time periods for the persistence of non-motile spermatozoa in the 
vagina: 

• Up to 24 Hours1 

• Up to 3-4 days2 

• Up to 9 days or 12 days in the cervix, sometimes after menstruation3 

• Up to 3 to 4 days, but may be longer4 

Literature provides a range of time periods for the persistence of motile spermatozoa in the vagina: 
• The number of motile spermatozoa discernible in the vagina may be normal after one hour 

and markedly decreased after 2 hours; after 3 hours normally no spermatozoa are found. 
Menstruation often prolongs motility in the vagina to as long as 4 hours compared with the 
normal period of 30 to 45 minutes. 5 

• Spermatozoa remain motile in the vagina for 2 to 3 hours and in the cervix for 48 to 110 
hours6 

• Normally 10% of the spermatozoa are alive in the vagina at the end of 2 hours post coitum. 
Variations in number and motility depend upon the pH of the vagina and semen, quantity of 
semen deposited, bacteria and flora of the vagina and the time examined post-coitally. The 
author has seen motile spermatozoa in the vaginal pool after 8 hours. 7 

• In several cases in which repeated examinations were possible before conception 
occurred, all motility ceased within one hour after intercourse. A fall of motility to 10% within 
30 minutes is compatible with fecundity. On the other hand, spermatozoa may continue to 
move for 3 hours in a normal untreated vagina. 8 

• The motility of the spermatozoa in the specimen may give a clue to their length of stay as 
they remain motile from 30 to 60 minutes after deposition in the vagina. 9 

Literature provides a range of time periods for the persistence of spermatozoa in the oral cavity 
• One study shows that the expectation of observing a sperm-positive oral swab is very low 

15 hours post assault, with the longest time period being 27 hours, and no positives at 48 
hours. 10 

• Other studies have shown a maximum time of 6 hours 11 and 24 hours (with one example of 
>48hours in deceased person with time since intercourse based on time of death). 12 

1 O.J. Pollack. 1963 Arch. Pathology 35 p140-184 
2 Gordon, Turner and Price 1965 Medical Jurisprudence 
3 Morrison 1972 Brit. J. Vener. Dis 48 p141 
4Gordon, Turner and Price 1965 Medical Jurisprudence 
5 O.J. Pollack. 1963 Arch. Pathology 35 p140-184 
6 Weisman 1941 Spermatozoa and Sterility 
7 Wm.Heinmann Medical Books Ltd 1945 Fertility in Women 
8 Hamish Hamilton Medical Books 1948 Sterility and Impaired Fertility 
9 Gonzales, Vance, Helpern and Umberger 1954 Legal Medicine 
1° Casey et. al. 2016 Journal of Forensic Sciences p1-8 
11 Willott & Allard 1982 Forensic Science International p135-154 
12 Nittis et al 2016 Journal of Forensic and Legal Medicine p92-97 
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Literature provides a range of time periods for the persistence of spermatozoa in anal and rectal 
swabs. 

• One study shows that spermatozoa with tails are rare to find (observed at 4 and 6 hours 
post intercourse) and sperm heads were observed up to 46 hours post intercourse (with 
one example of 65 hours). 13 

• Another study indicates sperm can persist for up to 48 hours post intercourse, with the 
longest recorded time period being 85 hours, however it is unlikely that sperm will be 
detected on internal swabs beyond 24 hours. 14 

13 Willott & Allard 1982 Forensic Science International p135-154 
14 Casey et. al. 2016 Journal of Forensic Sciences p1-8 

Page: 12 of 14 
Document Number: 17189V17 
Valid From: 2110312022 
Approverls: Cathie ALLEN 

~ QueenslaJtcl772 Qlf Governmeh( 



WIT.0019.0012.1847 

Examination for and of Seermatozoa 

11.3 Appendix 3: England Finder Package Insert 

The England Finder 

The England Finder is a glass slide marked over the top surface In such a way that a 
reference position can be deduced by direct reading, the relationship between the reference 
pattern and the locating edges being the same in all finders. The object of the Finder is to 
give the microscopist an easy method of recording the position of a particular field of interest 
in a specimen mounted on a slide, so that the same position can be re-located using any 
other England Finder on any microscope. 

Method of Use 

The England Finder, a section of which is Illustrated, consists of 
a glass slide 3" x 1" marked with a square grid at 1 mm Intervals. 
Each square contains a centre ring bearing reference letter and 
number, the remainder of the square being subdivided Into four 
segments numbered 1 to 4 . Reference numbers run horizontally 
1 to 75, and letters vertically A-Z (omitting 1). The main locating 
edge is the bottom of the slide which Is used In conjunction with 
either the left or right vertical edge of the slide, according to the 
fixed stops of the stage of the microscope, all three locating 
edges being marked with arrow heads. The label on the finder 
should always appear visually at the bottom left corner when 
through most microscopes the reference 'image will appear 
correct. 

In the illustration (part shown), the point of interest is marked with 
a cross, and will be seen to lie In the third segment of the square 
of reference K34, hence the England Reference is K34/3. 

1. Mark the specimen slide ·with a label on the left indicating with arrows which 
sides are to be used for location. Place the slide on the stage of the microscope 
bringing the bottom long edge in contact with the base stops of the stage and 
then sliding either left or right into contact with the vertical fixed stops as 
appropriate. It Is important always to obtain the main location of the slide and 
finder on the base stops first. 

2. Having examined the specimen in the normal way and found a point of interest, bring this 
to the centre of the field of view (a crosswire in the eyepiece is useful in this respect) . 

. 3 . Taking care not to alter the position of the fixed stops of the stage, remove the 
slide and replace with the England Finder, again bringing the bottom edge in 
contact first and sliding to the appropriate vertical stop, the label of the . Finder 
being at the bottom left corner. 
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4. The reference pattern of the Finder will now be seen through the microscope 
(adjusting the focus, if necessary). The reference number of the main square is 

· recorded followed by an oblique stroke and the number of the segment in which 
the centre of the field of view lies (1 to 4 or 0 if in the centre circle). The 
boundary lines of the main squares are easily distinguishable as these are the 
only continuous straight lines of the pattern. 

5. The reverse procedure is adopted to re-locate the point of interest, The England 
Finder is placed on the stage as outlined above and the stage is adjusted until 
the appropriate reference square and segment appear in the centre of the field 
of view. Remove the finder and replace with the specimen slide with label to left 
and appropriate vertical slide in contact with the fixed stop, when the point of 
interest will appear in the centre of the field of view. 
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11.3.1 England Finder Graticule Use 

Before use ensure stage slide holder is in correct position (slide holder should be in the 
correct position as it is not removed on cleaning but if not-hold with one hand push holder 
back to full extent against the screws, tighten screws while holding and check for correct 
positioning). 

1. Place graticule on stage with labelled corner at LHS front and clear edge 
against back of slide holder 

2. Using the 1 Ox objective (and Kohler illumination)- locate co-ordinates 

3. Proceed to 40x or 50x objective and adjust focus as required (using oil if applicable). 
Locate co-ordinates and revert back to the 1 Ox objective. 

4. Taking care not to alter the position of the fixed stops of the stage, remove 
the graticule and replace with the slide of interest. 

5. Proceed stepwise to 40x or 50x objective (oil or dry as applicable) 

6. Adjust focus and locate sperm 

NB: If the stage has moved repeat from step 1. 
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1 Purpose 

To describe the actions involved in the processing of in-tube samples in Forensic DNA 
Analysis using the Forensic Register. 

2 Scope 

3 

4 

4.1 

This standard operating procedure applies to all in-tube samples submitted for analysis to 
Forensic DNA Analysis, Forensic and Scientific services. All in-tube samples shall be dealt 
with in the manner described below. 

Definitions 

In-tube sample: 

ERT: 
CSSE: 

PPE: 
SSLU: 
SMU: 
QPS: 
FR: 
WATB: 
FSS: 
FPP: 

Actions 

Overview 

Image check 

An item that has been sub-sampled and submitted to the laboratory in a 
1.5/2ml tube. Also known as an 'ln-tube(s)' or 'Tube(s)' 
Evidence Recovery Team 
Crime Scene Sample Envelope (packaging used by QPS to store items 
collected at a scene) 
Personal Protective Equipment 
Scientific Services Liaison Unit 
Sample Management Unit 
Queensland Police Service 
Forensic Register (a laboratory information management system) 
What Appears To Be 
Forensic and Scientific services 
Forensic Property Point 

During this stage the QPS images of the exhibit are assessed in the Forensic Register. If 
the image does not meet requirements further photography is required and will be 
completed at this time. This can be completed by Clinical Assistants, Technical or Scientific 
Officers. 

In-Tube check 
During this stage the nature of the packaging is recorded, the substrate is assessed for 
suitability and any quality issues are highlighted. This can be completed by Clinical 
Assistants, Technical or Scientific Officers. 

Validation 
During this stage the review and validation of the information recorded from the in-tube 
check is completed on each exhibit. The sample is assigned a specific extraction process, 
before being transferred to the Analytical Section for DNA profiling. This can be completed 
by a Technical or Scientific Officer. 

Destruction of Packaging 
This process involves the destruction of the in-tube packaging submitted for Forensic DNA 
Analysis. This step has been agreed upon by both Forensic DNA Analysis and the clients 
(QPS). This can be performed by Clinical Assistants, Technical or Scientific Officers. 
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Anti-contamination 
Full PPE is a requirement when performing all processes of in-tube examination. All 
benches and equipment utilised in this process, along with any plastic storage containers 
are to be cleaned with bleach and ethanol solutions; the computer monitor and camera are 
to be cleaned with ethanol solution only (see QIS 22857). 

Sterilisation of the workspace and items utilised during examination is to be performed 
before and after each process and as applicable during examination, as often as 
necessary. 

4.2 Tracking of storage boxes 

1. To see if in-tubes have arrived from FPP check the shelves 
in the Exhibit Room (61 06B) for new in-tu 

are delivered on a daily basis, Monday to Friday. 

2. It is also necessary to monitor whether additional tubes have been received by FPP 

throughout the day. To do this, click the equipment and supplies I!J icon and select 
"Storage Box Search". Enter 'in-tube' into the storage box description (see Figure 1) 
and click submit or press enter (see Figure 2). 

Sea rch Storage Box Record 

St orage Box Search 

St o rage Elox No 

Figure 1 - FR in-tube storage box search 

Sea rch St orage Box Record 

St orage Box Search Resu It 

Sto ra ge Box No Oe sc.-iption 

In-t ube box 

IN -TUBES BOX 

S flowing 1 t o 2 of 2 entries 

Figure 2 - FR storage box search results 

.Sto.-ag e loca ti[)ll 

.. (Austr.a lia/Bris!Jane ) 20 22-04-14 12 : 30 165 .86.71 .72 : 270 13 2018 

Ma:x Co!Lrmlls Ca nt ent s 

5/ 0 

2/0 

I Filt e r •. • 

IDecommiss i" 11ed 

- [Austr• lio/Br is bane) 2022-04-1413 : 15 165 .86. 71 .72 :53327 20 18 

3. To transfer storage boxes to the Evidence Recovery laboratory, follow the steps 
outlined below: 

a. Click the equipment and supplies I!J icon and select "Storage Box Search" 
(see Figure 3). 
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M-§ijM 

Oa~e 

10{08/2 02 1 

18/ 03/2 0 2 1 

10{05/ 202 1 

04{02!202 1 

1 

- (Austra lia/Brisbane ) 20 22 -04-14 13 :28 165.86. 71. 72 :53 525 2 0 18 

b. In the Storage Box No field scan the barcode of the box and click submit or 
press enter (see Figure 4). 

Sea rch Storage Box Record 

Storage Box Search 

D escr ipt ion 

- (Austra lia/Brisbane ) 2.022-(14 - 14 13 : 3 0 165.86.71 .72 : 28762 2 0 18 

Figure 4- Storage box search table 

c. In the box movement table click the plus icon (see Figure 5). 

Sea rch Storage Box Reco rd 

Storage Box:····· 

Figure 5- Box movement table 
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d. In the storage location field either scan the room location 
from a location sheet or type "EVI" and from the drop-down list select "DNA 
Evidence Recovery Evidence Recovery". 

e. Click on the save button. 

4.3 Tracking of individual samples 

1. On any page, click the key identifier search El icon and scan the exhibit barcode and 
press enter or click search. 

2. Scroll to the exhibit movement table and click the plus icon (see Figure 6). 

Exh ibit Movement 

REC MAJOR CRI ME UN IT 

IN Maj o r Crim e Unit 

Figure 6- Exhibit Movement Table 

3. If the exhibit is to be tracked to a fixed location enter the location into the "Shelf I Bench" 
field, if the exhibit is to be tracked to a storage box enter or scan the box barcode into 
the "Storage Box ID" field (see Figure 7). 

Exh ibit Moveme 11t 

., 

Stor,age Box & Posit ion 

Da te T ime Co ntim.J ity Office r Posit i:on (e g . AOl ) 

Figure 7- Exhibit Tracking 

4. Click on the save button. 

4.4 In-tube check 

1. Log in to the Forensic Register. 

2. Retrieve an empty ERT-AS box from the shelf in the Evidence Recovery laboratory, 
ensure the box contents are empty and track it to your bench 
~ as per procedure listed in section 4.2. The contents of a box is visible on the 
storage box record page (Figure 5). If the ERT-AS box is not empty, consult a Technical 
or Scientific Officer. 

3. On any page, click the key identifier search El icon and scan the barcode on the 
CSSE, click search or press enter. 
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4.4.1 Image Check/Additional Photo 

1. If the exhibit record is not visible, check the description on the CSSE to ensure that the 
exhibit is for Forensic DNA Analysis. Contact the QPS Forensic Reception Centre on 
(0) 3364 6208, identify yourself and explain that you have a sample that is not visible in 
the FR that requires the Forensic DNA Analysis box to be ticked. 

2. Once in the exhibit record screen, scroll down and click on the thumbnail image of the 
CSSE, a larger image will open in a new window (see Figure 8 and Figure 9). 

!Images + 
Exhibit g ma.g e-s 

Image.s 1 to 1 (of 1 total) 

Figure 8- Image thumbnail 

Figure 9- Example image of CSSE 

Note: One or more images for the exhibit may be considered explicit by the QPS. In these 
instances, the thumbnail images will not be visible in the images table. There will be text 
indicating that the images are explicit. In these instances, proceed with taking a new photo. 

3. Check to ensure all details on the image match the packaging (CSSE) that has been 
received and check the image quality. As a guide, the following general principles apply: 
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a. Ensure barcode/s affixed to the CSSE and tube and other labelling are legible 
and match. 

b. The entire CSSE is visible in the image and there is a clear border around the 
image (no part of the CSSE can be obscured or cut off). 
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c. Ensure that the CSSE is the main subject of the image. It is acceptable for other 
objects to be present within the image as long as there are no identifiers visible 
(barcode number). If unsure consult a Technical or Scientific Officer. 

d. An additional photo must be taken if any of the following applies: 

i. If the packaging is damaged in any way, a photo must be taken of the 
damage to the CSSE. 

1. If an additional image is required of damage to the CSSE, this 
must also be noted in the in-tube check, see section 4.4.4. 

ii. If there is any additional information recorded on the rear of the CSSE an 
additional photo of the rear of the CSSE is required. 

iii. If the image does not match the physical CSSE it must be re­
photographed. 

e. If the barcode/s, FR number or the description on the CSSE does not match 
what is recorded in FR, the in-tube must be put on hold, see section 4.10. 

Note: If there are multiple images of the same CSSE and requirements are met across all 
images (e.g. one image shows the CSSE without an FR number and the second image 
shows the CSSE with an FR number), then this is acceptable. If unsure whether an 
additional photo is required, it is better to take one. 

4. Close the window containing the image. 

5. If an additional photo is required, take the photo and upload to the PC (refer to section 
8.1.1). 

6. If the image meets requirements, go to section 4.4.2. 

4.4.2 Assessment of testing requirements 

1. In the exhibit record screen, review the highlighted fields as per Figure 10, ensure any 
details on the CSSE and tube match the QPS image and FR. The following are the 
minimum labelling requirements: 
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a. Forensic Register number 

b. Forensic Exhibit number (barcode) on both the CSSE and tube 

c. A brief description of item/s, either from or combination of information recorded 
in the "Description" and "Location/Owner'' fields. 

d. The CSSE may contain additional information such as a batch/lot number or QP 
number. Although these details are not a minimum requirement if they are 
present on the CSSE they must match the details in FR. 
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Case File Exam inat io ns Case Manageme t Exhibits 

Fo r-ensic No: - Edit a 
Ex hi bit Re<lordl 

Pa rent B::.rcode Prope rty Ta g Cu rrent loc:.ti on lnve.::;tig-3t-or 

Ow n!E!r :: hip I Re la ti c nshi J:) / Pri ori t isa"tion 

0 Suspect 

O v icti 

O um.knm.·m 

Foren::ic Biology Analy tical Adv ice 

0 Entr1 I Exit 

0 Weapon I nm plo r.nent 

0 A.d m is sia n / l rn bel 
{ Pri rnc i p a~ Ex hib it ) 

PSD 

Ex:amin 3t ion S-ectio n 

0 Ana lytical Serv ices 

0 Ball~t ics Settio 

0 D.oc um e_rn t Exa min ati on 

0 1Ma1or- Crime Unit 

0 53 p~e or sa p~ i ng area B:.s b:een s ubje~ed ·to a fing;e rprjnt e:xa r.ninati:o (Po·h•cier or Ch.e lea r) 

w 3mp.1e or S3m~l i ng! are-a has IJ:een r,-.ras_h .;;d or diluted 

0 5.3 p~e or sa p~ i ng area ay be -:.e in.-al fl uid, an.a1 sis ·for Semen (Microscopy & DNA) is. req uestE<d 

rP r m p.1e o r ~amp.1 i n~ ar-.. may be •ali"a, a "'aly.s.is ror Sa liva (c - )'l3se< & [)NA) i::: .-eque<sbed 

lt::J Q3mp.1-: requir 2:: .ad ::l i ti. ona~ ana~ ~·s is {lubric-a rn t , fibre·, gJass, sojl eoc .. ) 

Presumptive 5 :::reoen ir g Te::;t 

!i Cambu~r + v~ lo .8 +v e 

0 Cam butr -ve I 0 TlllB -ve 

lo o:maTrace· + ye 

ID H.:.maTrace· -ve 

Figure 10 - Exhibit record page 

IOAP +ve 

IOAP -ve 

o sec lo P.30 +ve 

IO PJO -y~ 

0 Nn.gerpnint Bun:a 

0 Pha.t g1ra,phic Se-ction 

~~N.~. Analy: is: 

~ i'S.S. Chemical Analysis 

lo FLS + ve 

IO PL5 .., • . 

2. If the item is ticked for FSS Chemical Analysis in addition to FSS DNA Analysis or 
FSS Chemical Analysis is ticked but not FSS DNA Analysis, the tube is to be given to a 
Technical or Scientific Officer who will send a task request to QPS and place the CSSE 
on hold pending advice/clarification from QPS. 

3. Check Forensic Biology Analytical advice box for "Sample or sampling area may be 
seminal fluid, analysis for Semen (Microscopy & DNA) is requested" and the 
semen testing required box on the CSSE. If these boxes are ticked, the in-tube should 
not be removed from the CSSE. Track the CSSE to the bench as per section 4.3 and 
attach a note to the CSSE identifying the reason (i.e. semen testing). A 
Technical/Scientific officer will add the exhibit to the examination worklist and track it to 
a items box. This will be actioned by a Technical or Scientific officer. This process is 
also to be completed in instances when an entire cigarette butt is submitted in an in­
tube. 

4. Clinical Assistants, Technical or Scientific officers should be aware of trigger 
phrases/words that may be present in the FR or on the CSSE, refer to Table 1 for 
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examples. If these trigger words are present, click the case file tab. If the "General 
Offence Class" field contains rape, sexual offences or child offences a Technical/ 
Scientific officer or the Evidence Recovery Senior Scientist must be notified. 

Table 1 -Trigger wording for possible additional screening 

Words/phrases Possible Examination Required 
Semen, seminal fluid, AP pos, PSA/p30 Semen testing 
pos, polilight pos, condom, genital swab, 
sampling from clothing or bedsheets. 

Note: The above table is for guidance purposes only and is not an exhaustive list. If unsure 
consult a Technical/Scientific officer or the Evidence Recovery Senior Scientist. 

5. If a Scientific officer or the Evidence Recovery Senior Scientist determines clarification 
is required from QPS, the exhibit must be placed on-hold as per section 4.10 and a 
requesUtask be sent as per section 4.9.1. 

6. If a Scientific officer or the Evidence Recovery Senior Scientist advises no further 
screening is required a notation must be added to state "INITIALS advised no semen 
testing required" or "INITIALS advised cells only". 

7. If the "Sample or sampling area may be saliva, analysis for Saliva (a-Amylase & 
DNA) is requested" box is ticked, process the exhibit as normal. 

8. If the "Sample requires additional analysis (lubricant, fibre, glass, soil etc)" box is 
ticked, track the exhibit to the bench as per section 4.3, with a post-it note stating 
"additional analysis". The Technical or Scientific Officer will then send a task request to 
QPS and place the CSSE on hold pending advice/clarification from QPS. 

9. If the "No testing required" box is ticked (this box will not be visible unless it has been 
ticked), track the exhibit to the bench as per section 4.3, with a post-it note stating "no 
further work". The Technical/Scientific Officer will complete the necessary process. 

10. If further screening for biological fluids is not required, proceed to section 4.4.3. 

4.4.3 Check in-tube integrity and assessment for processing 

1. Stamp the rear of the CSSE with the correct date and initial. Open the CSSE by 
popping the tube through the rear of the CSSE. 

2. Inspect the tube and lid for damage and if evident, advise a Scientific Officer of the 
issue, who will transfer the substrate to a new tube. 

3. Assess the individual substrate within the in-tube to ensure it is compatible with 
downstream processing. If the sample requires manual intervention this must be done 
by a Scientific or Technical Officer prior to submission to the Analytical team. In-tubes 
requiring manual intervention are to be stored to a separate box once the in-tube check 
is complete. Some samples that do not meet requirements are listed below: 
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a. Swab stick too long (maximum length of swab and stick is -12 mm measured 
from the swab tip to the stick). 

b. Excess substrate, if the sample size is too large. Maximum size for a piece of 
fabric is -7.5mm x -7.5mm and for chewing gum is -5mm x -5mm x -5mm. Ask 
a Scientific or Technical officer if unsure of sample sizes. 
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c. Hair located outside of an in-tube. If hair is found, place the in-tube into a small 
clip seal plastic bag and store to an ERT-AS box. Alert a Technical or Scientific 
Officer. 

d. Cracked tube. 

4. If you pop the tube out of the CSSE and realise that a photo is required, take a photo of 
the tube beside the CSSE. When uploading the image following section 4.4.4, make a 
note in the in-tube check "CSSE and tube photographed after opening". 

5. Place a length of clear sticky tape around the barcode and if the tube cap is pierced, 
adhere a tough spot over the hole. 

6. Wipe the tube with bleach and ethanol (cleaning with bleach and ethanol is not 
conducted on damaged tubes to avoid contact with the substrate within the tube). 

4.4.4 In-tube processing 

1. Scroll down to the exhibit analytical/testing table (see Figure 11 - Exhibit 

analytical/testing table), click the create exhibit test P icon. 

Exhibit Ana lyHcal / Testing 

Da t:e- I Tirn.e Techni qu e Testing Summary - P~ Emplo.,.e€ 

Figure 11 - Exhibit analytical/testing table 

2. Go to "Testing/Analysis" and in the process field use the dropdown menu to select in­
tube check (see Figure 12). 

Testing1/ Ana lysis 

Process * S~art Date * End Da t·e * Samp~e Duration * 
v 14/ 04/202. 2: 14 :2.7 • 114/ 04/2 022 1<1 :27 • 1 oo:oo 

A 

Ana lytical Note 
Blood Cloth ing Re.ques t No Ex a m ina t ion i D 

Calculati on vi I De.seript ion 

In-t ube ch eck 
.S upplie s: 

I ""~' " ~.AU " 

I I Link 
~l icroscop i c 

NCIDD 
Notat io n 
Poo li ng 
PreBum ptive 
Pnofile Review 
Re alloca te 
Re s ult 
Re ta in S upernatant ..._ 
STRMix 
Subsa mple ... 

Figure 12 -Testing/Analysis table - process dropdown menu 

3. Tick any quality issues identified with the sample (see Figure 13). Note: If there is no 
barcode on the sample or the barcode is stuck to the inside of the CSSE, go to section 
4.6. 

D 
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Test ing Deta il 

Qua lity Iss ue 

0 Ha ir located on tl-•e o utside of t ube 0 Add itiona l in form a tion on re ve rse o f cs,sE 

0 Ta p-e·- fl ft ro lle d inco rT,e ctly 0 La bell ing Oisc.-ep a 11cy 

0 Exces s subst rate, 0 N o Barr{] d e o n Sam p r.e 

0 S~1ab s:tick too fong 0 Oti::he r m a nu-3 1 i llt e rv enl:[on re qu ired 

Figure 13 -Quality Issue table 

a. If a labelling discrepancy is noted, depending on the discrepancy, the tube may 
need to be put on-hold. 

i. Typographic labelling discrepancies: 
This type of problem is where the difference between the CSSE and the 
FR record represents a typo or handwriting equivalent of a typo (for 
example, one record states "Vehicle Rego 123ABC" and the other record 
states "Vehicle Rego 123ACB"). For these samples, proceed with 
testing, ensuring that the "Labelling discrepancy" check box is ticked and 
details of the discrepancy is noted in the notes field. 

ii. Description or other type of discrepancy: 
Some examples may be; two different barcodes on the one CSSE; 
CSSE states "swab of right shoe" but FR record states "swab of left 
shoe" or FR record indicates the sample is a swab, but there appears to 
be a tape-lift in the tube. In these instances, do not process the exhibit 
any further as it will need to be placed on-hold and the discrepancy be 
resolved. 

iii. Samples that have been on-hold prior to the completion of an in-tube 
check can be restarted once clarification has been sought from QPS. 
Technical or Scientific officers will place CSSE's into the Evidence 
Recovery in-tube hatch with a note indicating testing can restart. Clinical 
Assistants or Technical/Scientific officers can proceed with standard 
processes (in-tube check). Ensure the "Labelling discrepancy" check box 
is ticked and a comment made in the notes field "Refer to notation, 
labelling discrepancy has been resolved". 

b. If an additional photo was required for the rear of the CSSE, the "Additional 
information on reverse of CSSE" is to be ticked. 

c. If the swab within the tube is too long and manual intervention is required, the 
"Swab stick too long" box is to be ticked. 

d. If a hair is located on the outside of the tube, the "Hair located on the outside 
of tube" box is to be ticked. 

4. Tick the "Packaging matches Exhibit image" only if an additional photo was not required 
(an exception is if a photo was required of the rear of the CSSE). The "Packaging 
matches Exhibit image" should only be used when the entire CSSE is visible in the QPS 
image and there are no visible differences. For example, if there are staples present in 
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the CSSE received, but these are not visible in the QPS image, this check box cannot 
be used as an additional photo is required. 

a. If a CSSE is received with a property receipt attached, a photo of the CSSE and 
the attached property receipt is required and notes made to the in-tube check 
"Image taken of CSSE with Property receipt attached". The property receipt is 
then removed and an additional photo of just the CSSE is required with notes 
made "Image taken of CSSE without Property receipt". In this case, do not tick 
the "Packaging matches exhibit image" tick box. 

i. If the property receipt is a printed copy, batch up with the completed 
CSSE's to be retained for 3 months. 

ii. If the property receipt contains additional information i.e. handwritten 
information. The property receipt must be given to the administration 
team to be scanned and uploaded. 

5. Tick the "Seal and Packaging Intact" if the CSSE has been sealed, signed and dated 
and there is no visible damage present. If there are any exceptions the auto-generated 
text in the notes section can be edited to detail the nature of the packaging (e.g. "seal is 
signed but not dated"). 

6. Tick the "Sample meets requirements" box if the substrate is appropriate for analytical 
processing and does NOT require further manual intervention. 

Padca ~ing a 111d Sa mp le As.sesm e nt No tes 

~ il'acl::ag ing m a tcl1es Exhib it [m age ~ Seal a nd Pa ck ag ing Intact 

Notes 

The packaging matches t he QPS ex hibit image. 
The packaging and seal were observed to be intact as per image. 
The sa m ple was observed to m eet req uirem ents for nex t proc ess . 

5 Sa m pfe m eets re qju irem e nts 

D 

Att<chm~~o~fi l~e~c~h o~s~en~, ___________________________________ 1 8_2_5_ch_a_ra_ct_e_~_le_.ft~·· 
Figure 14- Packaging and Sample Assessment Notes 

7. Refer to appendix 8.1 to upload an image from a camera the PC. To upload a photo to 
the in-tube check, click on the "Choose Files" button (see Figure 14), scan the CSSE 
barcode into the search field of the folder window, select the image and click open. If 
you are uploading a photo due to damage to the CSSE, remember to note the damage 
in the notes field. 

a. If an error is noted after the image has been uploaded, you can override the old 
image by re-uploading the correct image. 

b. If you have taken a photo of the tube beside the CSSE, insert the comment 
"CSSE and tube photographed after opening". 

8. Ensure that a priority is selected. This box should only be changed if a Senior Scientist 
or Team Leader has advised that the sample is priority 1. 
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9. If the CSSE has a correction and it has not been signed or dated, this should be noted 
in the notes field i.e. "correction not signed or dated noted". 

10. In the storage box ID field scan the barcode of the ERT-AS box. Press tab and the 
position field will auto fill, if you want to store the tube in a different position this field can 
be manually over-ridden by typing the desired position into the field. Ensure a position is 
selected otherwise the sample will not store to the box (see Figure 15). 

Sto rag e Box ID Pos ition Tu be Lot No Vo lume ( IJ L) IP ri ori~y 

-
,-----~------~------~~----~~----~ 

0 10 2@3 

Figure 15- Storage Box ID and position 

11. Click on the save button. If the in-tube check requires changes after saving click the edit 
button, make any necessary changes and click save. 

4.4.5 Temporary storage of CSSE (for destruction) 

1. Bind CSSE's that have been processed by the same Clinical Assistant and on the same 
day together and place the CSSE's into a destruction box labelled with the correct month. 
Destruction boxes are to be emptied after 3 months as described in section 4.8. Note: 
CSSE's are not to be tracked electronically. 

4.5 In-tube check validation 

4.5.1 Retrieving in-tube ERT-AS boxes 

1. Collect ERT-AS box(s) from shelves in the 
exhibit room, freezer box 1 or from an examination bench in the 
laboratory. Transfer the box(s) to the Evidence recovery laboratory as per section 4.2 if 
required. 

4.5.2 Review and validation of the in-tube check 

1. Click the equipment and supplies I!J icon and select "Storage Box Search", scan or 
type the ERT-AS box barcode into the "Storage Box No." field and click submit or press 
enter. 

Search Stora ge Box Record 

Storage Box :···· 

Figure 16 -Storage Box Record 
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2. Transfer the ERT-AS box to the examination bench in the Evidence Recovery 
laboratory. 

a. Click on the plus icon (refer to Figure 16). 

b. In the "Shelf/Bench" field, type "EVI" and select "DNA Evidence Recovery 
bench" from the drop down box. Enter the bench number and click save. 

3. Click on the Storage Box Contents tab (see Figure 17). 

Search Storage Bo>C Record 

Sto rage Box : 55500 718 1 (7 ite m/ s) Add to StorGge Box • 

- (Austra lia!Brisbane) 20 22.-04 -14 15 : 11 1&5 .86. 71.72 :32732 2018 

Figure 17 -Storage Box Contents tab 

4. This will list the contents contained in the ERT-AS box. Note: The orange traffic light 
button indicates samples awaiting validation, once validation is complete this will 
change to green. Click on the first laboratory number in the ERT-AS box to perform 
individual review and validation. 

5. Ensure that the barcode affixed to the in-tube matches the Exhibit Record in the FR. 

6. Ensure that the "Category" in the FR is consistent with the exhibit received within the 
tube. 

7. Scroll down and click on the thumbnail image of the CSSE or the thumbnail associated 
within the in-tube check. Check the image quality, ensuring barcodes affixed to the 
CSSE and tube and other labelling are legible and that the entire CSSE is visible in the 
image. If the image is not acceptable return the tube to the person who created the in­
tube check for an additional photo. 

8. Check the item description ensuring all details match. Check testing requirements- pay 
particular attention to the semen or saliva testing tick box, the sample requires 
additional analysis box and the no testing required tick box (if present) or any additional 
notes on the CSSE. 

9. Close the image window. 

10. If the FSS Chemical analysis box and/or Sample requires additional analysis boxes are 
ticked further advice may be required as the sample may require dual analysis or 
lubricant testing unless specific information is provided in the "Exhibit Notes & FSS 
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Advice" field. Inform the Evidence Recovery Senior Scientist in the instance where more 
information is required. 

11. Once all details have been checked, scroll down to the "Exhibit Analytical/Testing" table 
and click the date/time hyperlink for the in-tube check. 

12. Review the in-tube check notes field. Note: If the labelling discrepancy box is ticked, a 
RequesUTask may be required to be sent to the QPS Forensic Officer as per procedure 
listed in section 4.9.1. If the exhibit cannot be processed refer to section 4.1 0. 

13. If the in-tube check is incorrect or incomplete return the tube to the person who created 
the in-tube check for correction. Note: The person who edits the record cannot validate 
it. 

14. If the sample requires manual intervention refer to section 4.5.3. 

15. It is important not to validate the in-tube check at this stage as the extraction must be 
ordered prior to validation to trigger an automatic result line. 

16. Scroll down to the exhibit analytical/testing table and click the create exhibit test P 
icon. 

17. Under "Worklist" use the dropdown menu in the "Technique" field to select DNA 
Extraction. In the "Method" field use the dropdown menu to select the relevant 
extraction method (e.g. QIAsymphony Pre-Lysis). If the sample requires saliva testing 
select Retain Supernatant DNA IQ. If the sample is a Priority 1 or "chewing gum", 
select the Maxwell16 extraction method unless instructed otherwise (see Figure 18). 

Note: The retain supernatant worklist should not be selected for an exhibit where saliva is 
likely to be present (i.e. bottle or can opening). Consult with the Evidence Recovery Senior 
Scientist if you are unsure. 

Worldist 

Te-d m iq ue •1e thod Source Batrn I Rack lD 

DNA Ex t ract ion v Q! Asym phony Pre -Lysis v 

Figure 18 - Worklist selection table 

18. Click on the save button. 

19. Scroll down to the exhibit analytical/testing table and click on the date/time hyperlink for 
the in-tube check 

20. If all details are correct click the [CLICK TO VALIDATE] bar (Figure 19). Once validated, 
this bar will turn green. 

[CLI CK TO VALIDATE] 

Figure 19 -Validate Bar 

Note: The process of selecting a DNA Extraction worklist and validating the in-tube check 
will automatically generate the result line "Submitted Results Pending". If the automatic 
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result line does not automatically generate this will need to be completed manually refer to 
QIS 33800. 

21. Close the window or tab and return to the storage box contents page, the traffic light 
button will turn green if the page is refreshed (F5) for the sample that was validated. 
Complete the above process for each tube in the ERT-AS box until all traffic lights 
appear green. 

22. Once the box is completed, add a storage box movement to track the box to the 
Evidence Recovery laboratory as per section 4.2. Attach a rubber 
band and place the ERT-AS box into the hatch for collection. If a box is completed 
towards the end of the day, transfer the box to freezer box 1 . Any 
boxes that have unvalidated tubes are to be placed into freezer box 1 
- at the end of the day with a note attached indicating the tubes are awaiting 
validation. 

23. The awaiting review in-tube worklist can be checked at the end of the day to ensure that 
all in-tube validations have been complete, refer to QIS 34298. 

4.5.3 Manual intervention 

1. Set up the examination bench and clean required instrumentation with bleach and 
ethanol. 

2. Complete sample manual intervention as per current laboratory procedures ensuring to 
change gloves and clean/sterilize equipment between samples if necessary. Examples 
of appropriate sample sizes are located in the laboratory for reference and training 
purposes. 

3. Complete the standard in-tube check review, but do not validate the in-tube check. 

4. Track the tube requiring manual intervention to the examination bench via exhibit 
movement as per section 4.3. 

Note: Only in-tubes that need to be opened are required to be tracked to an examination 
bench. 

5. In the exhibit analytical/testing table click the create exhibit test P icon. 

6. Under the "Testing/Analysis" table go to the process field and use the dropdown menu 
to select "Item exam" (see Figure 20). 
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Testing I Analysis 

Process: * S~a.rt D.at e * En~ Da t e * Samp~e- Duration * 
v 20/ 04/ 2022 1() :54 • 12o{o4{20 22 10 :54 • I oo:oo 

& 

Anolyt ical Note 
Bloom Clothing Re~:~u est r.,i (] Exa m illa tion i D 

Calculat ion vi I De-script io n 
De-struction 

k 
I S upplie_s: 

L1iil< I I ~1 icroscopic 
NCIOD 
Not at ion 
Pooling 
Presum ptive [) 
P rofii I e Review 
Re allocat e 
Result 
Retain Supernata nt 
STRMix 
Subsample ~ 

/ 

Attachment : I Choose Fil es I No Ale chosen 2000 charact ers left . 

Figure 20- Testing/Analysis table - process dropdown menu 

7. In the notes field write a description of the manual intervention performed (see Figure 
21). 

"f:est ing De1a il 

Notes 

Suggested wo rding : 
Manua l intervent io n - sw ab st ick cut of f 
Manua l int ervent io n - t a.Qe li ft cut in half a nd re- rol lled 
Manua l interve nt io n - t ag eli ft cut into pieces 
Manua l inte rve nt io n - sa mple cut in to pieces 

D 

/ 

A.ttadhment : I Choo se Fil es I No fil e ch osen 1788 charact ers left. 

Figure 21 - Item exam notes field 

8. Scroll down to the "Worklist" table and in the "Technique" dropdown menu select DNA 
Extraction (see Figure 22). 

9. In the "Method" field use the dropdown menu to select the relevant extraction type (e.g. 
QIAsymphony Pre-Lysis) (see Figure 22). 

World ist 

Te-d m iq ue Met hod Source Batrn I Rack lD 

DNA Ex t raction v Q!Asym phony Pre -Lysis v 

Figure 22 - Worklist selection table 

10. Click on the save button. 

11. In the exhibit analytical/testing table go back to the in-tube check and click on the 
date/time hyperlink to open. 

12. Click the [CLICK TO VALl DATE] bar (Figure 19). Once validated, this bar will turn 
green. 
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2. In the exhibit analytical/testing table click the create exhibit test P icon. 

3. In the "Testing/Analysis" table go to the process field and use the dropdown menu to 
select "Subsample". 

4. In the SubiD field, select the plus 0 icon to auto assign a new barcode and in the 
"Subtype" field select "RETAIN" from the dropdown menu. 

5. In the notes field add a brief description of the retained portion. 

6. Enter the item retention storage box barcode into the Storage box ID field and press tab 
for the next available position. 

7. Record the tube lot number (see Figure 23). 

8. Click on the save button. 

Testing; I Analysis 

S ta rt Da bi:! * End Da t e * Samp~ D u ra tio n * 

Subsa mple v 2 0/ 0 4/ 20 22 10: 54 lli 20/ 0 4/ 2022 1 0 : 54 IIi 00:00 

S u b!O 0 Su l:tType Request No Exa mi11atton lD 

AUTO ASSIGN RETA1N 

I Equ ipment S upp lie_s 

Testing; Deta il 

No t es [) 

Suggest ed wording : 

Hai r from outside of t ube 
Excess fabr ic 
Excess gum 

/ 

Attachment:! Choose Fil es l No fi le chosen 1926 characters left . 

St a r.a g.e Box ID Position Tube Lot No Va lu me ( IJ L) Priori ty - -Figure 23 -Creating subsample for retained portion 

9. In the exhibit analytical/testing table click on the date/time hyperlink for the subsample. 
Follow section 4.6 to print a tube label for the retained portion. Label the tube and place 
it in the item retention box in the position allocated. 

10. Validation of manual interventions is to be completed by Scientific officers only, refer to 
section 4. 7. 
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4.6 Printing sample tube labels 

1. On the exhibit record page click the arrow 
select "3 Part Tube Barcode" (see Figure 24). 

Edit 
- --- icon next to the edit button and 

CCllse Fil e Examini:!it ions Ci:llse f-1 i:llna gem ent Exhibits 

Fore nsic No:··· QPRIME:····· Ed~ 

Exhibit Record 
~ Creat e Exhibit Test 

.------------------------------J + Aulcl Examination 

----;------=--'-------r----'------------1 + Create Request 

---'----------........_-----'--------'------1 tli Dupl icate Exh ibit 

Ill Ex hibit Aud it 

Ill Chan(le Request 

Figure 24- Printing sample tube labels 

2. A new window will open displaying the 3 part label, click the printer icon and select print. 

3. To print a subsample barcode, click on the subsample hyperlink from the exhibit record 
page and follow the above steps (see Figure 24). 

4. 7 Validation of manual intervention 

All manual interventions must be reviewed and validated by Evidence Recovery Scientific 
officers. 

1. Click on the DNA f3 icon and select worklist. 

2. Click on the worklist tab > awaiting review> item exam. 

3. Click on the relevant barcode number and click the date/time hyperlink in the exhibit 
testing/examinations table (see Figure 25). 

Exhibit Testing I Examinations 

~c ' 7 i FM ii! Techniq ue Te>St ing Summary 

~04/202 1 13 :~--,-.-D-N...:..A -- 1-te m- Ex-am-------r-.,-. n--'" a:_l in_ te_ov_;en:_tio- n,- sw_ a_i> -sti-ck-cu-t o- ff-. ---------

Figure 25 - Hyperlink to item exam 

4. Review the item exam notes field and details of any subsamples if necessary (see 
Figure 26). 

!Not es 

IalleJ.jfi cut and re rolled , excess retained and stored un der~ X:XXXXXXXX 

Attachment : I Choo~ e Files I No file chosen 

Figure 26 - Details of manual intervention item exam 
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5. If the item exam is incorrect or is incomplete the Technical or Scientific officer will need 
to correct or complete it before validation. Note: The person who edits the record 
cannot validate it. 

6. If all details are correct click the [CLICK TO VALIDATE] bar (Figure 27). Once validated, 
this bar will turn green. 

[CLI CK TO VALIDATE] 

Figure 27- Validate bar 

7. Ensure the in-tube check has been validated, an extraction worklist has been selected 
and there is an automatic result line as per section 4.5.2. 

4.8 Destruction of packaging 

1. This is performed every month for CSSE's that were processed 3 months prior (Note: 
CSSE storage boxes will be labelled according to the month they were processed). 

2. Empty the CSSE's into a biohazard bin bag. 

3. Clean the empty destruction box/s with bleach/ethanol. 

4.9 Labelling discrepancy procedure 

4.9.1 Creating a RequesUTask 

1. On the exhibit record page, right click on the FR tab and select duplicate, a duplicate 
window will appear as a new tab to be used when completing a request/task. 

2. From the "Exhibit Record" page, click the arrow 
button and select "Create Request" (see Figure 28). 

Case File IEJGamina~ i o 11:5 Case Manageilli:!n.t Exhibits 

Edit 
icon next to the edit 

Fo re11si ~:; No: - QPRI 
r 

Edit (II 
-

Exhi bit ReGord 
P Create Exhibit Test 

+ Add Exam ination 
Forensic Exhibit No Fore nsic Ccte.gory [)escript"fon -I s, • .,b I Te sl 1 6 

+ Create Req u es 

Lli Dupli c.at e Exhibit 

LoG3tia n I H'wner ~ Print Ba reo de 

FDrensic DNA Analy: is ~ 3 Part Tube Barcode 

~ 6 Part Ba reo de 
Exh ibit Notes & Analy sis A.dl'w'i ce 

lfli Exhibit Aud it 

1111 Chan ge Req uest 

Figure 28 -Creating a new request/task 

3. Alternatively, click on the case management tab and click the add button. 

4. Ensure the "Report Type" field is selected as RequesUTask. 
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5. Refer to the duplicated screen and enter the QPS Forensic Officer's number into the 
Action Officer field of the request/task. 

6. Select "Review" in the "Request Type" field. 

7. Ensure Forensic DNA is selected in the Job/Request Type field. 

8. In the comments field type the details of the request, refer to appendix 8.3 for standard 
wording. Refer to Figure 29 for requesUtask requirements. 

9. Click on the save button. 

Case File Ex am inatiol'\5 ~ Exn; b;~s 

Fore nsic No:.. QPRI ~1 E······ OP: OJ> FOR SAM 

R!:!port Type 

0 Case Fil e Techni :::al R=vie\I'J 

0 Case File Admin Review 

0 Case Prioritis:.tion (DNA.) 

0 PH!. ot-o Print Reque::t 

Q MI R Activii ty Repon 

0 No Ex a mi:nati on {NFA) 

Req uest I Task Report Record 

Job / Request Type 

O clan Lab 

O rllicit Drug 

"~ ~fi3ce Evid'enc e 
,.';!:f_ f: :x:.~ic DN !J. 

Bring -uP' Date 

Cor-~ rr ents 

Forensic Officer 

Action Unit 

0 Simple 

0 Comple x 

0 Paternity 

0 C.oronia l 

Na me 

Cou rt Date 

Date/ Init ials - Hell o, 

1111 

0 State_me_nt I Techni::::a l Report 

0 State_me_nc (P'eer Revie1.,.) 

0 Court Attend a nee 

0 Case Confere_nce Report 

0 Case File Notation 

0 FOI / Leq:~ l Action 

Unit Date Req uired 

Prioc;ty l 0 0 0 H 

0 Admin/Tech 

0 Cold Case 

0 Reporter 

0 R=vie we r 

0 BioHaza rd 

Court Type 

FPPAII oc3t ion 

@ Una 'llo:::ated 

0 Reque;; 

0 Ready 

Proceedings 

0 Sr.t:ipect Nom inat ion 

~ ~MS Contaa 

~-Re !:! l.l est ' a : 

Ca ncel 

0 Results P.,a nagem '.:!nt Report 

Examination No 

0 Req uest Com f)1e t e 

Sc=tus 

0 Exa mination Complete 

0 Sta tememt Com p.lete 

0 Tech Revie \l's Com P'Iete 

0 A min Revlew C.omple t:: 

Station 

Actio n Officer 

Locat ion 

~I 

Regarding exhib i t~ XXXXXXlQQ(, the Exhibit Record Description in the Forernsic Register states "A B C", however 
the Crime Scene Envelope states "X Y Z". Please cor1fi rm the correct descri pti or1 for this exhibit ar1d adjust any 
Fore r1sic Reg ister records as r1ecessa ry, or altematively the item can be return ed fo r your correction. Th is item has 
bee n placed on hold pending advice . 
rega rds 
Your NAME 

/ 

7572 characters le ft . 

Figure 29 -Creating a Request/Task 

10. Once saved, navigate to the ExhibiUitem table and click the add exhibits + icon. 

11. Scan the barcode of the item/s that the requesUtask refers to. Alternatively, a list of the 
related exhibits will be visible in the "All Related Exhibits" table, select the forensic 
exhibit no barcode/s that apply. The selected barcode/swill highlight green and will 
appear in the case report - exhibiUitems table. 
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12. Click on the save button. 

This request will be sent to the Forensic Officer for action. Once actioned, the Forensic 
Officer will edit the request/task and enter the FR number of the person that sent the 
original request and add any comments into the comments field. This will return the 
request/task to the unit worklist and the individuals personal worklist. 

4.9.2 Completing a Request/Task 

1. Staff are to complete request/tasks that have been returned to them. 

2. The validator is responsible for completing outstanding requesUtasks for absent staff 
using the unit worklist tab on the main screen of the FR, refer to QIS 34298. 

3. Once the QPS Forensic Officer has sent a request/task back to the original creator the 
Forensic or Technical Officer will be alerted by the bell icon on any page on the FR see 
Figure 30. 

~ 8 0. .,_, MORTON K [PSDJ• 

Figure 30 - Notification of request/task 

4. Click on the bell, select assigned reports and click on the request to open. 

5. Alternatively, click on the "bdna" logo at the top of the screen to return to the main home 
page. RequesUtasks that have been returned will appear in the personal worklist tab. 
Click the tab and click the FR number to open the request/task. 

6. Review the comments from the QPS Forensic Officer and ensure that any changes to 
the FR have been completed if necessary. 

7. If the exhibiUs were on-hold refer to section 4.11 to restart testing. 

8. If the exhibiUs were not on hold and the request has been completed, click the edit 
button, click the "Request Complete" box and click the save button. 

4.10 On-hold procedure 

1. If a sample is to be put on hold pending further advice from QPS, validate the in-tube 
check if it has been completed as per section 4.5.2 but do not add an extraction type. 
Create a requesUtask as per section 4.9.2. 

2. Scroll down to the exhibit analytical/testing table and click the create exhibit test P 
icon. 

3. Go to "Testing/Analysis" and in the process field use the dropdown menu and select 
result. 

4. In the Police Report field select "SOHAA- Sample on hold, awaiting advice" from the 
dropdown menu (see Figure 31). 
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Testing I Analysis 

St art Dat e * 
v 21/ 04/2022 o9 : 39 II 

SubType 

I Equipment Supplies. 

Testing Deta il 

P.olice Re-port 

SOf-lAA -· Sam,ple on hold , a ""t.a iti ng a dvice 

.. I 
Figure 31 -Creating an exhibit result line 

5. Go to the "Worklist" table and in the "Technique" field use the dropdown menu to select 
"On Hold". 

6. In the method field use the dropdown menu to select "Awaiting Advice" (see Figure 32). 

Workl ist 

Technique Met hod 

On Hold v Aw.a iting ~.d:v ice 

Figure 32 - Worklist table -"On-hold" 

7. Click on the save button. 

8. Transfer the CSSE to the on-hold box using exhibit movement. 

9. Have a colleague check and validate the "SOHAA" result line. 

4.11 Testing restarted procedure 

1. Follow section 4.9.2 to view and complete the request/task. 

2. In the exhibit analytical/testing table, click the create exhibit test P icon. 

3. Go to "Testing/Analysis" table and in the process field use the dropdown menu to select 
"Notation". 

4. Indicate in the notes field if testing can be restarted and note where communication with 
QPS can be found (see Figure 33). 

Note: Creating a new notation will trigger removal from the on-hold worklist. 
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Testing I Analysiis 

&t art Dat e· • 

04/ 20 2 2 10 :23 1111 

& ubTy pE Req uest No 

I E<; uipm e nc .Siup ;.,, . 

Testing Detail 

Notes 0 

Rest art test ing as per advice from Q£5, see case management reports . 

/ 

Atl:acllmer>~ : I Choose f iles I No file d JOcsen 193 1 oha ra ctJers left. 

Figure 33 - Notation for testing restarted 

5. Click on the save button. 

6. Create an exhibit movement as per section 4.3 and transfer the CSSE to the evidence 
recovery laboratory . Place the CSSE into the in-tube hatch in the 
evidence recovery laboratory and attach a note to the CSSE to indicate that testing can 
be restarted. Note: If an in-tube check had already been completed and validated, refer 
to section 8.2.7. 

4.12 No further testing procedure 

1. If testing is no longer required, QPS will tick on the "No Testing Required" box on the 
exhibit record page. This will auto generate an exhibit result line "No further work 
required as per advice from QPS" and will highlight red in the exhibit analytical/testing 
table (see Figure 34). Note: The no testing required box is only visible when ticked. 

2. Locate the CSSE from the storage boxes within Evidence Recovery and return the tube 
to the CSSE, seal with evidence tape, sign and date. 

Exhibit An arytical/ Testing 

2:0/04]202.2 10:0B 

20/ 0 4/ 202 2 10:19 

20/ 04/2022 13:24 Resu l~ No fu rtl-oer \"m rk req u i red as per ad v ice fmm QIPS 

Figure 34- No Further Work - Exhibit analytical/testing table 

3. section 4.3 and transfer and place the CSSE in the 
exhibit room returns box 

4. Click on the date/time hyperlink of the result line and validate. 

Note: If a sample has not undergone any testing (i.e. exhibit analytical/testing table is 
blank), then a notation stating that testing is no longer required must be entered in order to 
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remove it from the Received Worklist. The no further work result line will also need to be 
added manually. 

4.13 Correcting errors in worklist selection 

If the wrong technique and/or method are selected in the worklist table and the record has 
already been saved, check the exhibit analytical/testing table to establish whether the 
sample is already on a batch, if it is contact the Analytical Senior Scientist. 

If the sample is not on a batch: 

1. Navigate to the exhibit analytical/testing table and click create exhibit test P icon. 

2. In the "Process" field select "Reallocate" from the dropdown menu. 

3. In the worklist table, select the correct technique and method. 

4. Click on the save button. 
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5 Associated Documentation 

QIS: 17117 - Procedure for Case Management 
QIS: 22857 - Anti-Contamination Procedure 
QIS: 23849 - Common Forensic DNA Analysis Terms and Acronyms 
QIS: 23959 - Storage Guidelines for Forensic DNA Analysis 
QIS: 30800 -Investigating Adverse Events in Forensic DNA Analysis 
QIS: 33800 - Examination of Items 
QIS: 34298 - Validation of Examinations 

6 References 

AS2243.1 :2005 Safety in Laboratories Part 1 - General 

Workplace Health and Safety Act 2011 

Workplace Health and Safety Regulation 2011 

Workplace Health and Safety Advisory Standards - various 

Health, safety and wellbeing I HSQ staff site 
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7 Amendment History 

QIS2 Edition 
Version Date Updated By Amendments 

1 19/05/2016 A. Houlding First issue. 
2 09/06/2017 A. Ryan Added storage, and photography 

Updated screenshots. Added 
requesUtask procedure. Added label 
printing. Amended on-hold procedure. 
Added section 4.3 tracking of 
individual samples. Amended no 
further testing procedure. Added 
subsample procedure for manual 
interventions requiring retention. 

3 12/07/2017 A McNevin Amended imaging procedure to reflect 
use of notation, added further 
information on CSSE labelling 
requirements and image quality and 
procedure for labelling discrepancies 

4 15/12/2017 A McNevin Addition of extra troubleshooting as 
Appendix 2, other minor changes to 
reflect current practice using FR 

5 10/07/2019 C. Angus Amended in-tube pick-up procedure, 
update of screenshots, update of 
Appendix 1 to include iPad photo 
procedure and Windows 10 updates. 
Addition of additional troubleshooting 
(1 0.2.2, 1 0.2.1 0), addition of 
Appendices 3 and 4. 

6 18/03/2021 M Margetts Complete review of SOP, updated 
procedure for uploading additional 
images. Adjustments made to some 
formatting. 

7 22/04/2022 K Morton Updated template, updated 
contenUscreenshots to reflect current 
procedures. Added procedure for 
completing requesUtasks and added 
new standard wording. 

8 Appendices 

1 Appendix 1: Uploading Images 
2 Appendix 2: Example Problem Scenarios 
3 Appendix 3: Standardised Wording for Task Requests 
4 Appendix 4: Correspondence Between QPS and Forensic DNA Analysis 
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8.1 Appendix 1: Uploading Images 

8.1.1 Uploading images with a camera 

1. Refer to individual camera manuals for specific functionality, manuals are stored in 
I :/EquipmenUEquipment Manuals/Canon. 

Note: Regularly check the camera date/time stamp so that the image meta data is reflective 
of contemporaneous record keeping. The camera date/time should closely match the PC 
date/time. 

2. Capture the photo. 

3. Plug the camera into the computer via a USB cable. 

4. Right click on the camera shortcut on the desktop and select "Import pictures and 
videos" (see Figure 35). 

my s a 

tl i~ ~ 
Kins hip FR CSSE 

with QP. 

r;(l] ~ 
Offi ce 355 'A HAN 

~ 
Strea mlin e 

Open folder location 

Pin to Quick .access 

Unpin from Start 

Restore previous vers.ions. 

Send to· 

Cut 

Copy 

Create shortcut 

Delete 

Rename 

... 

Figure 35- Camera upload page 

5. The import window will open, scan the item barcode into the tag field and click import 
(see Figure 36). 

Page: 29 of 36 
Document Number: 33771V7 
Valid From: 2610512022 
Approverls: Cathie ALLEN 

~ QueenslaJtcbQ3 
Qlf GovernmehP 



• Imp ort Pictures alild Video-s 

1 new photo or video was foun d 

0 Review, org aniiZe,. and grol.lp it em s t o imp ort 

@ Imp ort all new it em s now 

CU:ntera name :S 
0 Add tags 

More optiolil s 

Figure 36- Tag box 

WIT.0019.0012.1878 

Examination of in-tube sameles 

D X 

Import 

Note: The import settings should not need to be adjusted (see Figure 37). The image will 
upload to 1:\FR Images into folders sorted by date. Additionally, "Open Windows Explorer 
after import" may not be applicable to all processes and can be unchecked if desired. 

Im port Settings 

Setting s for: I Cam eras and Portabl e Devices .. I 

Import im ag es to: ..... [ ~_1_:\F_R_i_m_ag=-e_> ______ __J" I [ Browse .. . 

Imp ort vid eos to: [ ~ My Pictures "I [ Brow se .. . 

Folder nam e: [Date Imported+ Tag 

Fil e nam e: 

Example: 2017 -02-17 Hima layas\ Hima laya.> OOLJPG 

Oth er options: 

~ Prompt f or a t ag on import 

10 Alw ays eracSe from device after importing 

~ Rotate pictures on import 

~ Open Wind ow > EXplorer after import 

Change default AutoPiay options 

[ Restore def au lt > I 
How do I change my import settings? 

Figure 37 - Import settings 
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8.1.2 Uploading images using the iPad 

1. Open the safari icon on the iPad homepage to login into the FR (see Figure 38). 

Figure 38 - iPad main screen -safari 

2. Follow the prompts and sign into the FR. 

3. Click into the key identifier search liJ icon and scan the barcode, click search. 

4. In the Process drop down menu, select "Notation". 

5. Click on "Choose File" and then "Take Photo or Video". 

6. Once the photo has been taken, select "use photo" or "retake" if another is required. 

7. Complete the notes field as required. 

8. Click on the save button. 

Note: Once you have finished using the iPad, it is important that you correctly sign out of 
FR. 
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8.2 Appendix 2: Example Problem Scenarios 

8.2.1 No Testing Required ticked by QPS prior to sample submission 

For these items, the entry of the "No further work ... " result line is not automatic so needs to 
be entered manually prior to tracking to the returns box. A colleague will need to validate 
the result line. 

8.2.2 No Testing Required ticked after validation of in-tube check 

If Analytical testing has not yet begun on an in-tube (e.g. Sample has been pulled onto an 
extraction batch but not processed), the Clinical Assistants will track the sample to an ERT­
AS box and deliver it back to the Evidence Recovery hatch or exhibit room shelf. The 
Technical Officers will find the co~ reseal the in-tube and track it to the 
returns box in the Exhibit Room-· 

If the in-tube has been processed for semen testing but is now no longer required~ 
be transferred to the no further work box located in the Extracting Sorting freezer -

8.2.3 QPS image is of a completely different CSSE 

A photo must be taken of the CSSE that was received, the sample can then be processed 
as normal (as long as there are no further problems such as a labelling discrepancy). The 
Technical or Scientific Officer must inform the Evidence Recovery Senior Scientist who will 
organise to have the issue corrected. 

8.2.4 Partial QP on the CSSE 

Although the QP number is not a required identifier on a CSSE, if the QP number is 
present, then it needs to be correct. A requesUtask must be sent as per section 4.9.1. 

8.2.5 Multiple CSSE's attached together 

If two or more CSSE's are received stapled or otherwise attached together, this must be 
noted in each in-tube check. Additional images may also be required. 

8.2.6 Substrate within in-tube is different to category in FR 

If an in-tube contained a swab, however the FR category field states "Trace DNA Kit" and 
the Description states "Swab of ... "the exhibit will need to be placed on-hold (section 4.1 0) 
and a requesUtask must be sent (section 4.9.1). 

8.2.7 In-tube placed on hold after In-tube check performed, tube returned to CSSE 

If an in-tube check has been performed and the in-tube has then been returned to the 
CSSE and placed on-hold, a notation stating that the tube has been returned to the CSSE 
must be added. Refer to section 4.9.1 for request/task creation and section 4.10 for the on­
hold process. 

Refer to section 4.9.2 to complete a requesUtask and section 4.11 to restart testing. Note: 
Another in-tube check is not required. Transfer the CSSE to the Evidence Recovery 
laboratory, remove the in-tube from the CSSE, sign and date the opening. Track the tube to 
an ERT-AS box, add the relevant extraction type and manually add the submitted result 
pending result line (SRP). Another colleague must validate the SRP result line. 

8.2.8 No Testing Required previously checked and subsequently un-checked 

If the "No testing required" check box is unchecked, the "No Testing ... "result line 
highlighted colour will change to a neutral colour. Check the date I time stamp of the "No 
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Testing ... "result line, this will likely be some days prior, indicating that the previously 
unrequired exhibit now requires testing. 

8.2.9 Testing re-started on returned in-tubes 

1. If a CSSE is still located within Forensic DNA Analysis, testing can be restarted as per 
section 4.11. If an in-tube check had already been completed testing can restart as per 
section 8.2.7. 

2. If the exhibit is not located within Forensic DNA Analysis (with FPP or QPS); the exhibit 
requires an in-tube check to be completed as it has left the custody of Forensic DNA 
Analysis. Note: A new in-tube check is required even if one had already been 
completed. 

3. If the exhibit has a validated SRP (submitted results pending) result line prior to the 
validation of the NWQPS (No further work required as per advice from QPS) result line, 
then when the exhibit is restarted a TRQ (Testing restarted on advice from QPS) result 
line must added and validated. 
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8.3 Appendix 3: Standardised Wording for Task Requests 

8.3.1 Discrepancy for exhibit record description (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Description in the Forensic Register 
states "ABC", however the Crime Scene Envelope states "X Y Z". Please confirm the correct 
description for this exhibit and adjust any Forensic Register records as necessary, or alternatively 
the item can be returned for your correction. This item has been placed on hold pending advice. 
regards 
Your NAME 

8.3.2 Discrepancy for location/owner field (Item NOT placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Location I Owner field in the Forensic 
Register states "ABC", however the Crime Scene Envelope states "X Y Z". Please confirm the 
correct description for this exhibit and adjust any Forensic Register records as necessary. 
regards 
Your NAME 

8.3.3 Discrepancy for exam source field (Item NOT placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Exam Source field in the Forensic 
Register states "ABC", however the Crime Scene Envelope states "X Y Z". Please confirm the 
correct description for this exhibit and adjust any Forensic Register records as necessary. 
regards 
Your NAME 

8.3.4 FR number discrepancy (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the exhibit is registered in the Forensic Register under 
FR number "1 2 3", however the Crime Scene Envelope states "3 2 1". Please confirm the correct 
FR number for this exhibit and adjust any Forensic Register records as necessary, or alternatively 
the item can be returned for your correction. This item has been placed on hold pending advice. 
regards 
Your NAME 

8.3.5 No FR number on CSSE (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the exhibit is registered in the Forensic Register under 
FR number "1 2 3", however the Crime Scene Envelope has no FR number present. Please 
confirm the correct FR number for this exhibit and adjust any Forensic Register records as 
necessary, or alternatively the item can be returned for your correction. This item has been placed 
on hold pending advice. 
regards 
Your NAME 

8.3.6 Discrepancy for collection description (Item NOT placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Description in the Forensic Register 
states "ABC", however the Crime Scene Envelope states "X Y Z". Please confirm the correct 
description for this exhibit and adjust any Forensic Register records as necessary. 
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Regarding exhibit barcode XXXXXXXXX, the Exhibit Record Forensic Category in the Forensic 
Register states "ABC", however the exhibit received with the Crime Scene Envelope is a "X Y Z". 
Please confirm the correct exhibit type and adjust any Forensic Register records as necessary, or 
alternatively the item can be returned for your correction. The item has been placed on hold 
pending advice. 
regards 
Your NAME 

8.3.8 Sample requires additional analysis confirmation (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX, this item has been ticked as "Sample requires additional 
analysis (lubricant, fibre, glass, soil etc.)" with no additional information provided as to what form of 
additional analysis is required. Please advise the nature of the additional analysis required, or 
alternatively, if none is required, please uncheck. The item has been placed on hold pending 
advice. 
regards 
Your NAME 

8.3.9 Sample requires semen or saliva testing confirmation (Item placed on-hold): 

Date/Initials- Hello, 
Regarding exhibit barcode XXXXXXXXX. Due to the nature of this case could you please confirm 
whether semen or saliva testing is required. This item has been placed on hold pending advice. 
regards 
Your NAME 
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8.4 Appendix 4: Correspondence Between QPS and Forensic DNA Analysis 

8.4.1 Semen Testing 

If Technical/Scientific Officers have considered that semen testing may be required due to the 
details available for the case, a requesUtask needs to be sent to the Officer for clarification as per 
section 4.9.1. If there is no response within a reasonable time (agreed time of at least one week) 
the Evidence Recovery Senior Scientist (or in their absence, the Evidence Recovery & Quality 
Team Leader) must be notified via email with the exhibit barcode/s details. An email will be sent to 
the Inspector for follow up and a case file notation will be added to show that it has been actioned. 

8.4.2 Labelling Discrepancies 

In the first instance, seek clarification from the Forensic Officer. If this does not resolve the issue, 
or if it is not followed up within a reasonable time (agreed time of at least one week) the Evidence 
Recovery Senior Scientist (or in their absence, the Evidence Recovery & Quality Team Leader) 
must be notified via email with the exhibit barcode/s details. An email will be sent to the Inspector 
for follow up and a case file notation will be added to show that it has been actioned. 
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1 Purpose and scope 

To describe the processing of FTA™ papers from reference buccal and blood samples to 
yield a DNA profile. The methods outlined below are applicable to all FTA Reference and 
Evidence samples that require Forensic DNA Analysis processing. This document applies 
to all Forensic DNA Analysis staff that process FTA samples. 

2 Definitions 

FTA 
PCR 
DNA 
EDTA 
SDS 
dNTP 
BSD 
FRIT 
SSLU 
QPS 
BSC 

3 Principle 

Flinders Technology Associates- paper used to store DNA 
Polymerase chain reaction 
Deoxyribonucleic acid 
Ethlyenediaminetetraacetate 
sodium dodecyl sulphate 
Deoxyribonuceotide triphospate 
Semi-Automated dried sample puncher 
Forensic Reporting and Intelligence Team 
Scientific Sciences Liaison Unit 
Queensland Police Service 
Biological safety cabinet 

DNA Technology 
FTA paper is a reagent impregnated paper for DNA-Storage that gives a positive kill of 
common blood-borne pathogens and DNAses and provides a long-term, broad-spectrum 
protection from saprophyte growth, particularly moulds, during storage in laboratory 
cabinets at ambient temperature and humidity (Whatman 2005; Whatman 2009). The 
protective reagents were specifically selected to have well known properties and to all be 
safe for human handling. They are mildly alkaline with uric acid/urate, sodium dodecyl 
sulphate (SDS), EDTA, and TRIS. 

DNA source 
The most common cell collection protocol used for DNA extraction are cells collected from 
inside the cheek which contain exfoliated buccal epithelial cells and other cells found in 
saliva. Human blood is a mixture of red blood cells, white blood cells and plasma. Only 
white blood cells and immature red blood cells contain DNA 

Collection of Material 
Buccal FTA samples are collected using the foam rubber swabs supplied in collection kits. 
Gently rubbing of the internal cheek collects buccal cells on the foam swab. The swab is 
then applied to the FTA card and cells are transferred. Blood or post-mortem blood samples 
are applied directly to the FTA card and allowed to dry. 

Queensland Police Service QPRIME 
FTA samples that are taken by the QPS are registered in QPRIME. QPRIME sends the 
registration to Forensic Register. Once the sample is received at QHFSS Property Point 
the Forensic Register will allocate the sample to the Direct STR Amp FTA work list. 

BSDGOO Ascent A2 
The BSD600 Ascent A2 (BSD Robotics, Australia) is a semi-automated dried sample punch 
instrument. The instrument in Forensic DNA Analysis is fitted with two punching dies; 
1 .2mm and 3.2mm. The 1 .2mm punch is the standard punch size for direct amplification 
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FTA sample processing. The 3.2mm punch size is used for very low, very high 
concentration or inhibited FTA samples that require extraction. 

Polymerase Chain Reaction 
Polymerase chain reaction (PCR) is a method of selectively amplifying a particular region or 
regions of DNA. PCR utilises Bacterial DNA polymerase enzymes, region specific primers 
and dNTP's to replicate DNA. 

4 Reagents and equipment 

4.1 Reagents 

1. 5% v/v Trigene-Advance solution. 
2. 0.5% w/v Bleach solution 
3. 100% v/v and 70% v/v Ethanol 
4. Hamilton pierceable foil seals 
5. PowerPiex® 21 System (Promega 2012): 

• Master Mix - PowerPiex® 21 5X Master Mix 
• Primer Mix- PowerPie~ 21 5X Primer Pair Mix 
• Liquid Positive Control - 2800M Control DNA, 1 Ong/IJI 
• Water, Amplification Grade 
• PowerPie~ 21 Allelic Ladder Mix 
• WEN Internal Lane Standard 500 

4.2 Equipment 

1. BSD600 Ascent A2 
2. Hamilton Plate Sealer 
3. Labogene Scanspeed Centrifuge 
4. Euroclone Safemate ECO ABC 1.2 Class II BSC 
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5 Safety 

Personal Protective Equipment (PPE) including laboratory coats, masks, caps, gloves and 
safety goggles (where appropriate) must be worn by all staff when performing analytical 
procedures. Ensure instrument is turned off prior to cleaning. 
To avoid possible injury from moving parts, ensure the BSD instrument is turned off prior to 
cleaning. 

6 Procedure 

6.1 Delivery of FTA samples 

QPS deliver reference samples to the Forensic Property Point and FSS Property Point staff 
then deliver the samples to Forensic DNA Analysis. The samples are electronically stored 
to boxes which are stored on shelves in the Exhibit Room ( 1. 

Blood FTA cards are stored to a separate box located in the Exhibit Room. At the present 
time, all blood FTA cards are sampled by the Evidence Recovery team. 

6.2 Locating FTA cards for processing 

6.2.1 Locating FTA Cards for rework batches 

1. Click on the Worklist tab and select Direct STR Amp FTA 

2. The list can be filtered for the batch type. 
Click on the appropriate filter: OSD 3500xl, RPT 3500xl or RUN 3500xl 

QPS Forensic Services 

Batch Sample Admini~tration 

--
.... c--------~--------------------~------=·~-~ 

Exh ibi t Ana lys is 

D ire-ct ST R. Amp FTA Wo rk li st - RUN 3:ii00x l 

Exhibit No Exhibit Method - REFERENCE RUN 3500:o: I 

~nallot:ated [REF 1) [CW;!) 

Figure 1 Worklist and Filters 
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3. The number of samples that have not been allocated to a batch (outstanding samples) 
is displayed at the bottom of the page. 

4. From the filtered list; click on the PDF icon ~ to generate a storage list which can be 
printed. 

5. The storage list includes the storage location as well as the previous Direct STR Amp 
FTA batch ID. 

Figure 2 Storage location sheet 

6. Print the list and locate required samples. 

7. Move exhibit storage to FTA transfer boxes. (refer to section 6.8.1). 

6.2.2 Instructions for Using DADI Program to Locate Samples 

1. Log in to DADI using your Novell log-in. If you do not have a DADI login, consult the 
Quality Team for assistance 

2. Go to Tools- Results Management 

3. In Search Sample -Type in connected barcode or lab no/old DNA Number. 

4. Click Search by double clicking the lab no. 

5. Note down the RUN ID e.g. FTA# 44 and log out of DADI. 

6.3 Reference samples other than buccal FTA cards 

Reference samples which are not FTA cards (e.g. hair, blood, FTA blood card) will be 
sampled by the Evidence Recovery Team and submitted for extraction. 

If a sample is received is a hair sample, please notify the quality team so they can 
change the sample type in the Forensic Register. 

1. Add a Notation as per section 9.1.1 
Add details such as "Reference swab received", "Reference hair received" or 
"Reference blood received". 

2. Save the record. 

3. If the sample is a swab or hair continue to section 9.1.3. 

4. If the specimen is a blood FTA card proceed to section 9.1.4. 
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5. Transfer the swab/h~d card sample to the box labelled Evid Sample -
Manual (FR rack ID-located on a shelf in the Exhibit room. 

6. Transfer the ESMP box to location corresponding to that day's shelf. 

6.4 Preparing FTA cards for punching on the BSD. 

The following steps can be performed in rooms- (Exhibit Room) or in room •. 

1 . Open the FT A cards using a letter opener. 

2. Stamp and sign the envelopes with the date and user's initials, or print off "FTA 
Opened By " stickers using the Zebra Designer software and affix to the back of the 
FTA envelope. FTA cards should be opened just before processing. 

Note: Rework samples will have been previously opened and possibly re-sealed. These 
cards should be as per steps 1 and 2 listed above. 

3. Retrieve the FTA Transfer box from the pass-through hatch in Extraction sorting and 
wipe down the outside of the FTA transfer box/es with 0.5% w/v bleach solution and 
70% ethanol solution. 

4. In the Forensic Register move the storage location of the FTA Transfer Box from the 
Exhibit Room to the FTA Processing Bench in room-

6.5 FTA samples with missing/discrepant barcodes 

When the envelope has been opened and the card is found to be missing a barcode or the 
barcode does not match the envelope; then refer to section 9.1. 1. 
Move the sample storage to the FTA problem box located in the Exhibit Room. 

6.6 BSD Daily Maintenance 

Refer to QIS 35692 BSD600 Ascent A2 Operator Manual for the BSD operating 
instructions. 

6.7 Direct Amplification FTA Processing 

1. Turn on the biological safety cabinet. Clean BSC surfaces with 70% ethanol. 

2. In the BSC; hand label a new PCR plate using a permanent marker with the batch 
type (e.g. FTA, RPT, RUN, OSD) on the front skirt (longer side) of plate. 

Leave enough room to affix the batch ID label once the batch has been created in the 
Forensic Register. 

3. Add 7.5ul of Amplification Grade Water to each well that will contain either a sample or 
control. (The wells that will contain ladders do not require Amplification Grade Water.) 

4. Use a new blank FTA card for cleaning punches. For small batches, the blank FTA 
cards used for blanks can be cut in half using scissors that have been cleaned with 
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bleach and ethanol first. 

5. Operator tasks during punching: 
The first operator is to remove the FTA card from envelope, check barcodes match on 
the envelope and the sample and pass the card to the second operator. After the 
sample has been punched the operator ensures the correct card has been stored to 
the FT A envelope. 

The second operator runs the BSD. They scan the barcode on the FTA paper, 
checking the BSD software to ensure that the barcode has scanned correctly (if not, 
delete the scanned barcode from the field and rescan barcode) and punch sample. 

6. Refer to QIS 35692 BSD600 Ascent A2 Operator Manual for the BSD operating 
instructions. 

7. When the punch run is complete, place the plate into the biohazard cabinet adjacent to 
the BSD to add the Amplification mix. 

8. Proceed to section 6.6.3. 

6.7. 1 Creating Direct Amplification FTA batches in Forensic Register 

After punching samples using the BSD, the batch can now be created using the BSD output 
file. 

1. Open Forensic Register and type SM into the search field. This will load the sample 
management page. 

2. Navigate to the Direct STR Amp FTA batch type. 

3. Click on the Add Record button 

4. Enter details for Batch Template, Technique, Method and Type as per Table 1. 

Table 1 Batch creation details for FTA Direct Amplification 

Batch type Batch Template Technique Method Type 
PP21 FTA FTAAMP FTA 3500xl Direct STR Amp FT A FTA 3500xl RF 
PP21 OSD FTAAMP FTA 3500xl Direct STR Amp FT A OSD 3500xl RF 
PP21 RPT FTAAMP FTA 3500xl Direct STR Amp FT A RPT 3500xl RF 
PP21 RUN FTAAMP FTA 3500xl Direct STR Amp FT A RUN 3500xl RF 

5. Select Batch/Rack/File for Sample Source type. 

6. Click on Choose File button to select BSD file to be imported. 
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QPS Forens1c Services , 
' ' 

Work list Sample Administration 

Ex hib it Ana lys is 

T li-Chniqu'i! M.t hod 

FTMMP _ FTA 3500xl ,.. Direct STR Am p FTA ,.. FTA 3500 xl 

Sample So urce 

Sa mpl ~ Sour-eE Sour-ce Ba t-c h I S t.o r;~ g i Bo :w: 

0 Auto Fi ll 0 Manuil l @ B<1 t d1/ SBox I Fil e 

Figure 3 FTA batch creation from BSD file 

7. Navigate to 1:/BSD/Piate maps/ and select file that the batch is to be created from and 
then click on Open. 

f!' Open ~ 

> Computer > FORBIOL (\\B5-QH'>S-FS1\ DATA2) (!:) > BSD > • J +t- II Seor<h BSD p 

Organize • Newfolder §-- . Elil 
T 

Date modified Type Size 
D 

Intel Name 

NDPS 
4/10/201612:16 PM DAT File 6 KB 

Perfl og.> 
4/10/2015 8:37AM DATFile 2 KB 

Program File> 
30/09/2016 12:10 ... DATFile 1 KB 

P rag ram F i I.e> (J<86) 
30/09/2016 12:09 '" DATFile 2KB 

30!09/201611:53 '" DATFile 1 KB 

30/09/2016 11:31 ... DAT File 5 KB 

30/09/2016 9:26AM DATFile 5 KB 

29/09/201611:08 '" DAT File 1 KB 

29!09/201611:02 '" DAT File 5 KB 

29!09/2016 10:39 ... DATFile 5 KB 

Qu ara ntine 

>o e 

~ Temp 

Window> 

~ WI Data (D:) 

~ ~ DVD RW Drive (E:) 

D 2 DATAl (\\ BS-QHSS-FS1: 
29!09/2016 8;43 AM DATFile 5 KB 

28/09/2016 8:21 AM DATFile 5 KB 

27 !09/2016 2:18 PM DATFile 1 KB 

~ 2 GOODRICM (\\85-QHSS 

~ 2 FORBIOL (\\BS-QHSS-Fo 

BSE> 
27/09/2016 2:17 PM DATFile 2.KB 

FS-Biology (\ \ BS-QH SS-
y • 

File na me:: . [All Files ·I 
Open I· ] I Cancel I 

Figure 4 Navigate to BSD file location 

8. Click on save record icon. 

QPS Forensic Services , , 
I 

~-----w-o-'k-lis_• ____ ~1 ~111111111111111~r _____ s_a_m_o_le----~-----A-dm-'-"'-''-'•-"-on-----------------------------------
Ex hibit Analy5i5 

Bat-ch Template 

FTAAMP _FTA 3500xl 

c;;:a.., , r,.lo C:::: n r orro 

Figure 5 Create Batch 

Page: 9 of49 
Document Number: 34035V6 
Valid From: 1010112022 
Approverls: Cathie ALLEN 

Technique 

Direct STR Amp FTA 

Method 

FTA 3500xl 

~ QueenslaJtcb 19 
Qlf GovernmehP 



WIT.0019.0012.1894 

.-------------------------------------.....;F...;o;.;r;.;;e.;.;n.;;;sl.;;.c..;.R.:.:e;,,igister FTA Processing~------. 

When batch is created, the batch details screen looks like 

Ex h ibit Ana lys is 

BotchiD ~«hn•Que 

!Direct STR Amp FTA 

0 1 02 03 

A ... ..-.. ,-...,_ 
ladder ! ­.,... .,... ..._... 

- ,..-.... ,..-.... F--­'-/ '-/ ..._... 

I 
I 

Pos1t iv ll"' Control (PP21) 

Tubes (2.0) 

B"tch Note s; 

Batch I nfo 

Cre ated : 20 18- 10·30 0 7: 5 
Prepaf ed: 
Locked: 
On I nstru ment : 
Com pleted : 
Equ ipment: 
Loca tion: 

Figure 6 Batch details screen 

9. Save the record 

0 4 0 5 

r--. ..-.. 
Lad der 2 ..._, .,... 

r--. ~ ..._, ..._, 
r--. ~ 
'-/ ..._, 
r--. r-... ..._, ..._, 
r--. r-... ..._, ..._, 
r--. ~ 
'-/ ..._, 
r--. ~ ..._, ..._, 
r--. r-... ..._, ..._, 

Batch Controls I St.a tus 

I Bi!lltch Files 

I Method 

IRUN 3500xl 

06 07 08 

r-... r-... ..-.. 
la dde r 3 ..._, ..._, .,... 

r-... r-... r-... ..._, ..._, ..._, 
r-... r-... r-... ..._, ..._, ..._, 
r-... r-... r-... ..._, ..._, ..._, 
r-... r-... r-... ..._, ..._, ..._, 
r-... r-... r-... ..._, ..._, ..._, 
~ ~ ~ ..._, ..._, ..._, 
r-... r-... r-... ..._, ..._, ..._, 

I 
I 

Tubr:5 (1. 5) 

I 
.OAT I 

&:] 

Plote / Rock 10 

[i]@ 

09 10 11 12 

r-... r-... ..-.. r-... 
Ladder 4 ..._, ..._, .,... ..._, 

r-... r-... r-... r-... ..._, ..._, ..._, ..._, 
r-... r-... r-... r-... ..._, ..._, ..._, ..._, 
r-... r-... r-... r-... ..._, ..._, ..._, ..._, 
r-... r-... r-... r-... ..._, ..._, ..._, ..._, 
r--. ~ ~ ~ ..._, ..._, ..._, ..._, 
r--. ~ ~ ~ ..._, ..._, ..._, ..._, 
r-... ~ r-... r-... ..._, ..._, ..._, ..._, 

Comment 

Plat~ FTA Clr:11n mg ~rds 

Skb 30/101 18 7:50 AM 

10. Check that the BSD instrument file is listed in the Batch Files section and ensure the 
samples from the BSD output file (as shown in Figure 6) match those in the Forensic 
Register. 
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To do this, double click on the file from the Batch Files to open. 

If the Forensic Register samples do not match the BSD instrument file (.dat), it could 
mean that the incorrect file was used to create the batch. Refer to section 9.1.5. to 
mark the batch as Not Required. Then recreate the batch with correct BSD output file 
as per Section 6.6.1. 
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6.7.2 Samples not recognised by the Forensic Register 

1. If any of the sample wells are highlighted as 0 this means that the barcode is not 
recognised/registered in the Forensic Register. 

2. Delete the barcode from the batch. 

3. Enter a batch note detailing which sample was removed from the batch such as 
"Sample XXXXXXXXX removed from position XY- sample not registered in FR". 

4. Move the sample to the FTA Investigation Box and inform the Laboratory Assistant 
Supervisor/Quality Team. 

6.7.3 Preparation of Amplifcation Mix for PowerPiex® 21 Plates 

To be performed in the clean reagent room biohazard cabinet (Room 3188). Amplification 
Mix is only to be made after the plate has been punched by the BSD. 

1. Clean pipettes, racks, tip containers with 0.5% v/v bleach solution followed by 70% v/v 
ethanol. 
Clean work bench and biohazard cabinet stainless steel surfaces 70% v/v ethanol. 

2. Remove required amount of PowerPiex ® 21 5X Master Mix and PowerPiex® 21 5X 
Primer Pair Mix from the freezer and thaw. 

Note: Master Mix and Primer Pair Mix vials may be kept in the refrigerator for 
subsequent use for up to and not exceeding five days. Any remaining reagent in 
the refrigerator must be returned to the freezer by the Friday of that week. 

Centrifuge tubes briefly then vortex each reagent for 15 seconds before use. 

3. Use FTA Mastermix calculator (QIS 32930) to calculate reagent volumes and to record 
lot numbers of the reagents used. 
This is located in 1:\AAA Operational Staff\FTA MasterMix 

4. Vortex the Amplification Mix thoroughly for 5-10 seconds at half speed, taking care to 
minimise splashing under the lid. 
Label the tube with the batch ID and put into the pass through hatch between rooms 
3188 and 3189. 

Note: Each Batch is to have an individual tube of PowerPiex® 21 Amplification Mix. 

6.7.4 Finalising FTA plate and Forensic Register batch 

1. Clean all work areas with 0.5% v/v bleach solution followed by 70% v/v ethanol. The 
BSD machine is to be cleaned with 100% ethanol inside and outside. Refer to Section 
6. 

2. Dispense 51JL of prepared Amplification Mix into each well containing sample. Make 
sure to add Amplification Mix to the Positive and Negative control wells (A 1 and B1 ). 
Please note, the control wells will not contain FTA™ spots. 
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3. Add 1 ul of 2800M Control DNA (1 Ong/IJL) to the positive control well (A 1 ). 

4. Seal the plate with the Hamilton plate sealer or by hand. Take care to seal plate well as 
evaporation can occur during the amplification cycles. 

5. Hand label the back of the plate with the batch type (FTA, OSD, RUN or RPT). 

6. From the batch screen in the Forensic Register 

7. Edit the record , enter in reagenUequipment details (Operators, PP21 reagents, 
PCR plate, FTA cleaning card, BSD etc), 

Run Da t e Com m ellt 

Pos it i Ye Contro l ( PP2.1 ) Po we rPie :w: 2. 1 Prim e r Pa ir Powe rPie :w: 2. 1 Mast er Mi:w: Tube.s ( l .S) Pla t e FTA C lea ll iflg C a rd.s 

Wa te r T ube.s ( 2. 0) 

Locat ion Equ ipm ent !D Equipm entiD Equipm ent lD Batch Fil e 

I Ghoo s.e File I No f il e c llosen 

Figure 7 Add consumables and reagents 

8. Enter initials of both operators into batch notes. 

If there are any comments to record for the batch, enter "See batch" in the comment 
field, then enter the details in the batch notes table. 

When entering batch notes, enter operator initials followed by the date and then the 
notes. (e.g. XYZ 01/01/2017- notes) 

Run Dat e Ti m e Bat-ch Contro ls I Sta t u.s Comm ent 

0 1/ 0 6/ 20 16 14 : 2.5 see batch 

Posit ive Contro l Po\<te rPie:.: 21 Pri mer Pa ir Po\<te rPie :o: 21 Mast er Mi :.: Tube.s Pla t e FTA Clea ning Ca rd.s 

Wat er 

Bat-ch Not es 

Re punch of s a mple.s f ro m ba t-e 

Figure 8 Add batch comment 

9. Check that the Forensic Register Batch matches the samples from the BSD instrument 
file. To do this, double click on the file from the Batch Files to open. 

If the Forensic Register samples do not match the BSD instrument file (.dat), it could 
mean that the incorrect file was used to create the batch. Refer to section 9.1.5. 
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QPS Forensic Services . 

S .o m p l ~ 

Exhibit Ana lys is [Seq ue nce c heck) 

s~ tc h.ID IT9<: hr>i qU<! IMe tOOd Pl ~ te I R~ck ID 

!Direct STR Am p FTA IFTA 3 5 00x l 

" " "' ~ " % " 00 "' " " " 
A - - ,--.. ,--.. - ,--.. ,--.. - ,--.. ,--.. - ,--.. - - \,._/ \,._/ - \,._/ \,._/ - \,._/ \,._/ - \,._/ 

' - ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. - \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ 
,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. 

c 
\,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ 
,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. 

D 
\,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ 
,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. 

' \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ 
,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. 

' \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ 
,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. 

G 
\,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ 
,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. ,--.. 

H \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ \,._/ 

(_ 0 Conf irm Sfllu.r><:e c~ 
- OZ.ZB PM 22/11/2016 1~.112.2~1.224 

Figure 10 Sequence check batch 

13. Pulse spin the FTA plate, place in pass through hatch to CE and notify CE staff. 

14. Store FTA cards as per section 6.8 

6.8 Processing of FTA for extraction 

Sections 6.7.1 and 6.7.2 are to be performed in room 61068 (Exhibit Room) 
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6.8.1 Locating FTA Cards for Extraction 

1. Proceed to the DNA Extraction worklist 

The list can be filtered by clicking one of the batch types at the top of the table. 

2. Click on [BSD Prep]. 
" 

QPS Forensic Services . ' 
I 

.JIIIIIIIIIIIII~------•-•-tc_h _____________ s_am~p-le----~~~~ ___ A_d_m-ln_;,_t•-•t-lo-n --~----------~------------~11$==•="==-

Ex hibit Analys is 

E )( ~ i b i t Met tmd 

S WAB Mcncwell 16 D r~ lQ 2015- 03 - 18 13: 10 1 fo rm . Pia t e R.i3ckiD fo rm .Pia te R.ack Posit i Run 

S WAB Ma n LJa l DNA l Q 2016- 04- 12 13 : 50 1 

OTH ER Und'ef ine.tl 2016- 11 - 11 10 : 53 1 

OTH ER Me~ xwe ll 16 DrtA IQ 2016- 11 - 21 12: 15 1 

CSA MP Max\o'te ll 16 D rY\ lQ 2016- 11 - 23 11 :44 1 

CONDOM Undefined 2 015- 05 - 05 14: 34 2 

S WAB Diff e re nt ia l Ly!iiS- DNA IQ 2 015- 05 - 22 11 : 0 1 3 

FTAC BSD FTA Prepa rat ion 20 15 - 07 -17 11 : 02 3 

TU FT Undef i i'\Bd 2016- 06 -13 14:00 3 

S WAB Max.,te ll 16 DrtA IQ 2016-09-20 12 : 00 3 

S WAB Max,..tell 16 DrtA IQ 2.016-09-20 12 : 04 3 

0"+- ~ ; ~ <:' '"~" ""~ +- ~ ~+- r'I PLIIL 1£\ 

Figure 11 DNA Extraction worklist 

3. Click on the PDF button to display the storage locations for the BSD Prep worklist. 

OPS Forensic Services · , ' 

_11111111111111~-------"•_''_h _____________ s_a_m_p_le ___________ A_d_m_ln_l'_"•-t-lo-" --~----------~------------~ilij~·~~~~ 

Exhibit An alys is 

E:o: hibit Met hod 

FTAC BSD FTA Pre paration 

REFERENCE BSD FTA Pre paration 

REFERENCE BSD FTA Pre paration 

Figure 12 Filtered BSD Prep extraction worklist 

Storage sheet will appear similar to 
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Figure 13 Sample storage sheet 

4. The Parent ID is the barcode that the FTA card was submitted with. 
The Barcode (left hand column) is the Subsample I D that was created for processing and 
storage by the Forensic Register. 

5. After locating the card, the envelope will need to be labelled with the subsample barcode 
(refer to section 6.8.2). 

6.8.2 Label FTA envelope with SubiD barcode 

1. In the Exhibit Testing table, click on the Subsample (EREF) link (date/time). 

____ w_._•k-lis_t ______ B_•_tch--~~~~~~~~~~~~~~~~~ --~-m-in-is-tra-ti-•n-~-----------_..;~~ 

Exhibit Det a il 

Forensic No : 

Catego ry 

Batch No 

Ref erence test test 

Exhibit Testing 

12/0S/ 20 17 10 :06 

12/ 0 5/20 17 10 :09 

12/0S/2017 10 : 10 

FTAA r'-1 P • 

Rea ll o c£t t e • 

FTAA~1 P [W L] 

Figure 14 SubiD hyperlink 
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This page shows information regarding the SubiD which has been created. 

Forensic Services ·~ ' 

Statistics Eq1.1~nt Forms 

E~.1m i n.ati on Summ1r~ *§'¥'%'+ 
Forensic No 

Ex h ib it Reco r d 

Ex hibit El ill r co de Cillt eQory Desc ript ion 

Reference est 

~--
·--·· 
Stora a e Ra ck ID 

'1. 2/0 5/20 17 16: 13 

Su bsamp le Movem ent 

FSS For!'! ns ic DNA AM iysis 

Figure 15 SubiD page 

2. Click on the [illjj] button to view and then print the SubiD barcode. 

The Sub I D barcode also has the Exhibit number on the label. This can be used to check 
that the correct label has been attached to the FTA envelope. 

EREF 

Figure 16 SubiD sample label 
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3. Print the 3-part label (either by clicking on the blue printer icon or by pressing Ctri+P). 

Figure 17 Label print icons 

4. Attach the label to the FTA envelope and date and sign. 
Second operator to check the correct SubiD label has been attached to the FTA envelope. 

5. Move exhibit storage to FTA transfer boxes. (refer to section 6.8.1). 

6.8.3 Punch FTA cards 

Refer to QIS 35692 BSD600 Ascent A2 Operator Manual for the BSD operating instructions. 

When punching BSD Extraction Preparation Batches, scan the EREF SubiD barcode. 

6.8.4 Create extraction batch in Forensic Register 

1. From the Analytical page, click on the Batch tab, then select DNA Extraction from the drop­
down list. 

QPS Forensic Services , · 
I 

Workli~t Batch Sample 1 r Administration .. 
Bati:::f-1 D.ashboard 

Ex hibit Analy5i5 1•b 1·1##il·1• 

Supernatant Testing 

f------- STR Ampl ification 
Sampla_s. / Pl Status. Comment <11 Display i 111g 1 - 20 I 33 1> 

Direct STR Amp FTA 

Capillary Electrophore.sis 

l'fCIDD 

LL 16 D IIIA IQ 

_f PREPARATIO N 

BSD FTA PREPARATIO N 

MAX W ELL 16 D r«. I Q 

MAX W ELL 16 D IIIA I Q 

Figure 18 DNA Extraction worklist 

2. Click on the Add record button 

2 / 1 P~p 

' I o Lock 

5 / D Prep 

1 / 0 Prep 

3 / D Prep See batch 

QPS Forensic Services · 

____ w_o,_kl-ist--~~~~~~~~~~~~~~~--S-am_p_le _____ A_d_ml-nl ->t•-•t-ion _____________ .. __ • __ ___ 

Exh ibit Anal y5i5 If) 

PlatelD Met hod Samples I Pl Status Comme llt <1 Displa y ing 1 - 20 I 33 • 

r.tAXWELL 16 DNA IQ 2 / 1 P~p 

Figure 19 Add record 

3. Complete the Exhibit Analysis table as below to select batch to be created. 

Page: 18 of 49 
Document Number: 34035V6 
Valid From: 1010112022 
Approverls: Cathie ALLEN 

~ QueenslaJtcb28 Qlf GovernmehP 



WIT.0019.0012.1903 

.-------------------------------------.....;F...;o;.;r;.;;e.;.;n.;;;sl.;;.c..;.R.;.;e;,,igister FTA Processing~------. 

Batch template: Select DNAEXT_BSD FTA Preparation 

Technique: DNA Extraction 

Method: BSD FTA Preparation 

Type: RF 

In the Sample Source table, select Batch/Rack/File. This tells the Forensic Register that 
the batch will be created from an external BSD file. 

4. Click on the Choose File button. 

______ w_o_•k-1 1_•'----~-~~~~~~~~~~~~~~~~-----•-•_m_p_I• ______ ..;... ___ A_d_m_ln-istr_•_b-on----~------------------------------

Exhibi t Analys is 

Batch Temp l ~te Techn ique Md hod 

D NAEXT _ BSD FTA Prepa ratio n D NA Ext racti on • BSD FTA Prepa ration 

sam ple source 

Sample Source Source Ba tch I Storage Box 

0 Auto f ill 0 l-1a nual @ Balch I SBox I File 

Figure 20 Choose file to create batch from 

5. Navigate to 1:/BSD/Logs and select file that the batch is to be created from and then click on 
Open. 

f: Open 

> Computer > FORBIOL (1\B>·QH>>·FSl\ DATAl) 0:) > B>D > 

Organize ,. New fo ld Er 

Intel Name 

NDP> 

P~rflogs. 

Prog ram F1les. 

Program Files. (x86) 

Quarantine 

Te:mp 

Windows. 

~ wo Data (D:) 

~ J} DVD RW Dnve (E:) 

• !i" DATAl (\\BS-QH»-F>l: 

~ 2 GOODRICM (1\BS· QHSS 

~ 2 FORBIOL (1\B>-QH»-F' 

B>D 

~ l+t II Search BSD 

Date modified Type 

4/10/201612:16 PM DATFile 

4/10/2016 8:37 AM DAT Fi te 

30109/201612:10 ... DATFife 

30/09/201612:09 ... DATFilo 

30/09/201611:53 ... DATFile 

30/09/201611:31 .. DAT Fi le 

30109/2016 9:26 AM DAT Fi te 

29/09/201611:08 .. DAT FHe 

29/09/201611:02 ... DAT File 

29109/201610:39 ... DATFile 

29/09/2016 8:43AM DAT Fi le 

28/09/2016 8:21 AM DAT Fi le 

27109/20162:18 PM DATFite 

27/09/2016 2:17 PM DAT Fi le 

~ 

p 

~-- ~ Elil I@ 

Size 
D 

6 KB 

2 KB 

1 KB 

2 KB 

1 KB 

5 KB 

5 KB 

1 KB 

5 KB 

5 KB 

5 KB 

5 KB 

1 KB 

2 KB 

[All Files. ~ I 
~ '-d FS· Biology(I\BS· QHSS· ~-~~~~~~~======~====~=======~ -=· File name~ 

Figure 21 Locate BSD file 

6. Click on the save record button 
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Worklist Administration 

Ex hibit Analysis 

Batch Te mplate T echn ique Method 

DNAEXT_BSD FTA Pr eparat ion "' DNA Ext r action "' BSD FTA Pr epar at ion 

Sample Source 

Sample So urce Source Bat ch I St or <lge Box File 

Q A uto Fill e Manu al @ Batch I SBox f Fil e I Choose File I No f il e chosen 

Figure 22 Save record 

7. Then, from the batch details screen, click on the save record button 

8. Edit the record to enter in reagent/equipment details (2mltubes, FTA cleaning card, 

BSD etc) and then save 

9. Check that the BSD instrument file is listed in the Batch Files section and ensure the 
samples from the BSD output file (as shown in Figure 23) match those in the Forensic 
Register. 

To do this, double click on the file from the Batch Files to open. 

If the Forensic Register samples do not match the BSD instrument file (.dat), it could mean 
that the incorrect file was used to create the batch. Refer to section 9.1.5. to mark the batch 
as Not Required. Then recreate the batch with correct BSD output file as per Section 6.7.4. 

Ex h ibit An a lysis 

'-/ ..--... ..--... 
'-" '-" ..--... ..--... 
.__... 
..--... ..--... 
'-" '-" 

Run D ~t ~ Ti mto 

Tube~ (1 , S) 

Figure 23 Check BSD files 
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I B~tch Controls I St ~ tus I 

I I 

FTA C l e~n i ng C!! rd ~ 

lr') 

jPII!t t: { RI! ckiD 

I <0 ~ 8 

Tub e~ (2. 0) 

~I 
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B id! 30/ 10/ 181 :57 
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10. Enter initials of both operators into batch notes. 

If there are any comments to record for the batch, enter "See batch" in the comment field, 
then enter the details in the batch notes table. 

When entering batch notes, enter operator initials followed by the date and then the notes. 
(e.g. XYZ 01/01/2017- notes) 

OPS Forensic Services 

Worklist 
,, 

Sample Administration 

Exhibit Ana lys is 

Figure 24 Batch details screen 

After saving the page, the print icons will display at the top of the page. 

11. View tube sample labels by clicking on the @ icon. 

,M -'0 , 
'N EREF 'Q 
'0 ...... 
'0 
'N • '0 ,N 
r-
X EREF w 
o:( 
z 
Q 
c::: • 

NEG CTL 

Figure 25 Sample label 

12. Then click on the printer icon to print tube sample labels. 

Figure 26 Label print icons 

13. Print two batch labels. One is used to label the PCR plate and the other is used as the FTA 
storage ID. 

Page: 21 of 49 
Document Number: 34035V6 
Valid From: 1010112022 
Approverls: Cathie ALLEN 

~ Queensla1tcb31 Qlf GovernmehP 



WIT.0019.0012.1906 

.----------------------------------.....;.F..;o;.;.re;;.;n.;.;s;;.;ic;..;R~e,gister FTA Processing~------. 

6.8.5 Tube labelling and sequence check procedure for BSD FTA Preparation batch 

1. Label the tubes one at a time from left to right starting at position A 1 (top left), placing the 
labelled tube back into the BSD rack. 

2. Proceed to the next row and continue labelling tubes left to right for each row until all tubes 
are labelled. 

3. Check the labelled tubes match the plate map as displayed in the FR. 

4. Perform a sequence check of all tubes for the batch by clicking the Sequence Check & 

Lock • icon. 

OPS Forensic Services , , 
I I 

Worl<.list 
,, 

Sample Administration .. 
Exhibit An a lys is 

Pl il te I R.il ~: k lD 

DNA Ext ract ion BSD FTA Preparat ion 

01 0 2 0 3 04 05 06 07 08 09 10 11 1.2. 

I .- I ,.,-... I ,.,-... I ,.,-... I ,.,-... I ,.,-... I 

Figure 27 Lock batch 

5. Scan all tubes in the order they are positioned in the rack corresponding with the FR plate 
map. The cursor will move down the column after a sample ID is successfully scanned. 

Exhi b it Analys i s [Seq uence Check] 

I B~ t chiD I Techniqu e I Met hod Pli'l t e I Rl!ck ID 

I DNA Ext raction lsso FTA Prepa ration 

0 1 0 2 03 04 OS 06 0 7 08 09 10 11 12 ..... _,.-... .,..-.,. _,.-... _,.-... _,-... 
.._,. '-_,;' '-._/ '-"' '-._/ '-._/ 
_,.-... r-. _,.-... r-.... r-.... r-.... 
'-._/ '-"' '-._/ "'-...._/ "'-...._/ "'-...._/ 

r-.... r-.... r-.... r-.... r-.... r-.... 
"'-...._/ "'-...._/ '-._/ "'-...._/ "'-...._/ "'-...._/ 

r-.... r-.... r-.... r-.... r-.... r-.... 
"'-...._/ "'-...._/ "'-...._/ "'-...._/ "'-...._/ "'-...._/ 

0 Confi rm S~: ~:~uen ce: Check 

Figure 28 Batch sequence check entry 

Note: If a barcode is scanned incorrectly during the sequence check a pop-up error 
message will appear and the position with the error will be highlighted in red. If this occurs 
refer to section 9.1.6. 
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164.112.251.24 1 :8443 says 

Sequence Check Error 

Figure 29 Sequence check error 

0 1 02 03 ,...... 
A 

'-..-/ ,...... 
'-..-/ 

'""' 
Figure 30 Position with error indicated by red 

6. Once all tubes have been scanned, check there are no positions highlighted in red. 

7. Click on the Confirm Sequence Check checkbox. 

~ Confi rm Seque noe Ch eck 

Figure 31 Sequence check 

8. Save record. 

9. After the sequence check has been saved there will be an entry on the batch details screen. 
The sequence check entry displays how many samples were scanned, and the log can be 
viewed by clicking on the hyperlink illustrated in the red circle below. 

Batch Info 

Created : 
Look ed : 
Com pi etedl : 
Equ ipment : 

2020 -09 -1 5 U : 
2020 -10-07 10 :4 2 

Figure 32 Sequence check record 
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6.8.6 Extraction preparation batch sample transition page 

1. Before completing the extraction batch, the sample transition table needs to be saved. 
To do this, click on the sample transition button on the batch details screen. 

Forensic Services 

~----Wo-rk-l i s-' ----~~~~~~~~~~~~~~--S-•m~p-1•--~--~-m-i-nis_t'-~-ion-~-----------~~~ 

Exhibit Ana lysis 

0 1 02 03 04 0 5 06 0 7 08 09 10 11 12 

Figure 33 Sample Transition Button 

This opens a screen which looks similar to 

Forensic Services • , , 
I 

Workl ist Sample Admin istr.ation 

Exh ibit Ana lysis 

Meth od 

Figure 34 Sample Transition Table 

2. The Technique should default to DNA Extraction and the Method to Maxwell16 DNA IQ for 
all samples. 

3. Save the sample transition page by clicking on the save record button 

6.8.7 Batch Completion 

4. To complete the batch, enter in the Run Date Time by clicking on the calendar button and 
selecting the date. If the current date is selected it will automatically update the time. 
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Forens1c Serv1ces .II 

S•mpl• 

Ex hib i t An a l ysis 

Tec hn iQue 

jBsD FTA Preparat ion 

' • "" "" "" "" "" '-.../ '-.../ '-.../ '-.../ '-.../ 

"" "" "" "" "" "" '-.../ '-.../ '-.../ '-.../ '-.../ '-.../ 

"" "" "" "" "" "" '-.../ '-.../ '-.../ '-.../ '-.../ '-.../ 

"" "" "" "" "" "" '-.../ '-.../ '-.../ '-.../ '-.../ '-.../ 

( ' "" '"' Iii 
Run Time 1\. !lot<h Co ntro l• f Stotu• 

Tubes ( l .S) 

~No lil ec h o•e n 

. 5,03PM22/05/ 20171&4.ll2.251.224 

Figure 35 Batch completion 

5. Save the batch details page by clicking on the save record button 

6.9 Storage 

6.9.1 FTA card storage 

FTA cards are stored to the FTA storage boxes which are located in the Exhibit Room 
(61068). 

All FTA cards must be sealed prior to storing. Seal must include the date and the initials of 
the person/s sealing the card. 

1. FTA cards can be stored by using the Batch Exhibit movement form or by scanning a 
storage box I D into the Equipment section and using the Contents -Add to storage box 
function. 

6.9.2 BSD Extraction FTA Preparation Tube storage 

The tubes containing FTA punches for extraction are stored under the SubiD barcode to the 
tube ERT-AS storage boxes located in the Extraction Sorting Freezer. 

1. Scan the tube ERT-AS box ID into the Equipment section and use the Contents- Add 
to storage box function. 

2. After storing the tube, the page will refresh and display the next empty position in the 
rack. 
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7 Validation 

1. In house validations have been completed for the processing of buccal cells on FTA™ 
papers (refer F22186 and F23713). 

2. In house validations have been completed for the preparation of FTA papers for DNA 
extraction; please refer to "Reference Sample preparation using the BSO Duet 600 
Series II 3.2mm die". 

3. In house validation has been completed of FTA processing using the PowerPiex® 21 
System. 

8 Quality assurance/acceptance criteria 

FTA paper sampling is performed in the Room 3189 using the BSD600 Ascent A2 punching 
instrument. PPE (hats, gown, mask and gloves) must be worn during FTA punching. 

In circumstances where a reference plate does not pass CE Quality check (refer to QIS 
34131 ) the plate should be referred to the Senior Scientist Quality and Projects for 
investigation and actions (as per QIS 30800). 

The amplification reagents are tested on known samples prior to use. Refer to QIS 
document 34103 Receipt, Storage and Preparation of Chemicals, Reagents and Kits in 
Forensic Register. 
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9 Troubleshooting 

9.1 FTA troubleshooting instructions for Forensic Register 

9.1.1 Laboratory assistant actions- adding Notation test 

1. Enter exhibit barcode and scroll down to the Exhibit Testing table. 

2. Click on the add record icon 

3. Add a "Notation" from the Process dropdown list. 

EXHIBIT TESTING 

Exhibit Record 

Exhibit Image_s 

IMAGES WITHHELD FROM VIEW AS THEY MAY BE GRAPHIC IN NATURE 
THE IMAGES ARE NOT TO BE VIEWED BY ADMIN OFFICERS 

Te-sting I Ana lys is 

Process* Date I SubiD I SubType I 
~ 3110712015 10:56 I I I 

Blood Cloth ing 
Ca lcu lation 
Description 
Destruction 
In-tube check 
Item Exam 
Link 
Microscop ic 

Poo ling 
Presumptive 
Rea llocate 
Resu lt I Position I Tube Lot No I V olume ( IJL) 
Reta in Supernatan 

I I I Subsample 
Transfer 

Workli st 

Images 1 - 0 I 0 

Equipment No 

A 

~ 

Browse ... 

I Priori ty 

l eJ l el 2 @3 

Technique* Method Source Bat-ch I Rack ID 

~SD 10:56 AM 31/07/201:5 10.127.124.42 

Figure 36 Add notation test 

4. Add details to the Notes field. 

If the sample is to be placed on hold, proceed to section 9.1.2 

If the sample is to be processed by the Evidence recovery Team proceed to section 
9.1.3 to reallocate the sample (remove from the FTA worklist). 
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9.1.2 Laboratory assistant actions- placing sample on hold 

1. While on the Notation page, add the Worklist Technique "On Hold" work list, and select 
"Awaiting advice" for the Method. 

Case Files Statistics Equipment Personnel Forms Main Menu 

~~-----------------------
EXHIBIT TESTING 

Exhibit Record 

Exhibit Im a ges 

IMAGES W ITHHELD FROM V IEW AS THEY MAY BE GRAPHIC IN NATURE 
THE IMAGES ARE NOT TO BE VIEWED BY ADMIN OFFICERS 

Image-s 1 - 0 I 0 

Test ing I Analys is 

Process* Date Subi D SubT yp e Equipm e nt No 

Not ati on ~ 31107120 15 10:56 

Notes 

For Michael to check w it h QPS . 

~ 

Atta-chm e nt : Browse ... 

Ra-ck I D T ube Lot No V o lum e ( IJL) 

Worklist 

Techniqu e * M e thod S o urce Ba tch I Rack I D 

O n Hold ... I I·M5flifld·!ilfJI4 G 
- PSD 10::56 AM 31/ 07/ 201:5 10. 1:27.124 .42 

Figure 37 Exhibit Testing page -Method dropdown list 

2. Save the record by clicking on the save icon 

3. Store the sample to the FTA Investigation box ••••1 
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9.1.3 Laboratory assistant actions- Reallocating samples 

1. Enter exhibit barcode and scroll down to the Exhibit Testing table. 

2. Click on the add record icon 

3. From the Process dropdown list select Reallocate. 

Forensic Services 

Case Files Statistics Equipment Personnel I [ Forms J[ Main Menu 

Jllllllll ________________________ ___ 

EXHIBIT T ESTING 

Exhibit Record 

Ex h ibit l m a ge-.s 

IMAGES II'ITHflELD Fll.OM VIEW AS TilEY MAY BE GRAPfl!C IN NATIJRE 
TilE IMAGES ARE NOT TO BE VIEWED BY ADMIN OFFICERS 

Images 1 - 0 I 0 

Testing I An a lys is 

Pro cess* Da t e S ob!D SubTvpe Equipm e-11t No 

Rea ll ocat e • 1011112016 16 :34 

Not e_s 

Attachm e nt : I ChoDc.-s.e File- I No f il e- c hosen 

Sto rage Bo x ID T LJbe Lo t No Vo lom e ( ~L ) 

Worklist 

Te d m i-qLie * Me t ilod Smm:e Batcll I Rac k lD 

.. .. 
- PSD 04: 34PM 10/11)2016 164.112.251.224 

Figure 38 Add Process Reallocate 

4. Add a reason why it is being removed from the worklist to the Notes section. 
(e.g. Reference hair sample to be processed by ER Team.) 

5. Click on save record 
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9.1.4 Add to Evidence recovery Examination worklist 

1. Scroll down to the Exhibit Testing table. 

2. Click on the add record icon 

3. Add the sample to the "Examination" worklist, with the Item Exam method. 
This is so the Evidence Recovery Team can see what exhibits need to be processed. 

Notes 

Attachme nt: I Choos e File I No f il e chosen 

St orage Box I D Tube Lot No 

Workl ist 

!Techn ique• I ~1 e th o d 

I Exam iinat iion .. I H em Exam 

Figure 39 Add to Examination worklist 

4. Click on save record 
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9.1.5 Batch Not Required 

If a batch has been created in error, edit the batch and change the batch Status to Not 
Required (N/R). 
Also enter a batch note to briefly explain the issue and save the batch. 

Ex h ib it Ana lys is 

0 1 0 2 0 3 04 0 5 0 6 0 7 08 09 10 11 

A 

B 

c 

D 

E 

G 

H 

12 

Pos it ive Control ( PP2 1) Powe rPiex21 Primer Pa ir PowerPiex21 Master Mix lUbes ( 1 .5 ) I Plate I FTA Cle cming card.s 

Water Tubes (2 .0) I I 
I I 

Figure 40 Update Batch Status to N/R 

Any samples that were listed on this batch remain on the worklist so the batch can be 
recreated if required. 
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Forensic Register FTA Processing 

9.1 .6 BSD extraction preparartion batch sequence check errors 

If an error is encountered during the Forensic Register sequence check procedure please work through the flowchart: 

Barcode scan 
correctly? 1--- No 

Re-scan/enter 
------+~1 manually. 1---- Yes ---____, 

I 

Yes .------ No 
,---...&......----, 

FR cursor 
in correct 
position? 1--- No -----.·1 

Did this fix the error? 

Clear the field and move cursor to 
correct position. 

Did this fix the error? Yes 
I 

Error has been cleared. 

~ Ok to proceed to next sample. 

Correct tube removed 
from rack? 

Note: Check rack 
orientation. 

Replace tube in rack and select tube 
No ---+ from the correct rack position. ~---- Yes _j 

Did this fix the error? 

I 

No 

+ 
YLes Tube selected matches the position in the FR batch, but error remains. 

A handling issue may have occurred during tube labelling. 

Mark the batch as NR and complete the batch (Section 9.1 .5) 
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Discard all tubes. 

Re-punch the FTA cards and recreate the batch as per section 6.7.4 
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9.1. 7 Laboratory Assistant Supervisor/Quality Team actions 

If sample is to be processed: 
1. Go to the Analytical Work list and select On Hold work list. 

2. add a Notation test, add details and supporting information. 

3. Save the record. 

4. If the sample is to be processed on the existing worklist, move the sample to a FTA 
Box/FTA Transfer Box to be processed, and notify staff. 

If the sample requires processing on a different batch type: 
Add reallocate test, and record what batch type the sample is to be processed on. 
Add to appropriate work list. 

Case Files Statistics Equipment Personnel Forms Main Menu 

Jllllllll ________________________ __ 

EXHIBIT TESTING 

Exhibit Record 

[}escription 

DNA Person Sample 

E.xhibit Image_s 

IMAGES WITHHELD FROM VIEW AS THEY MAY BE GRAPHIC IN NATURE 
THE IMAGES ARE NOT TO BE VIEWED BY ADMIN OFFICERS 

Te5ting I Analy5i5 

Process* Date SubiD SubTy p e 

Rea llocate ~ 31107120 15 11:02 

Note_s 

Information received now ready for processing 

Attachm e nt : 

Rack ID Tube Lot No Volume ( f-JL) 

Workli5t 

Images 1 - 0 I 0 

Equipment No 

A 

T 

Browse ... 

Tech niqu e * Method Source Batch I Rack I D 

Di rect STR Amp FTA ~ FTA 3500xl 

Figure 41 Exhibit testing page- Reallocate 
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If the sample is not for processing: 
1. Go to Analytical Work list and select On Hold work list. 

2. Add a notation with details and supporting information. 

3. Save. 

4. If sample is to be stored (coronia! samples): Go to On Hold test page and add 
Notation test with details of why the sample is not to be processed. 
Also add the Result IPNE (Items prioritised not examined at this time). 
This removes the sample from the 28-Audit reference list. 
The result line will need to be validated by another member of the quality team. 

5. If sample is to be returned (QPS reference samples): Request QPS to tick "No 
Further Testing", and quality must validate this result line. 
Also add the Result FBRET (Returned to QPS). 
This removes the sample from the 28-Audit reference list. 
The result line will need to be validated by another member of the quality team. 

Go to On Hold test page and add Reallocate test then use exhibit movement to transfer 
to Exhibit Room Returns. 

For FTA samples returned to QPS add the result line "FBRET- returned to QPS". 

This will have attached email from QPS, and exhibit movement to returns 

6. If sample is to be destroyed (QPS reference samples): Ask QPS to request through 
FR or return sample to QPS for disposal. 
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Forensic Register FTA Processing 

9.2 Punch batch troubleshooting 

If there are problems during the punching of samples, clear notes are to be entered against the batch in the Forensic Register. 

Table 2 Punch batch troubleshooting 

Problem 

Punch error 

FTA card barcode does not 
match envelope barcode 

Added too much or too little 
reagent to well 
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Possible cause 

The spot has passed through 
the chute undetected and fallen 
into the correct well. 

The spot has passed through 
the chute undetected but not 
fallen in the correct well 

Labelling error 

Pipetting error 
Reagent added to well in 
duplicate 

Remedy 

** In the event of punching errors- consult with Quality Senior Scientist before 
undertaking any remedial actions** 

If spot is visible in the camera image- select Disk in Well and proceed. 

If spot is not visible in camera image, select Inspect Plates and t~ to locate the spot. 

If the spot is located on top of the plate, carefully remove the spot and select Re-Punch. 

If the spot has fallen into another well, Re-Punch the current sample. 
If the spot went into a punched well, edit comment on the well with the extra spot to say 
Extra spot- remove well from batch. Scan the barcode of the sample with extra spots and 
re-punch that sample as a duplicate. After the batch is completed, open the DAT file and 
delete the sample barcode that has the added remove well from batch comment. 
If the spot went into an empty well, disable that well. 

(If the spot cannot be located, try removing the chute. Clean the chute and spot detector.) 

If punch error occurs whilst punching the cleaning card, try to locate the spot by inspecting 
the plate or checking the chute. Re-Punch the cleaning card. 
If the spot went into a punched well, edit comment on the well with the extra spot to say 
Extra spot- remove well from batch. Scan the barcode of the sample with extra spots and 
re-punch that sample as a duplicate. After the batch is completed, open the DAT file and 
delete the sample barcode that has the added remove well from batch comment. 
If the spot went into an empty well, disable that well. 

Do not process, report to or email Quality Team and refer to section 9.1, store FTA in the 
investigation box located in the exhibit room and also write on the envelope. 

Remove reagent from well with pipette and add correct volume of reagents. 

J • ~~e~nsland 1845 
Government 



Spot sticking to side of tube 

Batch failed to create in 
Forensic Register 

Plate has evaporated after 
PCR 
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Static 

1. Incorrect file and path 
entered. 

2. Mis-scanned barcode. 

3. Sample punched but not on 
Forensic Register Batch 
Worklist. 

Plate not sealed adequately 

WIT.0019.0012.1920 

Forensic Register FTA Processing 

Push into bottom of well with clean pipette tip. 

1. Check the filename and path and retry creating in the Forensic Register. 

2. Open BSD output file using EXCEL and check for mis-scanned barcodes, correct any 
mis-scanned entries and then retry batch creation in Forensic Register. 

3. Check the samples I D's against the outstanding samples list for that batch type for any 
discrepant samples. Put any discrepant FTA samples to the side, open the BSD output 
file and delete the corresponding Lab I D's, then resave the file and create batch. Once 
batch is created, enter batch notes to explain why the BSD DAT file was altered. 

Re-punch and seal 

J • ~~e~nsland 1846 
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13 Appendices 

Appendix A. Thermal Cycler Operating Instructions 

Appendix B. Direct Amplification Batch Completion 

Appendix C. Manual creation of EREF Sub I D 

Appendix D. Form 6 authorisation for coronia! sample destruction 
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13.1 Appendix A. Thermal Cycler Operating Instructions 

1. In the PCR/CE room (3196) retrieve plate from the pass through hatch. 

2. Turn on the ProFiex™ thermal cycler and log in to the Fleet Control server using 
personal log in (Figure 19). 

Figure 42 ProFiex™ fleet control log in screen 

Note: Alternatively, fleet control can be accessed via a web browser on a PC using 
the address 10.96.49.238. The fleet control server must be turned on to access it via web 
address. 

3. From the Instrument dashboard screen select the Methods options at the top of screen 
(Figure 20). 

Instrument dashboard 
logged in as 440194 

GRUMPY BASHFUL 

~ ~ 

• Onhnfl • C»r~rtl! 

SLEEPY HAPPY 

~ ~ 

• Onion~ • Oo!~llt' 

Figure 43 Instrument Dashboard screen 
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4. In the Method Folders tree drop down into Instruments and select the Synced files 
folder (Figure 21). 

applied b1osysterns • Thermal Cycler Fleet Control 

Dashboard Users Methods Reports Act io n record s Settings/help .~.-
Methods 

Instruments > Synced files I'F0 
Create fo de' Deete I Actions v 

Me1hod Folders Namo File type lnstrunent type Editable 
lBst " """ 

v Personal • CW PP21 Method Pro Rex Editable 21/05/2021 C) 
li FTA PP21 Method Pro Flex Editable 24/05/2021 

li OSD PP21 Method Pro Flex Editable 17/03/2021 

li REFAMP PP21 Method Pro Rex Editab le 19/05/2021 

li RUN PP21 Method Pro Rex Editab le 10/0612021 

li VFP 10ul 26 Cyc OSD Method Pro Flex Editable 29/04/2021 

li VFP 10ul 27Cyc FTA Method Pro Flex Editable 14/05/2021 

li VFP 10ul 28 Cyc RUN Method Pro Rex Editab le 24/02/2021 

li VFP CW Full Volume Method Pro Rex Read-on ly 07/10/2021 

li VFP EREF Hall Volume Method Pro Flex Editable 23/07/2021 

li VFP FTA Hulf Volum e Method Pro Flex Re ad-on ly 06/03/2020 

li VFP OSD H alf Volume Method Pro Rex Read-on ly 02/03/2020 

li VFP APT Hatf Volum e M ethod Pro Rex Read-on ly 02/03/2020 

li VFP RUN Half Volume Method Pro Flex Re ad-on ly 02/03/2020 

li Y-Filer P lus CW Full V. .. Method Pro Flex Editable 17/08/2021 

Figure 44 Select method screen 

5. Check in the FR for the correct amplification method required then select the" ... " to the 
right of the corresponding method type (Figure 21) and select Open Method from the 
drop down box (Figure 22). 
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Methods 
Instruments > Synced files re Create fo de· :JJ Delete [ Actions v 

Method Folders Name File type Instrument type Editable lBs1 used 

v Personal li CW PP21 Method Pro Flex Ed ita b le 

li FTA PP21 Me thod ProFlex Edita b le 

li OSD PP2 1 M ethod Pro Flex Ed ita b le 

li REFAMP PP21 Me thod ProFlex Edita b le 

li RUN PP21 Me thod ProFlex Edita b le 

li VFP 1 Oul 26 Cyc OSD M ethod Pro Flex Ed ita b le 29/0412021 

li VFP 1 Oul 27 Cyc FTA Me thod ProFlex Edita b le 14/05/2021 

li VFP 10uL 28Cyc AU N M ethod Pro Flex Ed ita b le 24/02/2021 
>Iii bea 

v Instruments li VFP CW Full Volume Me thod ProFlex Read-only 07/ 10/2021 

v 110 Synced fi les li VFP EAEF Hulf Volume Me thod ProFlex Edita b le 23/07/2021 
> Templates 

li VFP FTA Half Volume M ethod Pro Flex Read-only 06/0312020 

li VFP OSD Half Volume Me thod ProFlex Read-only 02/03/2020 

li VFP APT Hatf Volum e M ethod Pro Flex Read-only 02/0312020 

li VFP RUN Half Volume Method ProFlex Read-only 02/03/2020 

li Y-Filer Plus CW Full V . .. Me thod ProFlex Editable 17/08/2021 

10.96A923& 

Figure 22 Open method 

6. The Method details screen will appear with the details of the cycles for the method 
selected. Select the Set up run ... icon (Figure 23). 

applied b1osystems Thermal Cycler Fleet Control 

Dashboard Users Methods Reports 

< Back to methods 

Method details 

a CWPP21 

Stage1 

96.0"C 94.0"C 

00:01 :00 00:00:10 

Cycles 1 

Last run: 21/CQ2021 12:41 ~ 

c""''"""Y: -
Saved in: me'l:h')(l~ files 

Figure 23 Set up run 
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Actio n records 

Stage 2 

59.0"C 

00:01 :00 

Cycles 30 

Settings/help 

Stage 3 

12.o·c 
60.0"C 

00:00:30 
00:10:00 

Cycles 1 

4.o·c 

..;.-
Set up run .. . 

Method details 

96 wefls 02ml block 

Slrm Aatlon mode GonoAmp® PCR Sy 
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7. On the Select instrument screen, select by clicking inside the grey circle of an available 
instrument, when the instrument has been selected the circle will turn blue and a green 
tick will appear on the instrument icon (Figure 24). 

GRUMPY 
ProF 1M 

-1-RLn 

••• SLEEPY 
Pn;!f']!:D( 

Select instruments for run X 

Figure 24 Select instrument screen 

8. Select the + on the right side of the instrument box so it drops down the Run I D field 
(Figure 24). 

9. Enter the Batch ID and user initials into the Run ID field to replace the generated ID 
(Figure 24). 

10. Place the amplification plate on the sample block of the Pro Flex™ orientated so that 
well A 1 is at the upper left corner and close the heated cover. 

11. Select the Start run button on the Select instrument screen (Figure 24). 

12. Ensure the method is running before walking away (Figures 25 and 26). 
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screen 

Instrument dashbo81rd 
Logged in as -

GRUMPY 

R~ ng 

Figure 25 Method started on Fleet Control 

••• 
., •. ••••• .~ ·~ 

/ 95.0°C \ = 01:03:53 1 • • ' Running I ' •• ~ ••••••• 
Figure 26 Method started on instrument 

13. In the FR record the ProFiex™ ID in the equipment field and select On Instrument as 
per Section 4.4. 

14. Record the thermal cycler ID in the equipment field and select On Instrument as per 
Section 4.4. 

15. Enter a note in the Batch Notes field in FR with the details of the thermal cycler method 
sequence check, e.g. 28/02/2019 T JD- Thermal cycler protocol checked by SCN. 

16. Complete the Run Date & Run Time fields (Figure 27) (manually enter and date and 
time, or select the current date from the calender which autofills the time field upon 
batch completion). 

Run D.ate I Run Ti m e I 
0 9/ 0 5/ 2 0 17 1 os: 12 1 

Figure 27 Run date and Run Time field. 
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13.2 Appendix B. Direct Amplification Batch Completion 

1. From the batch details screen, complete batch by clicking on Edit Record, then add 
Run Date and Time by clicking on the calendar icon and select the date. If the current date 
is selected it will automatically update the time. 

I I I I I I I I I I I I 

Run Da t e ""'f'tun Ti m e I Bat-ch Cont ro ls I Sta t u.s I Comm ent 

l!!il ..v I 0 PASS 0 FAIL 0 !NV 0 N/ R 0 C EQ I 

Figure 45 Batch completion 

2. Save the record 

I 
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13.3 Appendix C. Manual creation of EREF Sub I D 

Once the cards have been located Sub I D's need to be created to process and store the 
extracts. 
The Sub I D will be attached to the FTA envelope, and the Extraction Prep will be punched 
under this barcode. 

1. Scan/type sample barcode into the search bar at the top of the analytical page to bring up 
the exhibit page. 

QPS Forensic Services , I I I 

--1....---"•_''-h __ __;...;_ __ s_a_m_ple _____ A_d_m-ini_,,_,.,_;o_n ______ ...;... _____ __;.="=-:...; 
Exh ibit Analys is 

Figure 46 Exhibit number search 

2. Click on the add record button 

QPS Forensic Services 

Workli::t 

Exhibit Detail 

E:w: hibit Detail 

Barcode No : 

Ca teg ory 

Batch No 

Refe re nce 

Exhibit Te5ting 

D NA Evidence 

Exhibit Movement 

15/ 04/ 2.016 13: 11 

15/04/ 2016 13 : 11 

Figure 47 Add test 

1 r Batch 

Fo re i'\Si c No: 

Ma rk Sm ith FTA 

IN FSS Fore nsic DNA A na l ys is 

l N Qllee ru- l il nd Health Sci e n.tific 

A new window will open. 
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3. In the Testing/Analysis Table: 
For the "Process" select Subsample from the drop down list. 
Scan/type a barcode into the SubiD field. 
For SubType, select EREF from the drop down list. 

4. In the Worklist table: 
For Technique, select DNA Extraction from the drop down list. 
For Method, select BSD FTA Preparation from the drop down list. 

Forensic Services · 

Cas" Files Statistics Eq~ipment P"rwnnel Forms Main Menu 

Jlllllll ________________________ ___ 

EX HIBIT TES TING 

Ex h ibit Re cord 

Exhibit Image.s 

IMAGES WITHHELD FROM VIEW AS THEY MAY BE GRAPHIC IN NATURE 
THE IMAGES ARE NOT TO BE VIEWED BY ADMIN OFFICERS 

Test in g I Ana lysis 

Pro cess * Date SubiD SubTy pe 

Subsample • 2210512017 15:55 EREF 

Notes 

Attachm ent : I Ch.oose File I No f ile chosen 

Stora oe Box ID Tube Lot No Volum e ( IJ L) 

Wo rk lis t 

Figure 48 Create SubiD and add to worklist 

I 
5. Click on the save record button 
6. Close the window. 

Imag~s 1 - 0 I 0 

Equipm ent No 

7. Refresh the exhibit details screen (original barcode is displayed). 
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u -

---"'-o-'kl-ist ______ •_•'-'h-----1- 1....--A-dm- in_i'-''-ati-on ____________ ....;;•=·-=-

Figure 49 Refresh screen 

After the exhibit details screen is refreshed, the Exhibit Testing table will show the SubiD 
has been created and the following line shows it has allocated to the BSD FTA Preparation 
worklist. 

' 

---------------------------------------------------------------------------

_. __ w_o_~_l i s_• __ ._ ______ •_•_tch----~~~~~~~~~~~~~~~-----A-dm-i-ni-•u_•'-'o_n ____________ ._ ____________ ~~~ 

Exhibi t De t ai l 

Batch No 

Exhibi t Test ing 

12/ 05/2 0 17 10 :06 

12/0S/2017 10:09 

Fo r e ns ic:: No : 

tes t test 

FTAAMP • 

Relll ll ocl!l te • 

12/ 0S/ 20 17 10: 10 FTAAMP [WL] 

12/ 05/2017 12 :00 A naly t ica l Note • 

S ubs a m ple • 

DNA EXT [ WL] 

Figure 50 Exhibit testing table 

QPRIME No : 

Note: SubiD samples may appear on the BSD FTA Preparation storage location PDF 
sheet. 
These samples will not have a storage location or previous batch ID and are ready to be 
processed. 

The envelope will need to be labelled with the subsample barcode (refer to section 6.6.2). 
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13.4 Appendix D. Form 6 authorisation for coronia! sample destruction 

As of 4 January 2018- all Form 6 emails are bein 
Biology Quality ema 

To determine whether we have any items that require destruction: 
Look at the Form 6 for date of autopsy 

• If the date is prior to FR going live (15 June 2017), search in AUSLAB by the name 
of the person under Patient enquiry- add the surname to the "Name" field, hit enter 
then F12. This will return a list of all people with that surname in AUSLAB- scroll 
down till you find the correct person. Enter into the sample and see if any relevant 
items were provided to DNA Analysis. 

• If the date is after FR going live, search in the FR by the name of the person under 
case file search using the surname as the "Complainant"- scroll through the list 
until you find the correct person. Enter into the sample and go to the exhibit register 
to see if any relevant items had been provided to DNA Analysis. 

If no relevant items have been provided to DNA Analysis, no further action is required. 
Move the email into the Form 6 Outlook folder. 

If relevant items have been provided to DNA Analysis, follow steps outlined in QIS 17152 -
Destruction of reference samples. Once complete, move the email into the Form 6 Outlook 
folder. 
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CA-72 

Queensland HeaHh 

Forensic and Scientific Serv~ces 

Examination of post mortem and associated samples 
from deceased persons 

1 Purpose ................................................................................................................................... 2 
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Examination of east mortem and associated sameles from deceased eersons 

1 Purpose 

The purpose of this procedure is to describe the procedures for the examination of 
evidentiary items from deceased persons by Scientists in Forensic DNA Analysis using the 
Forensic Register. 

2 Scope 

This procedure applies to all Forensic DNA Analysis staff that examine or interpret 
examinations of items from deceased persons, including post mortem (PM) samples, tissue 
samples and bone/teeth samples for coronia! casework and Disaster Victim Identification. 
This standard operating procedure is an adjunct to individual methods for particular 
screening tests. 

The nature of post mortem and associated samples from deceased persons is sensitive 
and may be confronting to some staff. Care and caution should be taken by all staff when 
examining samples of this nature and briefing and debriefing conducted where necessary. 

If attendance in the mortuary is required (approval by a team leader only), staff should first 
attend mortuary awareness training. 

3 Definitions 

Page: 2 of23 

Refer to QIS 23849 (Common Forensic DNA Analysis Terms and Acronyms) for a 
comprehensive list of abbreviations. 
Periosteum - The connective tissue layer that separates the bone from the muscle. 
Compact Bone - Hard, compact bone found in bones including long bones and the 
cranium. 
Cancellous Bone - 'Spongy' bone found in bones including short bones, the ends of long 
bones, and vertebrae. 
Chisel Blocks - Thick, hard plastic blocks that provide a chiselling surface for the bones. 
Dremel® Tool -A handheld electrical tool with multiple attachment bits. [Not necessarily 
Dremel® brand] 
Bone Saw- A handheld manual surgical saw, used for cutting through compact bone. 
Dewar - The small 10 L liquid nitrogen storage flask used for transferring liquid nitrogen 
to the Freezer Mill®. 
Main Liquid Nitrogen Vessel - Located inside the secure fencing, outside and to the right 
of Block 6. 
Liquid Nitrogen- A colourless, odourless liquid (N2), with a temperature of -146.9°C used 
to freeze bone fragments prior to crushing. Inhalation of the gas can cause asphyxiation, 
and direct contact with the liquid can cause severe frostbite. 
Cylinder Extractor- An instrument used to extract the cylinder from the Freezer Mill® and 
remove one of the bungs from the cylinder. 
SPEX 6775 Freezer Mill® - The piece of equipment used to crush bone fragments into 
bone powder. 
Freezer Mill Cylinder - A hard plastic cylinder containing the bone sample, which is 
inserted into the Freezer Mill®. 
Bungs - The two metal stoppers fitted to the ends of a Freezer Mill® cylinder. 
Impactor- A small metal cylinder that facilitates bone crushing inside the Freezer Mill® 
cylinder. 
Cylinder Extractor- An instrument used to extract the cylinder from the Freezer Mill® and 
remove one of the bungs from the cylinder. 
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4 Coronia! post mortem samples for DNA testing 

4.1 Sample collection 

Post mortem samples for DNA testing are collected by Forensic Pathologists during 
coronia! autopsies at the Forensic and Scientific Services Mortuary and other regional 
mortuaries across Queensland. Samples can only be collected once directed by the 
Coroner. Different samples may be collected during each autopsy dependent on the case 
type and any advice received from QPS. Some samples that may be collected for DNA 
testing include but are not limited to: 

• Whole Nails, nail scrapings or nail clippings 

• Swabs (intimate and skin) 

• FTA card (refer to QIS 33800) 

• Hair (refer to QIS 33800) 

• Tissue 

• Bone or Teeth 

4.2 Sample delivery to Forensic Property Point 

Mortuary staff from the FSS Mortuary will deliver samples for DNA testing to Forensic 
Property Point (FPP) daily or as requested. Regional mortuaries will send samples via 
courier to FPP. FPP staff will register samples and deliver regional mortuary samples 
directly to Forensic DNA Analysis, samples from the FSS mortuary will be registered and if 
the testing requirements are not clear the 'No Testing Required' box will be checked and 
the samples will remain in FPP. Once registered, PM samples will appear on the received 
worklist. 

4.3 Sample testing requirements 

Depending on the case circumstances, including whether identification has been requested 
by the coroner or a DNA profile is required by QPS or other matters. 

Notifications will arrive via one or both of the following methods: 

a) E-mails to the following staff: Evidence Recovery Supervising Scientist, Team 
Leader FRIT, Team Leader ER&Q. 

b) An FR task/request to the Evidence Recovery Supervising Scientist as this will 
also populate the Unit Worklist allowing the Evidence Recovery Team to action 
samples requiring processing. Once sampling is complete, the request I task 
can be marked as request complete. 

If no notification has been received and the item has populated the received worklist, a 
request/task is to be sent to SSLU to determine testing requirements (see Figure 1 for 
requesUtask requirements). Transfer the item to the on-hold awaiting advice worklist. SSLU 
will direct the request/task to QPS for advice. If the sample has the 'No Testing Required' 
box checked, this should be noted in the request/task. 

If notification is received that the item/s do not require testing, add a notation stating that no 
testing is required as per case management reports. This notation will remove the item from 
the on-hold worklist, if the storage location is within Forensic DNA Analysis it will need to be 
returned to FPP returns via exhibit movement. 
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Re port Ty pe 

0 Case E=i le Techn ica l Revie • ... o~ 0 N-o Ex am in at i(] n ( NFA) 0 Case R le N ot atio n 

0 Case E=i le Ad m in Re v ie tt·.J 0 Statemen~ I Technica l Re j::m rt 0 FOI /le~al Action 

0 Case IPriollitisa tio ll ( D NA) 0 .Statemen~ (Pee.- Revie •~) 0 Su spect No m inat ion 

0 Plm to P1rint R.e<quest 0 O::Jurt Attend a nce l.Clsr s Conta ct 

0 MIR Activity R" pori 0 Ca:.e Con fem-:e:fl c e Report ~quest J Task 

Requ est I Task Re port Record 

Ad [on Unit 

Pr io rity L 0 0 0 H 0 Re(j ue st Com p lete 

Job I Re quoe.s t Type FPP Al ~ [)ca tion S t·atus 

0 Cla n La b O s im ple O A<J minfTec~ @ Una lloca ted 0 Exami rta~iDn O::J mp let e 

O r llicitDmg O OJmp le x 0 Cold Case 0 Req ue st 0 Sta te.me nt Com pr.e te 

0 Tra .oe Ev ide,nce 0 Pa te m ity 0 Re po rte r 0 Re ad y 0 Tecll Re v ie\·.J Com p r.ete 

@ FoP=:nsic D NA 0 O:Jronia l 0 Re v iew er- 0 Admin e';f iew Compleli:e 

I De live ry Office r ID 

An ti Ta m pe r- Se.a ls 

Br i llg- LJp Date 

1111 

Comments 

18/ 0 5/ 2022/ KJ f--1 
Hello, 

Na m e 

0 B ioHazard 

S ta tion 

Re tun 11 IPmpert y Point 

Cou rt D a t e Cc::Ju rt Ty pe Proceed ing-s 

v 

Co uld y ou please confi rm t he t est ing req ui rement s for t he fol lowing PM sam plles : 

2 x nai l sc ra pings 
1 x high v ag inal swab 
1 x low v ag inal sw ab 

Thanks, 

Figure 1 - Request to SSLU for testing requirements advice 

4.4 Requesting sample delivery from Forensic Property point 

Lo cat to 11 

v 

If advice is received from QPS or SSLU that samples do require testing and their storage 
location is still within FPP, a requesUtask is to be sent to FPP to have the samples delivered 
to Forensic DNA Analysis (see Figure 2). 

Add a notation to the exhibit to note what the sample requirements are and whether all 
samples require testing. 

If testing is required, add the sample/s to the examination worklist. 
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Report Ty pe 

0 Case Fi le Tedm ic.a l Re.vie •111 

0 Case File Ad m in R,eview 

0 Cas : Prioritisa tlon (ONA) 

0 IP o to Print Re l!lest 

0 Ml R Activity Re port 

Req ue,st I Task Report Record 

P..ctio n Unit 

Joll / Reques t Type 

0 d on La b O simpl~> 
0 JII ic it Drug O eom p le x 

0 Tra ce Ev ide.rtce 0 Po!e r ity 

0 N'o Ex am i r1at io n (NFA.) 

0 Statem ent I Ted H-.ica l Report 

0 Statem ent. ( IPee.- R-=vie •,..o) 

0 Co uri: Atten d an c:e 

0 Case Con fei"En ce Re port 

PS D 

Prio rity L 0 0 0 H 

i=PP Allocatio n 

0 Ad min/Tech lSJ Una llocalte d 

0 Co ld Cose .~est 
0 Repo ,rt~r y 

0 Case Fi Not at ion 

0 FOI f l ega l Action 

0 Su sp ect N om ina t ion 

0 S MS C.mta c! 

@ 2 quest I Ta >kl 

0 Req u est Com plebe• 

St a tu s 

0 Ex am inat Eo n Camp le~e 
O s tate en t Co pfe t e 

0 Tech Rev ie \111 Com p'-e t a 

@ forens ic D NA O eo ro nia l 0 Reviel{t er O A i Revie1o1 Com plet e 

0 BioHazard 

I De live ry Office r ]() j Sta tion 

I Anti Tam pe r Sea Is i Re tum Pm pe rty Point 

Br in.g - up Date Cou rt Date Pm ceed ings l o ca tio n 

C~mmefiB ~------------------------------------------------------------------------------~ 
19 / 0 5/ 2 022/ KI I'I 
H ello, 
Cou ld you p lease dellive r exhib it barcode XXXXXXXXX to Forensic DNA Analysis p lease? 
Tha nks, 

Figure 2- Request to Forensic Property Point for delivery of exhibits 

5 Examination 

7873 characte rs left. 

Sections 5.1 to 5.6 are relevant for all types of PM samples excluding reference samples 
(refer to 33800), refer to section 6 for individual sample examination requirements. 

Perform the item exam procedure as detailed in QIS 33800 and refer to QIS 33798 for 
semen testing where required. 

5.1 Description of PM packaging 

1. 

2. 
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Retrieve the PM samples from the freezer location and transfer to the evidence 
recovery laboratory. 

Scan the barcode into the key identifier search EJ icon, press enter or click search. 
Scroll to the exhibit movement table, track the samples to an examination bench. 
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3. Photograph the packaging ensuring the barcode is visible in all images (an additional 
close up image of the PM label may be necessary). Open the outer packaging and 
photograph the contents (containers, swabs or CSPBs etc.) and upload images to 1:\FR 
Images (refer to QIS 33771 Appendix 1). 

Note: All contents are to be photographed regardless of whether they are being 
examined or not. 

4. Scroll down to the exhibit analytical/testing table, click the create exhibit test P icon. 

5. In the Testing/Analysis table process field select item exam from the dropdown menu. 

6. In the packaging and sample assessment notes field tick the "seal and packaging intact" 
box if this is the case. If the packaging and seals are not intact use the notes field to 
describe the nature of the packaging and seals. Note: The "sample meets 
requirements" box is specific to in-tubes and not to be used for item exam. 

7. Describe any labelling on the packaging, if the photos are clear "labelled as per images 
taken by examiner'' is acceptable. List the contents and for each item state whether it is 
to be examined or not. 

8. Click on the save button. 

Testing I Analysis 

Process * Sta rt Date * Sa mple Du rat ion * 

It em Ex am v 2 4/ 0 5/ 2 0 2 2 11 :5 0 1111 2 4{05/20 22 11 :5 0 1111 00 :00 

S ub!O 0 SubTy pe Re~:~ues t No Exa m ina t io n JD 

I Equ ipment jsuppiOes 

0 Sea l a nd Pack ag ing lllta ct 0 Sa m 11le m eo;:!ts re-q u i r e m ents 

S\"ta D N o t e:s Ciga.-ette Elu tt N(] t es 

Sta in ing Inte ns ity Sa mple d Type Co nd itio n 

0 Foll 0 "ght 0 Full 0 Ma mJf-acru re d O s m oked 

0 3/ 4 Svtai> 0 Medium 0 1/ 2 Swa b 0 f!ond Ro lled ( ~f) O s umt 

0 1/ 2 Svtab 0 fieavy 0 Sta i11e d a rea 0 Hand Ro lled (F) O s ta ining 

0 Ti 0 Flattene d 

O No111e 0 Stul>bed 

Not es IJ 

1 x HSPB sea led w it h hea t sea l, not signed or dated . La belled as per im ages taken by examiner. 

Con taini ll g : 
1 x CSPB sea led with clip sea l, not signed, dat ed or !labelled. 

Con taini rl g : 
1 x specim en j ar - left fi ngemail scrapings - exam ined 
1 x specim en j ar - r i g~h t fi ng~ ern a i l sc ra p i ng~s- ex amined 
1 x oral swab - exam ined 

Attachment: I Choose Files I No file chosen 

Figure 3- Item exam packaging and contents description 
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5.2 Creating an examination record and uploading images 

1. Click the Examinations tab. 

2. Click the add button. 

3. Change the start time to a time before the images were taken. In the duration field add 
an estimate time for the examination. 

4. The following check boxes must be ticked as this is required for compliance with 
software requirements: Examination location -General, Recording Method - Photo 
General (can tick Photo Explicit if images are of a sensitive nature) and No Case File. 

5. In the Examination notes field type a summary of the PM samples packaging and 
contents including any samples that are not being examined such as unused swabs etc. 
Note: Abbreviations such as HVS or LVS cannot be used. Do not state "examined" or 
"not examined". The packaging/contents should match what is listed in the item exam. 

6. In the exhibits examined field, scan the PM barcode. 

7. Click on the save button. 

8. Click the arrow 
files/images. 

Edit 
icon next to the edit button and select upload 

9. Alternatively scroll to the images table and click the upload images plus icon. 

r + Add Rles 
10. The examination file upload box will open, click the add files button ..__ ___ _, 

11. Navigate to 1:\FR Images and find the relevant packaging/contents images. Multiple 
images can be selected by holding down the Ctrl button. Click open. 

12. Click the start upload button. 

13. Once the images have uploaded click the save button. 

5.3 Registration of PM contents- creating child/related exhibits 

1. In the examination record, click the arrow 
select add related exhibit. 

Ed i~ 
icon next to the edit button and 

2. Click the plus 0 icon in the forensic exhibit no field to auto assign a new barcode. 

3. Choose the forensic category (e.g. fingernail scraping). 

4. Type in the description (e.g. left). Note: Abbreviations must not be used and the 
description should not be a repeat of the forensic category. 

5. The Located/Owner field will auto fill from the parent item, any information that is not 
required can be removed. Any additional details in the description field of the parent 
item must be manually transferred. The located/owner field should indicate ownership, 
for example "PM samples- name". 
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6. The parent barcode field will auto fill. 

7. Tick the Admission/lntel and Sample has been collected in strict compliance with 
CSE101 Biological Evidence boxes. 

8. Click on the save button. 

9. To add more child exhibits, click the back button. 

10. Click the plus 0 icon in the forensic exhibit no field to auto assign a new barcode and 
edit the category and description of the 2nd child exhibit. 

11. Click on the save button. 

12. Repeat steps 9- 11 for every component that requires examining. 

These steps are not required for samples that do not require examination. 

Note: To add an additional child exhibit after completion of the above steps, return to the 
Exhibit Record pag~the exhibit, open the examination from the Examinations table, click 

the arrow Ed it_~ icon next to the edit button and follow the steps above. 

Add Exhibit 

Exi'l i i::J i t No~es & Ana ly sis Adv ice 

500 characters left. 

P.a rent Ba r·code Pro perty Ta g Ex-a mination IO fore11s ic No Rl rellsic Ofiic i:! r 

1111----~==~----~ 
I Contro i/Masl e r 5 tora ge Exhibit s 

o ,.sners h.ip I Relat ionsh ip / IPrior itisatEon 

0 Susp~d 0 10 Entry I Ex;t 

0 Victim 8 j~ Wea pon I Im ple me nt 

0 Un knm·m 8 rl!3 Ad m iss ion I Inte l 

0 Lo•ri 0 ( Prind pa l Exl>ibit) 0 

Fo r e ns ic Biology Ana lyt ic.a l Ad v ic e 

Ex a min~tion Sectio n 

0 Ana lytica I Se rvice:s: 

0 Ba llistics Sect io n 

0 Docu m e l'lt Exa m ina tion 

0 Maj ~:t r Cr im e Unit 

0 S a m pfe o r sa m p lin g a .-ea lta.s been -su b j e cte d to a fi n goe rp rin t exam in a t ion ( Powd e r or Che m ica l) 

0 S am pfe or sa m pling a rea has been vt.ashed or d ilut ed 

0 S am pfe or sa m pling a rea ma y be se mina l fl uid, a n a lys is f(] r Seme n ( Microsco py & DNA) is re qu es:t e<l 

0 S am pfe or sa m pling a rea ma y be sa liva , a na lys is fo r Sa liv a (a -Am yfa-se & DNA) is re quest e-d 

0 S am pfe f"lt!qu ires a ddit iona l a n a lys is ( lu bric a nt. fi bre , g lass, soil e t c .) 

rJ S am pfe has. ~~~ee n. c(]Ueded in s:t rid C(] mp lia nce •u ith CSE1 0 1 Biologica l Evidem ce [Re-quim-e d } 

Figure 4- Creating child exhibits 
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5.4 Creating sub-samples 

1. Click the create exhibit test ; icon in the exhibit analytical/testing table and select 
subsample from the dropdown menu in the process field. 

2. In the SubiD field click the plus 0 icon to auto assign a new barcode. 

3. In the SubType dropdown list select MISC. 

4. In the Notes field add a description of the subsample. 

5. Click on the save button. 

6. Repeat steps 1 - 5 for all subsamples as required. 

5.5 Converting sub-samples to child exhibits 

1. Click on the Exhibits tab and click the add button. 

2. Enter barcode of the subsample into the Forensic Exhibit No field. 

Note: A warning will display when a barcode has already been used (e.g. when upgrading 
a subsample to an exhibit). 

3. In the Forensic Category field select the relevant subsample type from the dropdown 
menu. 

4. Add a description of the subsample. 

5. In the Located/Owner field, copy the relevant description from the parent item. Any 
additional details in the description field of the parent item must be manually 
transferred. The located/owner field should indicate ownership, for example "PM 
samples- name". 

6. Add the parent barcode into the Parent Barcode field. 

7. Tick the "Admission/lntel (Principal Exhibit)" and the "Sample has been collected in 
strict compliance with CSE101 Biological Evidence [Required]" boxes. 

8. The examiner must enter their FR User ID in the Delivery Officer Rego field, press tab 
for the Surname field to auto-populate and select Queensland Health Scientific from the 
dropdown list in the Station field. 

9. Click on the save button. 

10. Repeat steps 1 - 9 for all subsamples if required. 

11. Perform the item exam procedure as detailed in QIS 33800 and perform any necessary 
presumptive testing. 

5.6 Exhibit result lines 

Refer to QIS 33800 appendix 10.1 for specific result lines and add to child exhibits where 
necessary following the below process: 
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1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
Result from the dropdown menu in the process field. 

2. In the Police Report field select the appropriate result(s) from the dropdown menu (up to 
three results can be added at any one time). 

3. Click on the save button. 

Note: No result lines are required for bone/teeth samples. 

5.6.1 Printing sample tube labels 

1. On the exhibit record page click the arrow icon next to the edit button and select "3 Part 
Tube Barcode". 

Case Fil e Ex am inat ions Case Mana gem ent Exhibits 

Fore nsic No:··· QPRI M 

Exhibit Record 
R Create Exhibit Test 

+ Add Exam ination 
Fore ns[c Exhibit N D Forens ic Cat egory Descr i j)t ic n 

I Trace ONA Kit 12. Trace ONA Tape lift from bedding 
+ Create Req uest 

Lli Duplicate Exhibit 

Locat ion I 0 \-.m er e Pri nt Ba rcode 
Main Bedroo m .-r- - ::> g e 3 Part Tu be Barcode -e 6 Part Ba rcode 
Exhibi t Not es & All a ly s is Adv ice 

Ill Exhibit Audit 

1111 Chan ge Request 

Figure 5- Printing sample tube labels 

2. A new window will open displaying the 3 part label, click the printer icon and select print. 

3. To print a subsample barcode, click on the subsample hyperlink from the exhibit record 
page and follow the above steps. 

6 Examination of samples for submission for DNA profiling 

6.1 Swabs 

Intimate swabs (i.e. those taken for a sexual offence including vaginal, anal and oral) are 
examined according to standard SAlK examination procedures including analytical note 
requirements (refer to QIS 33798). 

6.2 Nails 

Nails, nail clippings or nail scrapings will be collected from either the fingers, toes or both. 

Nail scrapings are collected by using a wooden stick to scrape under each nail separately 
on the right side and the left side. All nails/clippings/scrapings from the left side are 
submitted to DNA together and all nails/clippings/scrapings from the right side are 
submitted to DNA together. Toe and fingernails/clippings/scrapings will be submitted 
separately. 
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1. Register the packaging (container or CSPB) as a related exhibit under the parent 
barcode as per section 5.3. 

2. Photos of the packaging are to be taken and uploaded to the parent examination record. 
Images are not required to be taken of nails/clippings/scrapings unless there is 
something unusual present. 

3. In the child item exam, describe the packaging and contents as well as a description of 
the contents including the number and size. 

4. Note any staining to the nails/clippings/scrapings and perform representative TMB 
testing of red/brown staining if visible on more than one nail/clipping/scraping. 

a. If the same staining is visible on all nails/clippings/scrapings for the left or 
right side all nails/clippings/scrapings are to be submitted together. 

b. If TMB positive staining is present on two nails/clippings/scrapings but no 
staining is visible on the remaining nails/clippings/scrapings then two 
subsamples will need to be created and upgraded to exhibits for submission 
of "unstained" and "stained" nails/clippings/scrapings separately. 

Notes 0 

1 x specimen j ar sealed with .screw cap and 11arafi lm, not signed or dat ed. !.abel led as per images ta ken by 
examiiner. 

Containing : 
5 x wooden st icks 
- rangiing in size from - 1!.!l.!:n to - l.!.!:!:l.!JJ. 
- all sticks have l iglht int ensit y grey coloLJ red st aining v isib le on one end 

All st icks submitted tog ether. / 

Attachment : I Choose Files I No fil e chosen 170 1 characters left . 

Figure 6- Description of nail scrapings 

If a portion of tissue is attached to a nail, a moistened swab can be used to sample 
potential foreign DNA from the underside of the nail, taking care not to sample the 
deceased person's tissue (i.e. targeting the distal end of the nail). 

6.3 Examination of Tissue Samples 

Tissue samples may include such things as flesh, muscle, organ, paraffin tissue blocks, 
products of conception or partial/intact foetuses. 

If tissue samples are received within a bag of multiple samples follow all standard 
examination procedures as described above and in QIS 33800. Presumptive testing is not 
required on tissue samples. 

Products of conception (POC) are to be examined only when directed by the Evidence 
Recovery Senior Scientist. A Forensic Pathologist should be made aware that they may be 
required to assist in the examination depending if any anatomical structures are visible. The 
preferred sample for submission is a -5mm x -5mm section of tissue and/or thigh bone 
avoiding any external tissue. Once the sample has been selected, it must be moved to fresh 
petri dishes and washed three times with nanopure water. The sample is to be registered and 
submitted as 'flesh'. Depending on the condition of the POC and any advice from a Forensic 
Pathologist, alternate samples may be required. 
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Note: For all tissue samples (with the exception of paraffin tissue), the validator is to select 
the extraction method "QIAsymphony Pre-Lysis" unless otherwise notified by the Analytical 
team. Paraffin tissue must have "Nucleopsin Tissue" selected in the method field. 

To obtain the best possible DNA profile, the following needs to be assessed: 

1. The smell of the tissue can determine decomposition (no odour is preferable, mild to 
strong odour indicates decomposition and is not recommended). 

2. Colour of tissue (red to pink is preferable, brown to green indicates decomposition and 
is not recommended). 

3. Tissue type (good quality muscle, organ tissue and flesh is preferable, cartilage and 
connective tissue is less preferable, fatty tissue should be avoided). Good success has 
been obtained from fingernails previously. 

4. Assistance from a Forensic Pathologist can be sought if there is any uncertainty 
regarding products of conception. Liaise with the Evidence Recovery Senior Scientist to 
organise Forensic Pathologist attendance. 

Note: This is a guide only, many environmental factors, possible tissue diseases and 
anatomical features can affect obtaining a DNA profile from tissue. If the tissue is poor 
quality and good quality bone is available from the same set of remains, bone should be 
submitted for DNA profiling in addition to the tissue. 

6.4 Examination of Bone/Teeth Samples 

To obtain the best possible DNA profile, the order of sample preference is as follows: 

1. Adhering muscle tissue that is good quality and not decomposed. 

2. Good quality compact bone. 

3. Good quality, intact teeth with no fillings or caries (molar teeth preferable). 

4. Good quality cancellous bone. 

Note: This is a guide only, and many environmental factors and anatomical features can 
affect obtaining a DNA profile bone. If good quality tissue is available from the same set of 
remains, the tissue should be submitted for DNA profiling in preference to bone. 

6.4.1 Sampling 

1. Retrieve the sample, photograph the packaging and contents and add an item exam as 
per section 5.1. Describe the exhibit and details of sampling, including the number of 
bones, a description of the quality and level of decomposition, colour, size and 
remarkable features. 
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Notes Q 

1 x tlli.E1j., seals iinta ct, signed and dat ed. Labellled as per images. Conta ined with in : 1 x speci men j ar, .sea led wit h 
parafilm, not signed or dated. Labellled as per images. Containing: 1 x bone 
- cream/beige in co lou r wit h adhering brown/plink f lesh 
- measures ~ 1 20mm x ~ 35mm at widest poiint s 
- malodourous 

Adheri ng f lesh removed, bone chiselled, scr ubbed with et hanol! and crushed. 

Remaining bone powder stor ed in 5ml t ube and reta ine d wit h exhibit. / 

Att•chrnent : I Choose Files I No file ch osen 15'17 characters left . 

Figure 7- Description of bone 

2. Upload all images to the item exam. 

3. Enter the freezer mill equipment number into the equipment number field in the item 
exam. 

Testing I Ana lysis 

I Pcoce.s • 

Item Exam 

j Suo Type 

Figure 8- Equipment field 

Note: An examination record is not required. 

If good quality muscle tissue is present this should be removed from the bone sample and 
submitted for DNA profiling. 

Before crushing any good quality compact or cancellous bone, it must be thoroughly 
cleaned. This procedure is essential for obtaining a DNA profile. 

De-fleshing is performed when any tissue not viable for DNA analysis, is adhered to the 
bone. Use a sterile scalpel to thoroughly remove all tissue down to the bone, including the 
periosteum, and bone marrow. Great caution should be taken to avoid injury, including 
always use the scalpel in a direction away from the hand. Sterile tweezers can be used to 
hold the bone firmly in some instances. 

Ethanol scrubbing of the bone is performed on dry bones or de-fleshed bones to remove 
all fatty residue and potential contaminants prior to crushing. Place the bone in a petri dish 
with some ethanol (1 00%). Use a new toothbrush to thoroughly scrub all surfaces of the 
bone. Repeat this process, discarding the old petri dishes in a bio-hazard bin, until all fatty 
residue or visible contaminants are removed. 

Bone cleaning using the Dremel® occurs after de-fleshing and ethanol scrubbing and is 
used to clean the bone of any potential inhibitors. This method should only be used if 
standard cleaning is not possible (bone sample is too small to safely handle) due to the 
heat produced by the Dremel®. 

Place paper and the bone in the fume hood and plug in the Dremel® tool with the 
appropriate tool bit attached. Clean the bone in short bursts so as not to overheat the bone 
while removing the outer layer of all surfaces. Chiselling the bone into a few small pieces 
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first, may make cleaning easier, and allow access to all surfaces. Eye protection must be 
worn. A pair of forceps or mini long-nose pliers can be used to hold the bone firmly if 
required. 

Chiselling the bone into small pieces is necessary to safely fit the fragments into the 
cylinder prior to bone crushing. Use the hammer and chisel to break the bone into pieces 
sufficient to fit into the crushing cylinder and still allow the impactor to fit. Each end of the 
bone/pieces must be chiselled off before transferring to the cylinder to minimise 
contamination. Wrap the bone sample securely in a rediwipe cloth to prevent escape of 
bone during chiselling. Care must be taken to avoid injury with the hammer and chisel 
during this process. Always ensure the bone is stable prior to striking it with the hammer 
and chisel. 

Teeth - Prior to removing any good quality teeth from the jaw, or crushing any loose teeth, 
you must obtain permission from a Forensic Odontologist. Even single teeth can be used as 
an identification tool for Forensic Odontologists, who will require examination of the teeth 
prior to DNA sampling. Perform any de-fleshing, ethanol scrubbing, and bone cleaning on 
at least two teeth as described above. Carefully split the tooth into small pieces with the 
chisel, in preparation for bone crushing. All teeth can be crushed in the same cylinder, 
providing there is no indication they could have originated from different individuals. 

6.4.2 Equipment control 

Use a sterile swab lightly moistened with nanopure water to swab the inner facing surface 
of both bungs, inside the cylinder, and the impactor. Place the swab head into a labelled 
2ml tube. One equipment control must be prepared for each cylinder set used. 

6.4.3 Loading fragments into the cylinder 

Fasten one bung into the end of the cylinder and place bone/teeth fragments inside. 
Caution must be taken to not overload the cylinder. The size and quantity of fragments 
should not prevent the impactor from moving freely to each end of the cylinder. 

6.4.4 Operation of the Freezer Mill® 

1. Fill the Freezer Mill® with liquid nitrogen (see appendix 9.1). 

2. Ensure both bungs are securely fastened into the cylinder and insert the cylinder into 
the Freezer Mill® with the largest of the two bungs facing outwards. 

3. Slowly close and fasten the lid and turn on the Freezer Mill®. 

4. Select the Control Panel button and press the green Run button. 

The freezer mill will complete the following: 

• Pre-cool - 10 mins 

• Run - 30 seconds 

• Cool - 3 minutes 

• Run - 30 seconds 

5. Upon completion, the display will indicate Run Complete. Switch off the power, slowly 
open the lid and use the cylinder extractor to remove the cylinder. 
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If during the Freezer Mill® cycle, unusual or inconsistent sounds occur at the crushing time, 
stop the program, turn off the Freezer Mill®, and inspect the cylinder. If the impactor has 
become jammed, remove the fragments from the cylinder. Reload the cylinder taking care 
with the size and quantity of fragments selected for crushing. If the cylinder has been 
damaged, it will have to be replaced and the Freezer Mill® will have to be decontaminated. 

The lid of the Freezer Mill® can remain open to facilitate evaporation of remaining liquid 
nitrogen; however other Scientists working in the area must be warned. 

6.4.5 Sub-sampling the powder 

It is advisable to allow the cylinder to warm up for several minutes to reduce the pressure 
before attempting to open it. Fasten the cylinder extractor to the large bung and turn the 
handle clockwise as far as possible until the bung is released from the cylinder. Avoid 
moving the cylinder extractor side to side, as it will split and warp the cylinder. A thick 
padded glove must be worn on the hand handling the cylinder as the cylinder will remain 
cold and may cause injury. Empty the contents of the cylinder into a 5ml stock tube, this 
may be easier using a filter paper funnel. 

Approximately 1 OOmg of bone powder should be weighed into each 2ml tube. At least four 
sub-samples should be prepared from each crushed bone. Record the exact weight of each 
sub-sample in the FR. 

6.4.6 Creating sub-samples 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
subsample from the dropdown menu in the process field. 

2. In the SubiD field click the plus 0 icon to auto assign a new barcode. 

3. In the SubType dropdown list select MISC. 

4. In the Notes field add a description of the subsample the weight. 

5. Scan the ERT-AS box barcode into the Storage Box ID field. 

6. Scan the barcode affixed to the bag of tubes into the Tube Lot No field. 

7. In the technique field select DNA Extraction. 

8. In the method field select Organic Bone. 

9. Click on the save button. 

10. Repeat for further sub-samples. 
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Testing I Analysis 

Process * Sta rt Dat e * End Da te .Sa m~l e Du ra t io n * 

Sub&ample v 2 7/ 06/2022 08: 24 1111 27/ 0 6/2022 08:24 1111 00 :00 

S ub!D 0 Su bType Request No Ex a m ina tion JD 

AUTO ASSIGN I~ ISC v 

I Equ i ~meot j S upplies 

Testing Deta il 

Not es [l 

Bone powder a liguot 1 - O. l Og 

/ 

Attachm ent : I Choose Fil es I No file chos en 1971 characters left . 

St o::J ra g.e Box I D P'os.itio n Tube Lot. No ~ ri ori~y 

------~----------~----------~ 

I m age Class if icat io n 

0 Ex plicit Im a ges 

Worklist 

Ted m iq ue Met nod Sotn c:e Ba td 1 / Ra ck I D 

DNA Ex t raction v Organic Bone 

Figure 9- Subsample creation 

6.4.7 Registration of equipment control 

1. Click the create exhibit test P icon in the exhibit analytical/testing table and select 
subsample from the dropdown menu in the process field. 

2. In the SubiD field click the plus 0 icon to auto assign a new barcode. 

3. In the SubType dropdown list select MISC. 

4. In the notes field add the description "Bone equipment control". 

5. Click on the save button. 

6. Click on the Exhibits tab and click the add button. 

7. Enter barcode of the equipment control swab into the Forensic Exhibit No field. 

Note: A warning will display when a barcode has already been used (e.g. when upgrading 
a subsample to an exhibit). 

8. In the Forensic Category field select 'Control Sample' from the dropdown menu. 

9. Add "bone equipment control" in the description field. 
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10. In the Located/Owner field, copy the relevant description from the parent item. Any 
additional details in the description field of the parent item must be manually 
transferred. The located/owner field should indicate ownership, for example "PM 
samples- name". 

11. Add the parent barcode (bone) into the Parent Barcode field. 

12. Tick the "Admission/lntel (Principal Exhibit)" and the "Sample has been collected in 
strict compliance with CSE101 Biological Evidence [Required]" boxes. 

13. The examiner must enter their FR User ID in the Delivery Officer Rego field, press tab 
for the Surname field to auto-populate and select Queensland Health Scientific from the 
dropdown list in the Station field. 

14. Click on the save button. 

15. Scroll down to exhibit analytical/testing table, Click the create exhibit test P icon. 

16. In the process field select Analytical Note and in the notes field add "Equipment 
Control". 

17. Scan the ERT-AS box barcode into the Storage Box ID field. 

18. Scan the barcode affixed to the bag of tubes into the Tube Lot No field. 

19. In the technique field select DNA Extraction. 

20. In the method field select Organic Bone. 

21. Click on the save button. 
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6.4.8 

Add Exhibit 

Loated I 0 \>J ilQr (i ncludii n 01 m oi! ;; nd d ob t-o i d o01 n t iiy O\·Jn Q.rs; tlip fa r ex ll ib it :;; requ iri ng- DNA An.ill lysisJ 8 * 

Exilibit N'o t es & Alla lys is Advice 

Pa re nt Ba r-t:ode P'r-ope rty Ta ~:~ Exa m ina tion 10 

Ex.a mina tion Se-ct io n ~1-t. ip I Re!at io n sll ip I Priori fu.a tio n ----r--
0 Sus pect 0 0 Entry I Exit 

0 Vid im 8 ~ We:~ pon I Im ple m e nt 

0 Un known 0 ~ .. !_Adm iss ion I I r~tel 
0 Low 8 ( Principa l Exhibit) 0 

For ensic BioloQy Analyt ica l Ad v ic e 

0 An 011 lytica l S iirvic 61.5-

0 Ba l l~!ics Sectio n 

0 Docu m ent Ex<:i m ina t ion 

D Maj or C r im e Unit 

D Sa m p!e or sa m pling .area has bee n. 5ubje cte d to a tlngi' rprint exa m in.at ion ( Powd e r o r Che m ica l) 

0 S a m ple or :;;.;~mpl ing ilrE!.ill h 01s; be e 111 11'/ 0I!ihe d o r d ilu t ed 

0 Sam ple or :!iam pling area m a y be se m ina l fl uid, a n a ly!! is fo r S e m e n ( Microscopy & DNA) is re que.5-ted 

0 Sam ple o,- sampl ino;~ ;:n ea m a y be sa liva , a na lys is fo ,- S a liva (a -Amy!ase & DNA) is re qu est e d 

D Sa m ple ,-~ui res .a dditio na l a na lys is ( lu bo ri:ca nt. fi bre, glass, soil e tc. ) 

r'l Sam ple h a3 be'!! n co llede d in s t ri:ct comp lia nce no it b CSE101 Biologica l Evidence [Required } 

Pre su m pt ive Sc.ree ning Te s t 

0 Com bu r + ve 

0 Com bu r -ye 

Fo,-2 ns[c Tria ge 

lo "'" +ve ID TMB -v2 

I 0 He m aTrace + ve 

ID He m aTrace -ve 

0 Inte l FTA Ca rd 0 No Tes.t ing Req uire d 

Exbibit Wiom ing'i-

0 Digita l He m Moved - rt!tu m by DD/ MM/YYYY 

0 Destruct ive Te clm iq11es r~o t Authoris ed 

D He ld - Inte rim Ord e rs. 

0 No Co mpa r is on Ma t e ria l 

0 Po~d.: l!lg i ng I s.!!'ue upon S ub mis!l io ll 

0 Authority to Retu rn 

D Graph ic Wa rning 

ID AP +ve 

ID AP -ve 

.s ec lo P30 + ve 

ID P30 -ve 

Sam p!e Ma r~agement 

S pec.i iic H a zi~rd Cones m :;; 

ll!fl 0 Sh a rps Haza rd 

0 Infe c t ious Dist!a s.e 

0 Che m ica l Treabne nt 

0 E~Q-cbi c.o~ l D i:i ch a~ rge De vic.a 

0 Un la1 o\'tn Ma i:e ri a. l 

0 Known Haza rdo us Ma te ria l 

0 Explicit Con~nt 

500 characte rs left . 

0 Fing lii! rp ri n.t Bu re 01 u 

0 Photog raphic Sectio n. 

1!3 FSS DNA Alla ly sis 

D FSS Chem ica l Analys~ 

IDFLS ... 
ID FLS -ve 

-

Stor age I Ha ndling R~q ui reme nts: 

0 Cla-ssifie d ltem 

0 Ele ctrica l Disch a rge Dt!'Y ice 

0 Firea rm (Cii!a re.d) 

0 Firea rm Re latad I t a m 

0 Ue m of va. lue (e .g . j e \'te lle ry ) 

0 Dru g Ite m 

0 Da nge rou s Goods 

--t-o_n~gi_n Prop2 rty Ta g -----jrLo_ tc_/ _Ba tch No 

Di! live ry Officar Re go >~= S urn.;o m a * S tatio n 

r=~~~v... --------=i ...... .-----~ 
Figure 10 - Equipment control registration 

Finalisation 

1. Refer to section 5.6.1 to print labels. 

2. Scroll down to the exhibit analytical/testing table and click on the date/time hyperlink of 
the item exam. 

3. Click the edit button. 
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4. In the notes field add details of any bone stock powder remaining, or if the crushed 
bone powder has been exhausted (see Figure 1 0). 

5. Click on the save button. 

6. Return the sample to the original packaging and return to freezer returns via exhibit 
movement. 

7. Transfer the ERT-AS transfer rack to the hatch in extraction sorting. 

7 Associated Documentation 

QIS: 17185 - Detection of Azoospermic Semen in Casework Samples 
QIS: 17186 - The Acid Phosphatase Screening Test for Seminal Stains 
QIS: 17189 - Examination For & Of Spermatozoa 
QIS: 17190 - Tetramethylbenzidine Screening Test for Blood 
QIS: 22857 - Anti-contamination Procedure 
QIS: 23849 - Common Forensic DNA Analysis Terms and Acronyms 
QIS: 23945 - Workplace Health and Safety in DNA Analysis 
QIS: 23959 - Storage Guidelines for Forensic DNA Analysis 
QIS: 29696 - Taking DNA Samples at Coronia! Autopsy: Guidelines for Pathologists & 
Mortuary Staff 
QIS: 30355 - Operation of ELSA 
QIS: 33771 - Examination of In-tube samples 
QIS: 33798 - Examination of Sexual Cases 
QIS: 33800 - Examination of Items 

8 Amendment History 
QIS2 Edition 
Version Date Updated By Amendments 

1 18/07/2017 
A Ryan &A 

First issue. 
McNevin 

Added step 3 in section 5.1.4. Amended screen 
2 30/01/2019 C Savage shots. Amendments to reflect changes in 

processes. Added 5.1.9 Analytical notes. 
12/10/2020 A Ryan &A Amendments to reflect change in cleaning 

3 
McNevin procedures. Unnecessary screenshots removed. 

Updated freezer mill model number and 
operating instructions. 

27/06/2022 K Morton New template, general content updating and 
formatting. Addition of general coronia! 
information, requesting testing requirements 

4 including addition to on-hold worklist, request to 
deliver samples from FPP. Added basic 
examination notes for nails/scrapings/clippings. 
Removal of examination record for bone 
examinations, added teeth and POC sampling. 

9 Appendices 
Appendix 1: Procedure for safe handling of Liquid Nitrogen 
Appendix 2: Decontamination and maintenance of bone/teeth sampling instruments 
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9.1 Appendix 1: Procedure for safe handling of Liquid Nitrogen 

Handling of liquid nitrogen must only be performed by trained staff who have completed the 
relevant training and are deemed competent. 

Any injuries or near misses that occur when handling liquid nitrogen must be adequately 
recorded and reported as per standard procedures (QIS 23945). 

9.1.1 PPE required 

The following protective equipment must be worn (some items are found in the "Liquid 
Nitrogen" box in the bone sampling room) and all bare skin covered: 

1. A lab coat fastened at the front, with sleeves rolled down for dispensing from the main 
vessel. A standard PPE gown is sufficient when handling occurs within the lab. 

2. Thick, padded safety gloves. 
3. Fully closed in shoes. 
4. Protective face shield. 

9.1.2 Refilling dewars from the main Liquid Nitrogen vessel 

Two staff members (one to refill, one to observe) must always be present during dewar 
refilling for workplace health and safety. Both staff must have completed the safe liquid 
nitrogen handling training. 

A key for the gate padlock to access the main liquid nitrogen vessel is located with Security. 
Staff members are required to sign for access to this key (Key 78). Note: The gate should 
always be locked, except when refilling the dewar. The area should not be left unlocked and 
unattended at any time during refilling of the dewar. The dewar is transported to and from 
the main liquid nitrogen vessel using a trolley. 

Place the main vessel liquid nitrogen nozzle inside the dewar and turn on the main valve. 
The flow of liquid nitrogen into the dewar should be steady enough to allow an adequate 
quantity of liquid nitrogen into the dewar without significant evaporation. If the flow is too 
hard, liquid nitrogen will spurt from the top of the dewar, in which case the flow should be 
reduced. 

To reduce evaporation during refilling, keep the main liquid nitrogen nozzle below the liquid 
nitrogen level in the dewar. To determine the level of the liquid nitrogen in the dewar, move 
the main vessel liquid nitrogen nozzle above the liquid nitrogen level in the dewar. This can 
be ascertained by a change in the filling noise made by the main liquid nitrogen nozzle. Fill 
the dewar to approximately 4/5 of its capacity. If the dewar is over-filled, the lid of the dewar 
will not fit on securely (the lid allows for the dissipation of air. The nozzle hose should 
always be held during this process. 

Note: During the filling process, the observing staff member must stand clear of the area to 
avoid potential contact with the liquid nitrogen, and inhalation of nitrogen gases. The person 
refilling the dewar must avoid inhalation of vapours by positioning themselves upwind. The 
main valve must be turned off immediately if either person is being overcome by the 
nitrogen gas. 

Once the dewar is filled to the appropriate level, turn the main valve off tightly and return 
the main vessel liquid nitrogen nozzle from the dewar to the nozzle holder. Replace the 
dewar lid and lock the gate to the main liquid nitrogen vessel area. The staff member 
transporting the dewar back to the laboratory must continue to be escorted by the observing 
staff member. 
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9.1.3 Filling the Freezer Mill® with Liquid Nitrogen from the Dewar 

The Freezer Mill® should always be filled on the floor or on the bench. The Freezer Mill® 
should never be filled on a chair, or any unstable surface. 

Other Scientists in the vicinity must be warned to stand clear during pouring of the liquid 
nitrogen. Fill the Freezer Mill® to the level indicated, insert the cylinder and slowly secure 
the Freezer Mill® lid (close the lid slowly to avoid spurting of liquid nitrogen onto the 
floor/bench). Return the lid to the dewar and store the dewar in an appropriate location free 
from any traffic. Return the closed Freezer Mill® to the dedicated bench if required. 

Warning: Never lift the Freezer Mill® from the floor to the bench with the lid open or 
unsecured. Always be careful when lifting the Freezer Mill® that liquid nitrogen does not 
leak out the rear vent- the Freezer Mill® is not a closed vessel. 

The bone preparation laboratory is fitted with a low oxygen alarm that will sound if oxygen 
levels drop below safe levels. If this alarm sounds, exit the laboratory immediately and do 
not return until the alarm stops sounding, and oxygen levels return to safe levels. Under 
exceptional circumstances, it may be necessary to enter a low oxygen environment. In 
which case, the ELSA located outside of the bone preparation laboratory should be used 
(refer to QIS 30355 - Operation of ELSA). 
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9.2 Appendix 2: Decontamination and maintenance of bone/teeth sampling instruments 

Standard laboratory personal protective equipment (PPE) including enclosed shoes, gloves, 
hair net, mask, gown and goggles must be worn during cleaning procedures. 

The "Prior to Use" procedures must be done on the day that the bone is to be sampled. 
This reduces the risk of contamination of the instruments with environmental DNA. 

Any injuries or near misses that occur when using bone sampling equipment must be 
adequately recorded and reported as per standard procedures (QIS 23945). 

9.2.1 Chisels, hammers and chisel blocks 

Prior to and after use: Chisels, hammers and chisel blocks need to be thoroughly cleaned 
with viraclean, bleach and ethanol. 

Maintenance: If the chisel requires sharpening after use, wet the sharpening stone with 
mineral oil and sharpen tip, rinse with water, and dry. The chisels should be replaced with 
new ones if the metal surface becomes rusty or eroded, or if the tip can no longer be 
sharpened sufficiently. Note: To avoid injury, be very careful when handling sharp chisels. 

9.2.2 Bungs, Impactors and Freezer Mill Cylinders 

Prior to use: Bungs, impactors and cylinders are to be cleaned using the Miele dishwasher. 

Check the dishwasher is available for use and access the tub labelled BONE in kit room. 

Load the bungs and cylinders into a (shallow) rack. Load a pair of forceps, and the rods into 
the wire basket. 

Set the dishwasher to SPECIAL 93C-1 0' cycle and select the drying button (middle button). 
Press the green button to start the clean. Refer to figure 2 Dishwasher display. 

Affix the "BONE EQUIPMENT" tag onto the front of the dishwasher using the Velcro dot. 

Once the cycle is complete place a set (two bungs, cylinder and rod) into an individual 
CSPB using the forceps. Transfer into the bone room and place in the "Clean Bone 
Equipment " container ready for next use. 

Figure 11 - Dishwasher display 
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Examination of east mortem and associated sameles from deceased eersons 

After use: Rinse thoroughly using tap water and a toothbrush to remove all visible bone 
powder and place in "Bone equipment for cleaning" container. When several sets are 
collected perform a dishwasher run. 

9.2.3 Hand Saw and Bosch® Electric Saw and Blade 

Prior to and after use: Clean the hand saw components with viraclean, bleach and ethanol. 
Take caution when dismantling bone saw. The outer casing of the Bosch® electric saw 
needs to be thoroughly wiped down with ethanol. Take caution not to wet the inside 
components. Use the allen key to remove the Bosch® electric saw blade. Clean the blade 
with viraclean, bleach and ethanol. The blades should be stored immersed in mineral oil 
(e.g. in a large petri dish) to prevent corrosion. 

Maintenance: When the blade of the saw requires sharpening, alert Forensic Pathology 
staff who will organise a contractor to sharpen all surgical saws. 

9.2.4 Dremel® Tool and Bits 

Prior to and after use: The outer casing of the Dremel® tool needs to be thoroughly cleaned 
with alcohol. Take caution not to wet the inside components of the Dremel®. In addition, 
wipe down the collet and fastener after use when the tool bit is removed. 

Use the Dremel® wrench to remove the Dremel® tool bit. Thoroughly scrub the Dremel® 
tool bit (especially the grooved portion) with a toothbrush, rinse thoroughly with tap water 
and dry. 

The bits should be stored immersed in mineral oil (e.g. in a large petri dish) to prevent 
corrosion. 

Maintenance: The Dremel® tool bits should be replaced with new tool bits when the metal 
surface becomes rusted or eroded. 
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CA-73 

CaSS I ~~~~~~NiDcST~~~E ~R~~~~ntific Services 

Examination of Items 

1 PURPOSE 

To describe the procedure for the examination of evidentiary items by case examiners in 
Forensic Biology. 

2 SCOPE 

This standard operating procedure is an adjunct to individual methods for particular screening 
tests. Interpretations and limitations of reporting are to be found in each method. 

3 ASSOCIATED DOCUMENTS 

Anti Contamination Procedure 
Procedure for Case Record Documentation and Evidence Management 
Tetramethylbenzidine Screening Test for Blood 
The acid Phosphatase Screening Test For Seminal Stains 
Examination For & Of Spermatozoa 
Detection of Azoospermic Semen in Casework Samples 
Phadebas Test For Saliva 
Procedure for Basic Hair Screening 
Handling and Analysis of Syringes and Needles 
Digital Imaging in Forensic Biology 
Procedure for the Retention and Storage of Items 
AUSLAB Users Manual - Forensic Biology 

4 REFERENCES 

Monahan, DL and Harding, HWJ (1990) Damage to Clothing - Cuts and Tears. J For Sci 
35:901-912 

5 CASE FILE DOCUMENTATION 

• Refer Procedure for Case Management) for details on case file components 
n. 

• All items must be uniquely identified. 

• All notes must be legible and in ink. Diagrams and sketches must also be in pen. Areas 
of interest may be highlighted with colour pencils. 
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• Use standard abbreviations such as: 

o BPB 
o HSPB 
o CSPB 
o CSSE 
o watb 

brown paper bag 
heat sealed plastic bag 
clip seal plastic bag 
crime scene sample envelope 
what appears to be 

WIT.0019.0012.1958 

Examination of Items 

Refer to 23849 (Common Forensic Biology Terms and Acronyms) for a comprehensive 
list of abbreviations. 

• Where possible a scale should be included in any photographs to provide a size 
estimate of the exhibit. 

• Errors must be crossed out, initialled and dated. 

6 CONTINUITY OF EVIDENCE 

• Refer to 17167 (Procedure for the Retention and Storage of Items) for further 
information. 

• Use the transfer function in AUSLAB to record the removal of items from storage and 
their subsequent storage location, for example, tea trolley, returns box. 

• Record details of the packaging in the case file including labelling and nature of seals. 

• Where possible, open packages in such a way that original seals are maintained. Sign 
and date where you have opened the package. 

• Items are not to be left on benches unattended for extended periods of time. Each case 
analyst has access to a secure area in the exhibit room where items undergoing 
examination can be stored. 

7 ANTI CONTAMIN TION PROCEDURES 

• Health and Safety protocols must be followed. Full personal protective equipment 
(PPE), including gown, gloves, cap and mask, must be worn when entering an 
examination area (that is an area delineated by a yellow line). 

• Benches and large examination tables must be cleaned prior to examination with 
sodium hypochlorite solution (bleach) and ethanol. Benches can be covered with brown 
paper as long as this is changed between items. 

• Examine only one item at a time ensuring the bench is cleaned with bleach and ethanol 
before each examination or for small items place brown paper on bench and change 
after each item. 

• Scissors, forceps and scalpel holders must be cleaned thoroughly by flaming with 
alcohol before coming into contact with items of evidence and between excising stains 
from the same item. Disposable scalpel blades should be used wherever possible as 
flaming of scissors can affect the cutting edge. 

• Plastic formers used for stretching items of clothing and for separating front and back 
surfaces must be cleaned with bleach and ethanol before and after use. 
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Examination of Items 

• Cap sample tubes immediately after placing each sample inside. 

• Equipment not required or in use should be cleaned and put away and the work 
surface kept clutter-free. 

• Heavily stained items should be handled carefully to minimise the spread of 
aerosolised particles. 

• Items attributed to the complainant and those attributed to the suspect must be 
examined on different benches to avoid the possibility of contamination. 

• Record the bench location and examination trolley/box of the examination in your notes 
and in AUSLAB. 

• Items should be repackaged as soon as possible after examination. 

8 CHARACTERISATION OF BIOLOGICAL MATERIAL 

Biological material should be characterised where possible prior to DNA analysis. Where a 
case examiner elects not to perform a screening test on an item it must be because the 
screening test will consume the evidence. The case notes must indicate why 
characterisation was not performed. 

9 GENERAL EXAMINATION PROCEDURE 

• Read the associated case details, such as th~ medical notes, documented 
communications with FSLU, 10, QPS Scientific or Scenes of Crime case conferences 
etc. before starting to be certain of the circumstances of the case and the types of 
examination required and the focus of the examination. The forensic relationship for 
each item and the EXR results case status, Police priority field and UR notes should be 
checked to see if testing is still required. Prioritise the order of examination of items 
accordingly. Where required the case scientist may provide specific guidance to the 
examining scientist. This is generally contained within the minutes of the case file or in 
the UR notes. Contact the investigating officer or the QPS DNA Unit for further 
information or have your FSLU representative gather further information if necessary. 

• The aim of a volume crime examination is to get maximum result from as little sampling 
as possible i.e. sample blood in preference to cells and in general only one swab from 
all blood cases. Refer to Appendix 2:Volume Crime Sampling Flowchart. 

• Examination notes must be made on standard examination forms found in QIS. 
Examination notes must be completed at the time of examination whilst still in the 
examination area. Registration of samples should be completed as soon as possible 
after examination is complete to minimise the chance of errors. 

• Describe the outer packaging noting any labelling and the nature of the seals on form 
22870 Outer Packaging Record or 17033/4 General Examination Record. 

Example: 1 x HSPB with exhibit tag ' , Det-, 
Rec'd 11:00 1/1/05", heat seals intact. 

• List the details of the packages contained within the outer packaging. 

Example: 
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2 x BPBs 
1 x yellow OHMS envelope (A5 size) 
1 x yellow OHMS envelope (A4 size) 
1 x property tag (A 12345) 

WIT.0019.0012.1960 

Examination of Items 

• With the exception of SAl KS, all items should be barcoded. An FBFB should be 
requested for improperly labelled or packaged items. (Refer to 16004 AUSLAB Users 
Manual for requesting an FBFB). Refer to Appendix 4:Registration of SAIKs or 
Multiple Items. 

• Photocopy the packages contained within, showing the labelling and barcode if 
possible. 

• Describe the packaging of the item to be examined, noting any labelling and the nature 
of the seals. 

Example: 1 x BPB, labelled in part '-1 x red shirt, item 24", 
evidence tape seal intact, signed and dated. 

• All QPS packaging should be photographed. Refer !-(Photography of Exhibits 
in Forensic Biology). 

• Open the package in such a way that original seals are maintained. Sign and date 
where you have opened the package. 

• Give a detailed description of the item contained within, examining both the inside and 
outside surfaces. Note measurements where necessary. 

Example: 1 x red tartan shirt 
"XYZ" brand, size 12 
long sleeved, button up shirt 
brand logo on left chest area 

• If there is some indication that the item is to be fingerprinted, keep all handling to a 
minimum. Avoid touching the item where fingerprints are likely to be found. 

• Describe the condition of the item, noting areas of damage. An attempt may be made 
to assess if the damage is due to wear and tear or the application of force. An attempt 
may also be made to assess if the damage is old or new, e.g. fraying indicates the 
damage is not recent. A study by Monahan and Harding classifies damage based on 
two criteria: 
o The appearance of matted and tangled fibres at the ends of cut yarns indicated that 

the garment had been washed since the damage occurred. 
o If the fibres at the end of cut yarns are still completely "in line", perhaps slightly 

frayed, then "recent" could mean that the garment has not been worn to any great 
extent since being damaged. 

• If appropriate, take an overall photograph of the item including the identifying barcode 
and a scale. 

• Extraneous surface material such as hairs, glass fragments, fibres and vegetation may 
be easily lost from an item. Such material should be collected into separate labelled 
CSPBs or Petri dishes using sterile forceps. The location of these must be recorded on 
the examination sheet. Following examination repackage the CSPB containing the 
material with the item. 

• Make note of any items or staining found within pockets. 
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Examination of Items 

• Record all areas of staining on the item and include diagrams or photographs. 

• Describe stains as accurately as possible with relation to: 
o Shape (smear, circular etc) 
o Size 
o Colour 
o Intensity 
o Distribution 
o Which side the staining appears to have originated on and whether it has soaked 

through to the other side. 

• Perform presumptive tests and confirmatory tests (if applicable). Circle those areas 
giving a positive reaction using a chinagraph pencil or felt tip marker. 

• The examiner must not positively identify substances, objects or stains that are outside 
their area of expertise. If a confirmatory test is not available to positively identify a 
substance such as mould the examiner must state in the examination notes "what 
appears to be (orWATB) mould". 

• Those areas that will be sub-sampled and submitted for DNA analysis are assigned 
unique barcodes. 

• Take a close up photograph of those areas to be submitted for DNA analysis. Include a 
scale and the sub-sample's unique barcode. If the scale is reusable make sure to clean 
before and after use. 

• A swab moistened with 70% EtOH or distilled water can be used to sample stains on 
solid substrates such as weapons and items of footwear. Write in your examination 
notes whether EtOH or water was used. (Note: 70% ethanol swabs are best used when 
the item is on a solid substrate, water is best used when transfer of the stain could be 
difficult e.g. suede shoes, absorbent substrates) 

• The size of the sample that is submitted for DNA testing is dependent on the intensity 
and type of the stain. If at all possible, attempt to leave part of the staining on the item 
in case re-examination is required. (Only 1-2cm2 stained fabric, or%-% a swab should 
contain enough DNA when the item is heavily stained. It is recommended that all of 
the outer part of the swab be submitted for cells when sampling handy DNA) 

• Excise the area using sterile forceps and a disposable scalpel blade. Place the sub­
sample into a sterile 1.5ml tube which is then placed into a labelled 5ml tube. The 
tube must be labelled with the barcode, a short description of the sample, the 
extraction type to be performed, and the scientist's initials and the date. It is also an 
option to submit subsamples in 2 tubes - one half of the stain cut and placed into a 
1.5ml tube inside a 5ml tube and the other half of the stain in a 5ml tube which will be 
archived. In the 9Piex page in AUSLAB enter "2x" in the processing comment. 

• If the item appears to be expensive or it has been requested that the item be returned 
to the complainant, stains may need to be removed in such a way as to minimize 
damage to the item. If this is the case it may be more practical to swab the item or 
perform a superficial scraping on the area. 

• Repackage the item in its original packaging and seal the opening. Ensure that 
potentially dangerous items, eg. a knife, are repackaged safely with appropriate 
warnings. 
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Examination of Items 

• Continue the examination of other items, cleaning the bench and utensils with bleach 
and ethanol between each item. 

• When examination of all items is complete, repackage all items together in a clean 
BPB. Label with the relevant exhibit tag label and seal with evidence tape, signing and 
dating across the seal. 

• If not all items are examined, make note of the barcodes and comment that they were 
not examined at this time and why. 

10 SPECIFIC EXAMINATION PROCEDURES 

10.1 Examination for epithelial cells 

• Generally only a small number of epithelial cells are deposited by touching or wearing 
items. It is best to try to concentrate those cells into as small amount of substrate as 
possible. It is best to use one side of a swab or a piece of tape no more than 2cm long 
to collect for submission. Generally armpit areas, collars, waist bands, hat bands and 
other parts of clothing that are in constant contact with the wearer are good areas to 
sample. 

• Suspected epithelial cells on items can be collected for DNA analysis by scraping the 
area with a scalpel blade (best used on loose weave clothing fibres such as cotton or 
wool) or by tapelifting using small pieces of adhesive tape. If using the adhesive tape 
method, ensure to use a newly exposed part of adhesive, press the tape to the item 
until the tape's adhesive properties are lost. Alternatively, the area may be excised and 
submitted. 

• Submit these items for DNA analysis in a sterile 1.5ml tube within an appropriately 
labelled sterile 5ml tube. The tape should be curled and placed in the tube sticky side 
inwards. Do not cut the tape into small pieces. 

• Saliva stains are detected and characterised using the Phadebas Test (See-or 
further details). 

10.2 Examination of Swabs 

• Blood, Cells & Semen are often submitted on a Swab. Refer to the Examination For 
and Of Spermatozoa ) for further details of Examination of a Semen or Sexual 
Assault Swab. 

• Record the amount of the swab that is stained, the colour, the stain intensity and the 
amount of the swab that is submitted for DNA analysis. 

• A specific Form is available for recording the examination of swabs -

10.3 Examination of Gloves 

• When a glove or pair of gloves is received it should be described as to which side is the 
outside and which side is the inside. If not known, assign a side based on how the 
glove was received. 

• A swab (for latex or vinyl gloves) or tapelift/scraping (leather, fabric) should be 
prepared from the inside of each glove (a separate swab for each hand). Where the 
inside is not known both the inside and the outside should be sampled (a total of 4 
separate samples for a pair would be submitted). 
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Examination of Items 

• The fingertip area and the palm area are good areas to sample. 

10.4 Examination of Clothing/Shoes/Footwear (For Examination of Clothing refer to 9 
General Examination Procedure) 

• Describe the item as per clothing examination. The straps of thongs or sandals, the 
heel and toe area of socks and shoes are generally good areas to sample. 

10.5 Examination of Bottles/Straws/Ice cream Sticks 

• Ice-cream sticks should be sampled at both ends 

• Bottles/Drink containers should be sampled around the neck or opening of the 
bottle/container and also in the thread under the cap. 

• Straws should be sampled at both ends unless it is clear which end has been in the 
mouth (eg lipstick present). 

10.6 Examination of Food 

• Examine the food item for possible bite marks. 

• Describe the food item and the amount of the food item remaining 

• Sample the area around the region that appears to have been consumed with a swab 
moistened with water. Alternatively, scrapings or excision can be used. Generally this 
area has the greatest contact with the mouth. Gum and lollies can be put directly in a 
tube and extracted using a nucleospin extraction method (NUCC). 

10.7 Examination of Hats/Balaclavas 

• Describe the item as per clothing examination 

• Hats - Tapelift (fabric) or Swab (leather) the sweat band, look for any hairs and 
examine under microscopy for their suitability for further analysis. 

• Balaclavas (including stockings used as balaclavas) - If there is an identifiable mouth 
area tapelift or perform a scraping (cells). If there is no identifiable mouth area 
Phadebas testing of the whole item (inside and out) may be required to locate the area 
to sample. 

10.8 Examination of Cigarette Butts and other small items for saliva 

• Cigarette butts, envelope seals or stamps, swabs from drink containers and swabs 
from spitting cases are submitted for DNA analysis without screening for saliva. The 
supernatant for these samples may be retained at the extraction stage for future 
Phadebas testing if required. The request for retention of the sample supernatant for 
Phadebas testing must be entered into the Processing Comment on the relevant 
9PLEX page. The 5ml tube should also have a red dot sticker placed on the lid, and the 
sample needs to be inserted onto the SALIVA worklist. 

• When examining cigarette butts, indicate whether or not the cigarette appears to have 
been smoked, whether it has been stubbed/flattened and any brand names visible on 
the butt. Excise the filter paper from the butt using a sc~de. A specific form is 
available for recording the examination of cigarette butts--

Page: 7 of20 
Document Number: 17142V7 
Valid From: 1710412007 
Approverls: Cathie ALLEN 

~Queensla~t4>ag 
Qlf 6overnmehP 



WIT.0019.0012.1964 

Examination of Items 

10.9 Examination of fingernails 

• Fingernails or fingernail scrapings are examined to find blood or cells on or under the 
nails. Clippings, loose scrapings, scrapings on swab sticks or complete nails may be 
submitted. 

• Fingernails or fingernail scrapings can be examined under the low power microscope if 
required. 

• Describe the fingernails in terms of number, size and any visible staining. 

• Submit these items for DNA analysis (noting if all or some submitted). Try to avoid 
submitting the swab stick as the chemically treated pine may inhibit PCR. 

• Pool all samples for each hand, ie. all samples from the left hand together and all 
samples from the right hand together. Unless the cases requires to see which finger 
was used in digital penetration. 

10.10 Examination of weapons/tools 

• Handle any weapons with extreme care. 

• Describe the weapon in detail including such things as the nature of the cutting edge, 
e.g. serrated, and the positioning of the blade within the handle, e.g. the blade may be 
bent from its normal position. Include measurements of the length and width of the 
weapon, and maximum width of blade. 

• Examine the weapon for hair, blood and other biological material. The handle of the 
implement should be sampled for cells in an attempt to identify the person 
holding/using the weapon. 

• Mark the position of bloodstains with a felt tip marker, particularly where the stain is 
likely to be swabbed off completely during testing. 

10.11 Examination of condoms 

• When a condom is received it should be described in terms of which side is the outside 
and which side is the inside upon receipt. 

• Describe any fluid that may be present on or within the condom. 

• Perform presumptive and confirmatory tests as necessary. 

• Swab both the inside and outside with separate sterile swabs and submit for 
differential lysis extraction. Refer to appendix 6 on how to register samples for 
differential lysis extraction. 

10.12 Examination of Syringes 

• Specific~ _Handling Kits are available to make this process as safe as possible . 
Refer to~andling and Sampling of Syringes and Needles. 

10.13 Examination of Urine 

• Urine identification is not performed in this laboratory however the presence of urine 
can be inferred based on the visualisation of pale yellow staining in visible light, the 
fluorescence of urinary pigments under ultraviolet light, and by its characteristic smell. 

• Samples may be submitted for epithelial cells. Urine samples are not generally tested 
by this laboratory. 
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Examination of Items 

10.14 Examination of Faeces 

• Faecal identification is not performed in this laboratory however the presence of faeces 
can be inferred based on the visualisation of brownish staining in visible light and by its 
characteristic smell. 

• Faecal samples are not generally tested by this laboratory. Success has been achieved 
through mitochondrial DNA profiling, a technique not performed within this laboratory. 

10.15 Examination of Vomitus 

• Vomitus identification is not performed in this laboratory however the presence of 
vomitus can be inferred based on the visualization of staining in visible light and by its 
characteristic smell. 

• Vomitus it is not generally tested by this laboratory. 

11 FURTHER INFORMATION REGARDING EXHIBITS FOR EXAMINATION STRATEGY 

11.1 Forensic Relationship 

The Forensic Relationship field is given by QPS to indicate the relationship between the exhibit 
and the case, and where the exhibit appears to have originated from. 

The Forensic Relationship of an exhibit can be viewed in two ways: 
i. In the SF9 Summary Page of a case, listed in the "Relation" column. 
ii. On the EXR page of the exhibit, listed in the "For Relationship" field. 

Definitions: 

S: Item/sample is believed to have originated from the suspect 
V: Item/sample is believed to have originated from the victim 
E: Item/sample is from a known source, to be used as an elimination sample 
X: Item/sample is has been found/originated from the point of entry/exit 
W: Item/sample is believed to have come from/been used as a weapon 
A: This item sample has been identified as a key sample of interest and is preferred to be sampled 
due to admission/ intelligence value 

The Forensic Relationship field can be used to help prioritise the examination of exhibits for a case 
based on where QPS believe they have originated from, or who they believe is the source of any 
DNA on the exhibit. 
11.2 Additional Sample Information 

Information given by QPS regarding the exhibit is transferred into the sample information field of 
the exhibit in AUSLAB. However, if there is too much information to fit into the sample information 
field then this information is also transferred into the clinical notes of the exhibit. 

11.3 Screening Tests 

Results of any screening tests conducted by QPS will be transferred into AUSLAB into the sample 
information field of the exhibit, and the clinical notes if required. 

TMB screening: 
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Examination of Items 

In cases where the sample information field for an exhibit indicates a positive TMB screening test 
result conducted by QPS but does not visually have the appearance of blood, the scientist will not 
perform additional screening tests. The scientist will submit the sample directly for DNA profiling 
without performing a presumptive screening test for blood. 

Acid Phosphatase screening: 

On items where QPS have performed a screening test for the presence of seminal fluid QPS are to 
provide accurate details of positive AP reaction times and mark the precise areas that gave a 
positive reaction. The scientist will only perform further presumptive screening tests if the case 
information changes or if the initial testing fails to confirm the presence of spermatozoa and further 
testing is therefore required. 

12 ITEM NUMBERING 

1 Each evidence item must be assigned a unique number (referred to as the sample I D). 

The standard numbering system used in Forensic Biology is to use a unique barcode. 
Any sub samples of this item will also be given a unique barcode however a reference 
numbering system is also used to relate a particular item or subsample back to the 
receipt barcode it was received under. 

Eg. If 3 items are received under Receipt Barcode- the following numbering 
system applies: 

A further sub-sample from Item 3 would be numbered 

The barcode must be attached to each item. Any sub samples must also be bar­
coded. It is essential that all evidence items and sub samples be easily identified. 

13 SUBMISSION OF SAMPLES TO THE ANALYTICAL SECTION 

1 Sub samples of examined items are submitted to the analytical section for DNA 
analysis. All samples for DNA analysis must be clearly labelled with the barcode I D. All 
samples for DNA analysis are registered in AUSLAB and must be stored to the rack in 
the freezer in AUSLAB at delivery. Refer to Appendix 1: AUSLAB Registration. 

2 Samples should not be placed into the freezer in the Analytical section until they are 
registered and all tests are ordered in AUSLAB. 

3 Urgent- 1 Priority cases- The 'Urgent' priority is reserved for samples of the upmost 
urgency. It is advised to discuss the case with a supervisor before using the Urgent 
Priority. 

4 High- 2 Priority cases- Major Crime & Volume BVAA cases should be assigned a 
High priority. These will be processed with priority. 

5 Medium- 3 Priority Cases- This priority is given to general Volume Crime cases. 
6 Low Priority- 4 Priority Cases- This priority is given to low priority Volume Crime 

cases. Note: a 9PLEX is ordered on these cases now. 
7 Requests can be made to perform a 9PLEX (Profiler) or COFIL (Cofiler). 
8 If a sample is particularly dirty or known inhibitors are present a nucleospin may be 

requested. NUCB- Nucleospin Blood, NUCC- Nucleospin Cells & NUCT-
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Examination of Items 

Nucleospin Tissue can be requested on the sample registration page. Specimen = 
NUCC or NUCB or NUCT. 

9 Microcon Concentration is generally not requested at the time of sample registration. 
This is generally used as a rework technique for samples important to the case. 

10 Samples can also be pooled refer to Appendix 5: Requesting samples to be pooled. 

14 RECORDS 

General Examination Record (Unruled) 
General Examination Record (Ruled) 
General Swab Exam Record 
Outer Packaging Record 
Cigarette Butt General Examination Record 
Clothing General Examination Record 
General Examination Record (Volume) 

15 AMENDMENT HISTORY 

Revision Date Author/s 
0 17 Feb 1999 
1 26 Jun 2001 V Ientile 
2 18 Sep 2002 V Ientile 

~ 
3 26 May 2005 K Lee 
4 21 Oct 2005 M Gardam 

5 22 June 2006 M Gardam 

6 14 Feb 2007 L Weston 
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16 APPENDICES ~ 
1 AUSLAB registration 
2 Volume crime sampling flowchart 
3 Volume AUSLAB Registration Requirements 
4 Registration of SAl Ks or multiple items 
5 Requesting samples to be Pooled 
6 Requesting samples for differential lysis 
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Examination of Items 

16.1 Appendix 1: AU SLAB Registration 

Exhibits eg: Cig. Butts, individually received swabs and sub-samples 

After examination is complete: 

Return/transfer exhibit in AUSLAB and physically (if required) 

EXR Page (info. For police) 
• In AUSLAB >Patient Enquiry, scan case/exhibit barcode, press SHIFT F9 >summary 

page 
• ENTER on exhibit in question, checking barcode 
• On EXR page, SHIFT F2 to edit entire page 
• Fill in 'Overall Status' (F1 drop-down menu), Team' name (and in box) 'Lab #'with 

barcode and 'Results/Status' (F1 for drop-down menu) 
• Press F8 to get out of edit mode 

FBEXAM I Sample Registration (on EXR page for exhibit of interest) 
• SHIFT F10 >exhibit registration page 
• F7, F4, SHIFT F5 to copy page 
• Fill in Specimen: (EXT type) eg: CELLS, DLYS 

Primary Site: (specimen type) eg: fabric, swab 
Client Ref. #: (= receipt#- OOx) 
DNA priority: fill in according to priority of sample 
Sample Info 1: (description) eg: Swab of Bottle 

• Enter 'FBX' in box, press ENTER and follow prompts at bottom of page 
• Enter '9PLEX' in box, press ENTER 
• Prompt appears: enter in any necessary processing comments, eg. retain supernatant 
• F7, F4, F4, (automatically returns to EXR page) 
• SHIFT F9 to view summary page 
• Repeat procedure for other exhibits/ samples if required 

Sub-sample Registration (on EXR page for exhibit of interest) 
• SHIFT F10 >exhibit registration page 
• F7, F4, SHIFT F5 to copy page 
• Scan in new barcode for sub-sample 
• Fill in Specimen: (EXT type) eg: CELLS, DLYS 

Primary Site: (specimen type) eg: fabric, swab, paper 
Client Ref. #: (= receipt #- OOx-y) 
DNA priority: fill in according to priority of sample 
Sample Info 1: (description) eg: HVS, Stain 1 

• Enter '9PLEX' in box, press ENTER 
• Prompt appears: enter in any necessary processing comments, eg. retain supernatant 
• F7, F4, F4, (automatically returns to EXR page) 
• SHIFT F9 to view sub-samples on summary page 
• Enter on sub-sample and add Team' name 
• Repeat for other sub-samples if necessary 
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Examination of Items 

Printing Labels: 
• From AUSLAB main menu, press 7, 3, 3 
• Type in label type wanted (either FBLAB6 or PROP) 
• Change 'Printer Name' as required 
• Follow prompts at bottom of page ( FG, F5 scan barcode/s required, ESC from edit 

mode, F7 to print) 

Transferring Exhibits: (before or after physically moving items): 
• In AUSLAB >Patient Enquiry, scan case/exhibit barcode, press SHIFT F9 >summary 

page 
• Press SHIFT F5 on a receipt barcode line to show were exhibit is stored 
• Highlight line for receipt barcode of interest (should be stored to a shelf) 
• Press SHIFT F7 > to transfer item, F1 for drop down list and select desired storage 

location (see codes below) Press ENTER, and you will be prompted to confirm transfer 
(at bottom of AUSLAB page) 

• Check item of interest has been transferred to desired location. 

Page: 13 of 20 
Document Number: 17142V7 
Valid From: 1710412007 
Approverls: Cathie ALLEN 

~Queensla~t4>gs Qlf 6overnmehP 



WIT.0019.0012.1970 

Examination of Items 

16.2 Appendix 2: Volume Crime Sampling Flowchart 

Clean bench and cover with paper 

Select case file and check AUSLAB status (is it still required? Check case 
status, EXRs for all samples, police priority on CS screen and UR notes) 

and check exhibits received (more than one receipt?) 

Assess which exhibits to sample- look for the sample that is most 
probative according to description (check AUSLAB relationship) 
(Blood only- choose one strong stain) 
(Choose blood over cells) 
(Cells only- choose cig butts, and bottles over handy DNA) 

Sample the stain/ outer layer over a petrie dish into a 1.5ml tube 
(Tease out cotton, cut up cig paper, separate out threads) 

! 
Put 1.5 ml tube into 5ml tube and label with barcode, site, processing type (eg 
nucc, blood) your initials, date and comment if necessary. (CRISP # on 
subsamples) The tube labelling must match AUSLAB 

Wrap exhibit with brown paper bag, seal, sign and date, place 
in exhibit box and track in AUSLAB 
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Examination of Items 

16.3 Appendix 3: Volume AUSLAB Registration Requirements 

HIGH & MEDIUM PRIORITY CASES LOW PRIORITY CASES 

CS screen CS screen 
Put in team name (Volt) (status 

should change to allocated). Change 
status to Started. Put your name into 
Case Scientist (prim) and volt into 
Case Scientist 

Put in team name (Volt) (status should 
change to allocated). Change status to 
Started and then to On hold sampled and 
stored. Put your name into Case Scientist 
(prim) and volt into Case Scientist 

(If BVAA put your name into Case 
Scientist) 

(If BVAA put your name into Case 
Scientist) 

EXR page 

Receipt page 
Put in # of items tested 

Register sample 
Enter into item from <SF9> 
Summary page. Then 
<SF1 0> into registration. 
Fill in Specimen type, 
Primary site, Client 
reference, and DNA priority. 
Order test codes FBX and 
9PLEX, enter any 
processing comments in 
when prompt appears 

EXR page 
Fill in with overall status, 
Barcode number, 
preliminary result, team 
name 

Fill in with overall status- make sure 
to use low priority option for EXR 
result, Barcode number, preliminary 
result, team name 
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9Piex page 
If the sample is a sub-sample enter in the 
team name. 
Put samples in Analytical Freezer. 

Place all files into the tray for EXR 
review 
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Examination of Items 

16.4 Appendix 4: Registration of SAIKs or multiple items 

Purpose: Sexual Assault Investigation Kits (SAIKs) are registered in the QPS Forensic 
Register under a single exhibit barcode. Therefore results for the entire sex kit must be 
reported back to the QPS Forensic Register on that exhibit barcode. Sometimes more than 
one item are packaged together in the same bag and given only one exhibit barcode. 
These should be treated the same as SAl Ks. 

To record details of SAlK examinations: 

Patient Enquiry or <F10> 
Scan barcode from releva~ab Number field or enter 
Case No. in UR field e.g. -or access through work 
lid 

If Case No. entered, select relevant receipt lab number and select 
<ENTER>. 

<SF10> to get to registration screen. <F7>, <F4>, <SF5> to copy 
entry or <Ctrl>, <F3> for shortcut. 

Scan lab number for the SAlK (make sure lab number has been 
attached to the item and is recorded on case notes). Change 
Specimen to "Exhibits". Edit be receipt lab 
number and item number (e.g. Enter a brief 
description in Sample Info 1 field. 

Select <END> to request test codes. Enter "FBX" for examination 
page, "EXR" for an exhibit report. <F7>,<F4>,<F4> to save entry. 

In examination notes & on each item, assign a new barcode for 
each item in the SAlK. Swabs & their corresponding smears are 
given the same barcode. Record examinations in the case notes. 

Record any examination performed on the entire SAlK in the 
Examinations page (FBEXAM). 
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Only register the samples that are being submitted for DNA 
analysis with 9PLEX as the test code. Refer to Requesting DNA 
Analysis section for details. In the Client Ref rd 
the receipt, item and sub sample number, (e.g. 
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All of the samples to be pooled should be 
registered as normal in Auslab -with their 
correct sample information, DNA priority, 

client reference number and a 9PLEX test 
code 

~ 
In the processing comments for each 

sample put 'pool samples' 

1 
In the registration for all of the samples to be 

pooled enter a 'POOLED' test code 

! 
Fill in the POOLED page for each sample. 
In the 'This lab number has been pooled 
with Lab Number' field put in the other 
samples that the sample has been pooled 
with. 
The 'Processed Using Lab Number' will be 
the extra barcode given for the processing of 
the pooled samples (see further down). 
The 'Reported Under Lab Number' will be 
filled in at case management stage. 

! 
On the 9PLEX page for each sample to be 
pooled, in the 'Connected barcodes' field 

enter in the other samples that the sample 
has been pooled with, and the extra barcode 

given for the processing of the pooled 
samples (see further down) 

"' ! 
Copy entry <SF5> one of the initial sample's 

registration and enter a new barcode to 
register. This will be the barcode for 

processing the pooled samples. 

! 
Change specimen type to 'POOLED DNA' 

(POOLED) 

! 
Keep the Client Reference Number the 

same as the initial sample barcode 

j) 
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! 
Keep the DNA priority the same as the initial 

sample barcode 

! 
In the sample info field enter all the 

barcodes that are to be pooled together 

! 
Order a 9PLEX test code 

! 
Use the processing comments for any 
processes required after the pooling 

process, eg. microcon to full 

~--

On the 9PLEX page for the extra barcode, in 
the 'Connected Barcodes' field enter in all 

the samples that are to be pooled under that 
extra barcode 

The presumptive EXR for the samples can 
be reported under the extra barcode used 

for pooling the samples 
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Samples for differential lysis 
are registered using two 
barcodes - one for the 
epithelial lysate and one for 
the sperm lysate 

Register a barcode as normal 
- with the specimen type as 
sperm lysate 'SL YS'. 
Enter in appropriate DNA 
priority for sample 
Client reference number will 
be XXXXXX-1 S 
Order a 9PLEX and DL YS 
test code 

Copy enter <SF5> the first 
sperm lysate registration to 
register a new barcode 
- with the specimen type as 
epithelial lysate 'EL YS'. 
Enter in the same DNA 
priority as for the sperm 
lysate 
Client reference number will 
be XXXXXX-1 E 
Order a 9PLEX test code 

The actual sample submitted 
to the analytical section will 
be labelled with the sperm 
lysate barcode. 
The barcodes for both the 
sperm lysate and the 
epithelial lysate are to be 
recorded in the examination 
notes. 
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CA-74 

CaSS I ~~~~~~NiDcST~~~E ~R~~~~ntific Services 

Procedure for the Receipt of Biology Exhibits 

1. PURPOSE 

This procedure covers the steps involved in receiving Major Crime and Volume Crime cases, 
exhibits and post mortem samples in AUSLAB and storage of received items whilst in the 
Forensic Sciences Property Point. It involves the case management details. 

2. SCOPE 

This procedure shall apply to all Property Officers, Administration staff and Case Scientists who 
receive exhibits. 

3. DEFINITIONS 

URICase No: is the CRISP number provided by the police. It may also be a SSF number (for 
missing persons) or COR number (for coronia! cases). 

Lab number: refers to the barcode number for the Case, Exhibit, OR sub-sample taken from 
the Exhibit. 

Test code box: The set of four boxes at the bottom of the screen on a Forensic Registration 
page. If needed you may press <F3> to obtain a further four (4) boxes for test code entry. 

Volume crime samples are high instance, low status crime scene samples collected for 
inclusion on the National DNA database, in CRIMTRAC. These samples are often received in 
bulk and may be allocated differently to major crime case work in that they are allocated in bulk 
a considerable time after receipt. 

A case record includes the case folder and its contents (case file) workbooks, work sheets, the 
absence record, court appearance records and AUSLAB records. 

The case folder is used to record information relating to the case, e.g., case number, names 
and minutes of conversations. 

The case file consists of the case folder and its contents. 

4. ASSOCIATED DOCUMENTS 

5. PRINCIPLE 

5.1 Exhibit receival shall be the responsibility of a Property Officer. Scientists and Technical 
Officers may fulfil this function in the absence of a Property Officer. 

5.2 Exhibits are received at the Central Property Point from a member of the Queensland 
Police Service. 
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Receipt of Biology Exhibits 

5.3 Work from private individuals, companies or other government departments will only be 
accepted if approved by the Chief Scientist of Forensic Biology. 

5.4 When items are delivered to the front counter of the Property Point, the procedure 
outlined below should be followed. If any part of the procedure cannot be followed, all 
relevant information should be noted in the case file and the UR notes and brought to 
the attention of the Supervisor or delegate. It may be necessary to raise an OQI. 

5.5 To reduce the risk of contamination, items from different cases should not be received 
at the same time. Alcohol solution is stored at the front counter to clean the bench. 

5.6 Gloves, Safety glasses and personal protective equipment (PPE) should be used if 
necessary when handling items; use appropriate spill kit items located at the front 
counter if necessary. 

5.7 Take necessary precautions when opening packages containing sharp objects. There 
are cut resistant gloves available at the front counter if necessary. If knives or other 
weapons are received, ensure they are safely packaged and labelled with appropriate 
stickers to warn others. A biohazard cabinet is available for use in the Property Point if 
necessary. 

5.8 When a sharp exhibit is submitted to FSS and is not packaged properly (lab 
mailers/specimen containers/cardboard), the item will be refused. 

5.9 Reference blood tubes should be checked to ensure there is no damage or leakages. 

5.10 Damaged and leaking blood tubes shall not normally be accepted. 

6. PROCEDURE 

6.1 Define Exhibit 

a) Determine which area of Forensic Biology the exhibit will be allocated to from the 
available paperwork or by asking the delivering officer. 

b) Major Crime cases are determined as being crimes against a person 

c) Volume Crime case are determined as being crimes against property 

6.2 Preparation 
a) All submissions for Forensic Biology must be accompanied by a­

Submission of Articles Form. 
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b) The_,ubmission of Articles form must have the required fields completed 
as outlined: 

i. Crisp number/Occurrence No.: is mandatory for all cases with the exception 
of Coronia! cases without a COR number and QPS or CMC Internal 
Investigations. These cases can be received with an SSF. 

ii. Forensic Register Number 
iii. Property Tag Number 

c) The top of the form must also be signed by a police forensic 'Scenes of Crime' 
officer to indicate that the exhibits have been checked for correct packaging, 
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Receipt of Biology Exhibits 

labelling and appropriate case information. An exception to this is when the only 
item is a sealed Sexual Assault Investigation Kit (SAlK) which can be received 
without being checked by a forensic officer as these are packaged and sealed by 
doctors. SAlK's sealed by Government Medical Officers are not required to be 
signed off by a forensic officer but MUST be barcoded. 

d) Ensure the Delivering Officer has signed and dated the-in the appropriate 
field. 

e) It is a requirement for the transfer of results to the Forensic Register that all items 
have been clearly labelled with exhibit barcodes by the SOCO. 

f) Ensure there is a Property Tag or legible copy of a Property tag attached to the 
exhibits. 

g) If exhibits are questionable as to relevance to the case scenario, consultation with 
a case scientist is necessary. If items are rejected, the reasons must be 
communicated to the delivery officer and recorded in UR notes in AUSLAB as a 
record if a case already exists. 

h) Any packages where the primary packaging (i.e. the packaging containing the 
actual exhibit) is sealed upon receipt and are opened at the front counter are to 
be signed "opened by ..... , time & date". 

i) Check all items are dry. If items are received wet after consultation with a 
Scientist, they are to be wrapped in plastic and placed immediately into the 
Forensic Biology Exhibit Freezer. A note must be added into the UR notes 
outlining the state of the exhibits and emphasizing that they have been placed in 
the freezer wet. 

j) If these requirements have not been met then we do not receive the items. 

6.3 Receipting in AUSLAB 

a) 

b) 

c) 

d) 

e) 
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Having established the nature of the exhibit. It is registered using AUSLAB in 
accordance with procedures as outlined in Appendix 1. 

Post mortem samples received from Pathology are registered under the same 
COR number as the Pathology registration. If no COR number exists search under 
the deceased person's name for Pathology SSF number and register items with a 
new barcode under the original SSF. Currently reference samples from post 
mortems are received directly from the police in the Coronia! Support Unit or 
Pathology staff. Samples will come accompanied by an email from Mortuary staff 
originating from Forensic Sciences Liaison Staff detailing the crisp number and 
person particulars. Any additional information required can be gathered from this 
paperwork. 

Post mortem samples are to be registered using AUSLAB in accordance with 
procedures as outlined in Appendix 2. 

If the electronic system of receival and registration AUSLAB is not fun~ a 
manual hand written receipting system is employed in accordance with--

If changes are made to the registration/receipt fields, a UR note detailing the 
change is required and amended receipt is to be issued in accordance with 
Appendix 3. An amended receipt is only required if the information on the initial 
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Receipt of Biology Exhibits 

receipt issued has been changed. If the incorrect information has been made by 
the Property Officers then they are responsible for preparing the amended 
receipt. If a scientist has found an inconsistency that couldn't have been 
identified by the Property Officers then it is the scientist's responsibility to prepare 
an amended receipt. 

f) If there is an issue with the items a feedback code can be sent to QPS Forensic 
Standards unit or DNA Unit for correction. 

g) To request an FERRO code the following steps are to be undertaken: 
i. In the case in AUSLAB, press Shift F10 to return to the registration page 
ii. Enter the FERRO code in the test code box 
iii. Resave the registration (F7, F4, F4) 
iv. Page down to the relevant page and enter the name of the Collecting Officer 
v. Enter the QPS exhibit barcodes for the items which are incorrectly packaged 
vi. Press Shift F11 to send to F7 to direct to , type FAX then enter 
vii. Enter the fax number and enter, type 's' to send single page 

and enter 
viii. is to be sent to the DNA Unit enter the fax number 

and enter, type 's' to send single page and enter. 

7. STORAGE OF EXHIBITS AFTER RECEIVAL 

7.1 Once received, the items are packaged according to the type of exhibit. Items that can 
be kept at room temperature are packaged in paper and items requiring freezing are 
packaged in plastic. Items that require freezing are the following 
a) Sexual Assualt Investigation Kits (SAlK's) 
b) Food stuffs of any kind 
c) Post Mortem samples 
d) Tissue samples including flesh 
e) Used condoms, sanitary pads or tampons 
f) Wet items 

7.2 If any of the above items that require freezing at receive at room temperature from 
QPS then the Property Officers will repackage the item for storage in the freezer. They 
will record this in the UR notes and request a Feedback Code (FERRO) to send this 
information to the police. 

7.4 All Exhibits are to be labeled with the correct Exhibit Tag (printed from AUSLAB) and 
the seals signed and dated by a Property Officer. The items are to be stored in the 
appropriate Property Point storage location. Packaging and storage for each type of 
exhibit is detailed below: 
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(b) Small Volume Crime not requ1rmg freezing- Exhibit, paperwork, leftover 
barcodes and white exhibit tag are stapled together and then tracked to a 
barcoded Volume Crime Box (white labels). 

(c) Large Volume Crime not requiring freezing- Exhibit is wrapped in paper, 
labeled with a white Exhibit Tag sticker and stored the Property Point Exhibit 
Transfer Trolley -). Paperwork and spare barcodes are stapled together 
and placed in a tray for transfer to Forensic Biology. 

(d) Small Major Crime not requiring freezing- Exhibit is wrapped in paper, labeled 
with a yellow Exhibit Ta~nd then stored in a barcoded Property Point 
Exhibit Transfer Trolley --). Casefile is then made up and stored in 
Forensic Biology Property Point Tray 
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(e) Large Major Crime not requ1rmg freezing- Exhibits are wrapped in paper, 
labeled with a yellow Exhibit Tag sticker and then stored in the Property Point 
Exhibit Transfer Trolley ). Casefile is then made up and stored in 
Forensic Biology Property Point Tray 

(f) Major Crime Exhibits requiring t'r,.,.7iln 

sealed, labeled with a yellow Exh.ibliit •• 
Exhibit Freezer Transfer Trolley 
in Forensic Biology Property Point Tray 

(g) Volume Crime Exhibits requiring freezing- Exhibits are wrapped in plastic, 
heat sealed, labeled with a white Exhibit T~then stored in the Property 
Point Exhibit Freezer Transfer Trolley ~). Paperwork and spare 
barcodes are stapled together and placed in a tray for transfer to Forensic 
Biology. 

7.5 All items must by stored through AUSLAB. 

7.6 Exhibits requiring storage in the freezer are transferred to the freezer in the undercroft 
of block 8 using a trolley and stored on shelves in the freezer. 

7.7 Exhibits requiring storage in the exhibit room are transferred in a secure trolley by two 
Property Officers. Exhibit Runs can only be done befo e 10am or after 2pm. Exhibits 
are stored onto designated shelves or cage in the Exhibit Room. 

8. APPENDICIES 

Appendix 1 - Biology Exhibit Receival for Volume Crime, Major Crime Cases 
Appendix 2 - Biology Exhibit Receival for Coronia! Cases 
Appendix 3 - Amended Receipts 
Appendix 4 - Crime Classification Codes and Case Type 
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Amendments 

Changes to reflect change in police 
policy, QP127 forms. List item not 
received on receipts. 
Changes to reflect use of AUSLAB 
Added flowchart appendix, updated 
with changes to AUSLAB procedure. 
Amended procedures, removed 
flowchart, added appendix. 
Updated changes to Auslab 
procedure, receival at Central 
Property Point, referred to 
Appendices, changed PM receival 
procedure 
Added packaging processes and 
storage post-receival in PP. 
Added procedure for amended 
receipts and blood clothing code. 
Refusal of sharps if not packaged 
correctly. Use of FBFB code and 
packaging of items 

Headers and Footers changed to 
new CaSS format. Amended 
Business references from QHSS to 
FSS, QHPSS to CaSS and QHPS to 
Pathology Queensland 
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CaSS Forensic and Scientific Services 
A CL INICA L AND STATEWIDE SERVICE 

APPENDIX 1 

BIOLOGY EXHIBIT RECEIVALS (Volume Crime, Major Crime Cases) 

(1) A US LAB ENTRY 

Log into AUSLAB, ensuring you are working V'v1thin the 'BIOLOGY' or 'ALL DEPARTMENTS' registration field, and follow the appropriate 
table: 

DATA FIELD 
Search 
AU SLAB 
Lab Number 

URICase Number 

Surname 

Location/CI ient 

Collected 

Received 

Court Date 

VOLUME CRIME MAJOR CRIME 

N/A 

Scan the barcode sticker 
Enter 'QPS' then CRISP 

If no previous exhibit received, enter 'CS' in test code field and enter through 1/0 prompt then 
enter 'FORREC' in the test code field to initiate following prompts 

If previous submission only enter 'FORREC' in the test code field to initiate following prompts 

Receivi 
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Investigating 
Officer 

Delivery Officer 

Delivery 
Station/Location 

Work Area 

Enter the delivery officer's name Enter the delivery officer's name 
(eg. Canst. Jack BLACK) If the same as (eg. Canst. Jack BLACK) If the same as 
Investigating officer you can enter past Investigating officer you can enter past 
this rom this 
Enter the Delivery Officer's station Enter the Delivery Officers station 
(eg. City Station) If the same a (eg. City Station) If the same a 
Location/Client you can enter past this Location/Client you can enter past this 

Enter 'FBI' Enter 'FBL' 

Press <F7> to enter client billing information section 

Enter 'NFO' for notional bill Enter 'NFO' for notional billin 
Enter the collected date Enter the collected date 

Press <F4> twice to save and <F1 0> to enter Patient Enquiry section 
Scan the barcode to bring up the case management screen. Press <Shift F2> to edit screen 
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Person(s) 
Involved 

Date of Birth 

Class 

Items Received 
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Enter 'SURNAME, First Name' 
(eg. SMITH, John) of each person 
involved 

Enter 'SURNAME, First Name' 
(eg. SMITH, John) of each person 
involved 

Enter class type for each of the Enter class type for each of the 
person(s) involved person(s) involved 
(eg. 'compla' for complainant, 'ssct' for (eg. 'compla' for complainant, 'ssct' for 
suspect or 'dec' for deceased). 'F1' for suspect or 'dec' for deceased). 'F1' for 
list of class list of class 
Enter items received followed by the Enter items received followed by the 
property tag number, using a new line property tag number, using a new line 
for each item for each item 
eg. 1 x Swab eg. 1 x Swab 
'F4' to save 'F4' to save 
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Receipt of Biology Exhibits 

Page: 9 of 18 

If receiving a Sexual Assault Investigation Kit (SAlK) unused items received in a SAlK are to be kept 
together with the used items in the SAlK 

NOTE: All items received must match the itemized list on the. Any items missing from the form 
should not be received unless it is confirmed by the Investigating Officer that th.do require testing by 
Forensic Biology. If confirmation is received the items must be added to the and initialed and 
dated by the deliverin officer. If any items listed on the.are not being received they must be 
removed from the and the ch initialed and dated the · · officer 

Press <F8> to finish editing and <F6> to validate entry. If you do not validate this page the 
information on the page will not be searchable 

Press <F11 > to print receipt, Select <s> for single page 

Detail in UR notes an items that were not received and reasons not received. 

Document Number: 17116V12 
Valid From: 2110112008 
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Receipt of Biology Exhibits 

Once the registration information has been entered within AUSLAB, and a receipt issued you must undertake the following actions: 

(2) FORENSIC REGISTER RECEIVAL 

Enter the received details into the forensic register 'registration page' (if a hot key has been created, press <Control F7>): 

DATA FIELD 
From Main Menu go to <3> Patient Enquiry 

Scan the forensic register exhibit barcode (if a hot key has been created, press appropriate hot key to complete 
all below steps) 

Received Date Enter in the time and date the exhibit was received 
Press <F7> for billing 

<F4> twice to save 
NOTE: If after scanning in barcode it comes up with "no data available" you need to contact the DNA Unit and establish why it has 

not transferred. The exhibit can not be transferred to Forensic Bi until it has been received off the Forensic ister. 

(3) AUSLAB EXHIBIT TAG 

Generate an AU SLAB sticker property tag (if a hot key has been created, press <Control F1 > or <Control F2> as a shortcut), if no hot key 
h b t d th I t th f II . as een crea e en comp1e e e o OVv1ng: \ I I 

DATA FIELD I 

Label Type I Type 'PROP' 

Page: 10 of 18 
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( .v; 
From Main Menu got to <7> Utilities, <3> User Utilities, <3> Label Printing 
\\ 

Press <F6> for label list entry 
<F5> to insert new label number 

Scan the barcode sticker 
Press <Esc> 

Press <F7> to print label and affix same to the exhibit. 
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Receipt of Biology Exhibits 

T st be scanned in Auslab and assigned to the appropriate lab number: 
• Main Menu 
• <1 > Request Registration 
• <3> Request Form Images 
• Select the appropriate scanner (eg +Enter 
• Place document face down with the top of the document to enter scanner first and ensure the document feeds 

into the scanner. 
• Press <F7> to scan 
• Highlight the appropriate barcode number and press <F6> to attach the image to the case 
• Check the barcode and Crisp number to ensure they match what is on the- Left click on the mouse to 

zoom in and right click on the mouse to zoom out. If the two barcodes do not match scan in the correct barcode. 
This will overwrite the wrong information with the correct information. 

• Press <F5> to confirm 
• Press the spacebar and <Esc> to exit and return to main menu of AUSLAB. 

(5) STORE CASEFILE AND EXHIBITS 

DATA FIELD 

Rack Name 

Page: 11 of 18 

Enter Rack 
or Small 

Document Number: 17116V12 
Valid From: 2110112008 
Approverls: Linda MORLEY 

Press <Esc> to close. 
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Receipt of Biology Exhibits 

APPENDIX 2 

BIOLOGY EXHIBIT RECEIVALS (Coronia! Cases) 

(1) A US LAB ENTRY 

Log into A US LAB, ensuring you are working within the 'BIOLOGY' or 'ALL DEPARTMENTS' registration field, and follow the steps below: 

DATA 
FIELD 

Transferred 
From 
Department 
From 
Transferred 
To 
Department 
To 
Transferred 
Date 
Search 
AU SLAB 

CORONIAL CASES 

Go into Pathology registration 

Page down to "Inter Departmental" page. The column detailing items Sent should already be completed. 

Press <Shift F2> to edit screen 
Enter details of delivering officer 

Enter DepartmenUStation delivering officer from 

Enter your name as receiving officer 

Enter Forensic Sciences Property Point 

Enter Time of delivery ( eg 1315) and enter will automatically fill with date 

Under patient enquiry (may require extended enquiries therefore refer to QIS doc- search existing records 
usin name of deceased or COR no. 'ded. 

Press <Shift F1 0> to go back to the original Registration screen 

Press <F7> for Billing, <F4> to save 

Press <Shift F5> to 
Lab Number Scan the new barcode sticker 
Received Date Change time and date 
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Forensic Bio 
me time and date you entered on the "Items for Special Examination -
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Receipt of Biology Exhibits 

Specimen Enter 'CASE' 
Enter 'FORREC' in the test code field to initiate following prompts. 

Receiving Officer Enter your own name or mnemonic 
Investigating 

Enter I/O's name from (eg. Sgt Joe BLOGGS) ~ Officer 
Delivery Officer Enter the delivery officer's name (eg. Canst. Jack BLACK) ~\ 
Delivery 

Enter the Delivery Officer's station (eg. City Station) !r\"0 Station/Location 
Work Area Enter 'FBL' \\ \) 

Press <F7> to enter Client Billing information section 

Billing Code Enter 'NFO' for notional billing /)\\ v 
Requested Date Enter the collected date \\ \\ 

Press <F4> twice to save and <F1 0> to enter Patient Enquiry section 
Scan the barcode to bring up the Case Management screen. Press <Shift F2> to edit screen 

Enter items received, using a new line for each item eg. 

Items Received 
1 x blood sample 
2 x fingernail scrapings 
NOTE: What is entered here on the receipts will appear on statements. 
Press <F8> to finish editing and <F6> to validate entry. If you do not validate this page the information on the 

page will not be searchable. 
Press <F11 > to print receipt, Select <S> for single page 

If the samples received contain either a blood sample or FTA blood card from the deceased you need to perform the following steps. 
If no blood sample or FTA Card has been received skip down to step (3) 

NOTE: Post morlem bloods are not received through the DNA unit and therefore are not registered as normal reference samples. If a post 
morlem blood sample is received then an extra registration step must be performed to ensure the blood sample has a unique laboratory 
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number and the appropriate test codes are requested. 
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Lab Number 

men 
Sample Info 1 

Test Code Field 
BCPM Post 
Mortem 
Receivi Officer 
Received the 
Followin 

Link URICase 
to CRISP 

WIT.0019.0012.1990 

Receipt of Biology Exhibits 

Press <Shift F1 0> to go back to the Registration screen 

Press <F7> for Billing, <F4> to save 

Press <Shift F5> to 
FTA Card Blood le 
Scan the new barcode sticker Scan the new barcode sticker 

Enter 'FTARB' for FTA- Reference Blood Enter 'FTARB' for FT A- Reference Blood 
N/A If the sample is an actual blood sample in a tube enter 

'BLOOD' in this field. If not, leave this field blank. 
Enter '9FTAR' test codes Enter '9FTAR' and 'BBCLO' test codes 

N/A 

N/A 

N/A 
e' 

Enter 'NFO' for notional bill Enter 'NFO' for notional billin 
Enter the collected date Enter the collected date 

Press <F4> twice to save 
If results of extended or patient enquiries identifies a relevant CRISP no./occurrence, link via AUSLAB corrections 

COR no. issued to the associated CRISP/Occurrence number. 

Once the registration information has been entered within AUSLAB, you must undertake the following actions: 

(2) LABEL BLOOD SAMPLE TUBE OR FTA BLOOD CARD 

If Post Mortem blood samples or FTA blood cards are received for coronia! cases: 
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• Stick barcode used to register blood sample or FTA blood card onto original receipt (next to line where it is written) 
• Stick new barcode onto blood tube or FTA blood card envelope and attach remaining barcodes to tube or envelope. 
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Receipt of Biology Exhibits 

(3) AUSLAB EXHIBIT TAG 

If there are post mortem samples other then the blood sample or FT A blood card they need to be labeled and stored like all Major Crime 
exhibits. Generate an AU SLAB sticker property tag (if a hot key has been created, press <Control F1 > as a shortcut, if no hot key has been 
created then complete the following· 

~ 
DATA FIELD I ~'\\ 

From Main Menu got to <7> Utilities, <3> User Utilities, <3> Label Printing 

Label Type I Type 'PROP' \\ \) 
Press <F6> for label list entry 

<F5> to insert new label number 

Scan the barcode sticker 

Press <Esc> 

Press <F7> to print label and affix same to the exhibit. 

(4) SCAN INTO AUSLAB 

If you have received a Form 1 ~th your exhibits it needs to be scanned in Au slab and assigned to the appropriate lab number: 
• Main Menu 
• <1 > Request Registration 
• <3> Request Form Images 
• Select the appropriate scanner ( + Enter 
• Place document face down with men to enter scanner first and ensure the document feeds 
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into the scanner. 
• Press <F7> to scan 
• Highlight the appropriate barcode number and press <F6> to attach the image 
• Check the barcode and Crisp number to ensure they match what is on the 

zoom in and right click on the mouse to zoom out. If the two barcodes do n 
This will overwrite the wrong information with the correct information. 

• Press <F5> to confirm 

Left click on the mouse to 
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Receipt of Biology Exhibits 

• Press the spacebar and <Esc> to exit and return to main menu of A US LAB. 

(4) STORE CASEFILE AND EXHIBITS 

DATA FIELD 
• From Main Menu otto <2> Sam e Processi <6> Sa 

Rack Name 
Enter Rack name.-for Major Crime Case files, r one of the barcoded Volume Crime 
or Ma'or Crime boxes (eg.-for exhibits. Note: The FTA cards and Blood samples get stored to the trolley 
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Main Press <Shift F5> then scan Lab Number to store 

Press <Esc> to close. 
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APPENDIX 3 
AMENDED RECEIPTS 

Should an amended receipt be required you are to undertake the following steps: 

1. Log into AU SLAB 

2. Type or wand in the lab number for the case 

3. Press Shift F10 to go to the registration screen 

4. Press end 

5. Request code "FORREA" 

6. Press F7, then F4 twice to resave the registration 

7. Page down to the blank receipt page 

8. Fill in the following details 
i. Receiving Officer 
ii. Delivering Officer 
iii. Delivering Station 
iv. Person amending receipt 
v. Date of Amendment 
vi. Enter the correct description to print onto the amended receipt 
vii. Enter the reason for the correction 

9. Press F11 to print amended receipt 

WIT.0019.0012.1993 

Receipt of Biology Exhibits 

10. Sign receipt and send one to the delivering officer and one to Forensic Biology to be filed with the case file. 
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11. APPENDIX 4 

CRIME CLASSIFICATION CODES AND CRIME TYPES 

Case 
Crime Class Codes 

Case Type 
Crime Class Codes 

Case Type 
Crime Class Codes 

Case Type 
Crime Class Codes 

Case Type 

Crime Class Codes 
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MAJOR CRIME 

VOLUME CRIME 

UNKNOWN 

-
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From: 
To: 
CC: 
Date: 
Subject: 

Hi guys 

CA-75 

Vanessa Ientile 
Adrian Pippia; Biology Management; Deborah Nicoletti; Shannon Merrick 
Greg Smith; Jennifer Rossiter 
20/05/2008 5:41 pm 
Changes to QPS sampling - swabs in tubes/trace DNA kits 

I have heard through unofficial channels that QPS will introduce these changes to sampling on te 1/7/08. 

The changes as far as I know at this stage are as follows and will have a significant impact on our workload and work practices. 

Putting aside the obvious lack of consultation and communication, we need to engage actively in this process at an operational level 
to ensure our needs are met and any potential issues are identified and resolved collaboratively. 

The changes apparently approved by Michael Keller (Superintendent) as I understand them are: 

From 1/7/08 

All volume crime samples will be received as either swabs in tubes or tape lifts in the Trace DNA Kits. 
These sampling procedures will also be in place for major crime samples, although we will still receive actual items for examination 
(I have no knowledge on number, type etc) 

Clearly there are significant changes and issues to resolve required and to this point this has not occurred. It was however, our 
suggestion initially to move towards this model as a mechanism to increase productivity and streamline processes. Some of our 
team have been involved in some planning and preparation discussions. 

Bottom line is this will happen and we need to manage it from our perspective. 

A couple of issue headings that pop into my mind are - interface, reporting and biological material interpretation issues, DPP 
consultation, changes to reports/statements, sampling teams, roles, analytical workload, case files, monitoring sampling techniques, 
feedback to QPS, success rates, process evaluation, storage requirements, property point issues. 

My approach - immediately set up an operational working party to manage this change chaired by myself with FSS representatives 
from each area affected and QPS staff (Troy, Inspector, Sgt from Forensic Standards Unit, Scientific and one or two regions). 

Please think about this and we can discuss in more detail tomorrow afternoon and on Friday at the management meeting. 

Regards 

Vanessa 

Vanessa Ientile 
Managing Scientist 
DNA Analysis 
Queensland Health 
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QPS and FSS Meeting Minutes 

PRESENT AND APOLOGIES 

Chairperson: Greg Smith Date and Time: 8.30 am to 10 am, 6 June 2008 

Venue: Conference Room 111, Forensic and Scientific Services, Coopers Plains Secretariat : Glynis Tucker 

Attendees: Michael Keller, Tony Carstensen, Troy O'Malley, Greg Shaw, Greg Smith, Jennifer Rossiter, Vanessa Ientile, Cathie Allen, Justin Howes, Andrea 
Norton 

Apologies: Justin Howes 

1.0 PREVIOUS MINUTES ENDORSED 

Nil. 

2.0 BUSINESS ARISING FROM MEETING 

Item Topic Discussion 

2.1 NEW QPS Plans re • Michael explained QPS have prepared a flow chart to show how they anticipate their reviewed 
DNA Sampling and processes to work after 1 July 2008. Hopefully, this will result in a backlog of samples waiting 
Testing, and testing not building up with QPS Scientific Officers (SO) processing some exhibits themselves. 
~~icaflons for Investigating Officers (10) will sUII send exhibits (whole items) to FSS for testing. 

• A wide consultation occurred within QPS in the preparation of the new process I flow chart and 
State wide training is being rolled out at present including regional areas. The proposal was 
presented to QPS Senior Executive Conference (SEC) where it was well received as long as 
QH will not be overburdened and results are received faster. Also consulted was Acting 
Director, DPP, Paul Rutledge, who was happy with the proposal and was writing a letter to the 
Commissioner expressing his support. 

• Troy explained the aim was for QPS to maximise the use of robotics using NATA accredited 
facilities across the State with the ability to do work in a sterile laborato~ environment. Some 

Queensland Government 
Queensland Haalth 

Action required Communications 
(inc: Officer, Due to go out 

date) 
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2.1 I NEW QPS Plans re 
DNA Sampling and 
Testing, and 
Implications for FS 

of the differences in the new processes will include: 

o QPS will do tape lifts and/or swabs at the crime scene and do the sub sampling later in the 
laboratory in certain circumstances. 

o In regard to volume crime, Scenes of Crime Officers (SOCO) will conduct presumptive 
tests in the field, making notes, taking photographs, swabbing the stains and barcoding, 
etc. 

o Trace DNA Kits are being made up in the Scientific Section, QPS laboratory following 
advice from Justin Howes, FSS using correct PPE under strict controls. SOCO are 
receiving appropriate training. 

o QPS are trying where possible not to take possession of physical items including clothing 
but will forensically examine at the scene. 

o For major crime, items will be collected , barcoded and registered . In future QPS SO will 
determine if items are suitable for sub sampling. Sexual crimes will have SAIKs and 
samples submitted to FSS for testing. As with volume crime, other items will be sub 
sampled from swabs in the QPS laboratory. 

o Only principal items will be sent to FSS for DNA analysis and, if necessary, other items will 
be sent for testing . SOCO and SO will determine what will and will not be sent to FSS for 
testing. 

o Three (3) types of exhibits will be submitted in tubes: hand picked trace evidence, swabs 
and tape lifts. 

o Numbers of samples submitted to FSS for testing will be monitored constantly as follows: 
• If more than five (5) items are received for a volume crime this will be flagged to DNA 

and FSS. 
• For major crime, average of 30 biological exhibits per case has been agreed; however, 

in some instances the number may be higher. 
o Eventually, hopeful allocation process will no longer be required. 
o FSLU will be utilised to determine what needs to be tested for major crime. Volume crimes 

will be triaged by the SOCO. 
o Exhibit storage requirements will be less as the majority of exhibits submitted will be in 

tubes. 
o Statement II not be used as information will 
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QPS and FSS Meeting Minutes 
be sent electronically through the interface. SOCO and SO will enter information regarding 
profile matches. Changes to Evidentiary Certificates will be required. 

• Allocation notification forms will have items marked that do not require testing. SO will use 
SAlK as primary source of evidence and will await results from FSS before sub sampling is 
undertaken. 

• Exhibit records will have categories added for test 
monitored. Will add information/ tick boxes to replace 

numbers which will be 

• Results from FSS- will include a template for pasting into Statements for use by SOCO and 
SO providing details on profiles found and who undertook the DNA analysis. 

• Vanessa raised a question regarding partial and mixed profiles. Partial profiles will be referred 
to FSS for further testing and results. Glossaries will be included in statements which will 
include meanings for full profile/ partial profile and mixed profile. FSS will be called in Court 
for partial or mixed profiles. The current format of the Evidence Certificate (under Evidence 
Act) does not allow for statistics or opinions to be provided. Guidelines for when Statements 
are required may be needed. Tony mentioned that Paul Rutledge is happy to meet to discuss. 

• Vanessa requested time to consider the following: 
o changes to procedures that will be required to meet QPS requirements under their new 

process 
o changes to the team structure of DNA Analysis 
o changes to current reporting 

• FSS and QPS need to work through the current format of statements and evidence certificates 
to determine the changes to be made. 

• SO will be expected to look for results and know when court trial dates are due. 

~ Queensland Government 
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Tony will speak 
with Paul to 
determine a 
suitable date to 
meet. 
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FSS to include: 
Vanessa Ientile 
Cathie Allen 
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place at QPS 
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QPS and FSS Meeting Minutes 
• As of 1 July, SO will only sub sample on items they collect and there will be no triaging 

process on those sub samples. Exhibits collected by 10 will be tested by FSS. 

• In future, Michael may consider hiring biological samplers if necessary. When the next step is 
determined FSS will be informed. 

• With regard to quality control procedures and environmental monitoring, Troy advised 
Rochelle is creating written procedures which will be rolled out to the QPS laboratories across 
the State. 

• With regard to elimination databases for detecting contamination events, this is still in briefing 
form determining whether this will be a National initiative. It was suggested profiles for QPS 
forensic personnel could be added to the FSS staff database. Vanessa pointed out 
consideration also needs to be given to people other than QPS officers present at the scene 
needing to be included for the purposes of elimination. 

• For regional areas, exhibits are being sent via Australia Post daily. To ensure chain of 
custody is maintained, QPS may need to supplement the Air Wing with their own liaison staff 
as it is difficult to find someone prepared to accompany the exhibits to Brisbane. QPS is 
looking to resolve this issue. 

• Trace DNA Kits need validation as contamination free- a kit from each batch will be submitted 
to FSS for testing prior to kits being sent out for use. Rochelle will include this aspect in the 
written procedures. 

• Engagement of AU SLAB will be required for building the interface with appropriate information 
to replace th~ This needs to be undertaken as soon as the required changes to 
AUSLAB are known. 

• Vanessa suggested a staged approach may need to be taken with the discontinued use of the 
-until the functionality can be built in AUSLAB and with other changes needing to occur 
such as wording of statements, the guality_ aspects, the interpretation aspect re certificates, 
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QPS and FSS Meeting Minutes 
etc. 

• Vanessa requested the details of appropriate contact people so they can be engaged in a 
more formal manner as this is seen as a major change process within DNA Analysis. Troy is 
the main point of contact, Rochelle is the contact for written procedures and Andrew is contact 
for training . 

• Troy stated Andrew Stanley is mainly responsible for training, including trace DNA component 
involving cleaning, PPE, etc, by providing demonstrations, training guides and refresher 
courses across the State to an accredited level. Troy has been explaining the new process 
end to end and Andrew has been doing the practical training. Processes that currently exist in 
FSS procedures are being explained in training sessions. 

• Michael stated the aim is to make DNA evidence work as much like fingerprints as possible so 
that offenders are identified quickly and do not have the opportunity to re-offend. 

• Vanessa requested the flow chart from Troy. 

• Greg Shaw thanked Michael, Tony and Troy for attending. 

~ Queensland Government 
~\~ Queensland Health 

5.0 NEXT MEETING 
The next meeting is scheduled for: TBA 

Minute Authorisation: Name: Greg Smith Date: 12 June 2008 

Troy to send 
flowchart to Glynis 

to circulate with 
meeting minutes. 
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Minutes of meeting with QPS on 16th July 2008 

Attendees: Emma Caunt. Justin Howes. Troy O'Malley, Lindon Smallwood. 
David Keatinge, Lysa McMenz 

1. Strategies 

I explained the strategies we have put in place to meet the 
requirements of the QPS under the new system. This included the new 
team structure, how the samples will be processed, i.e. as items and 
not cases. Also that we will be collating data to enable us to provide 
TATs in the future. 

2. Primary site information 

If a sample of fabric is submitted in a tube the primary site will state 
"Fabric Blood" if it is TMB +ve and "Fabric Cells" if it is TMB neg. 
For a swab the primary site will state "Swab Blood" if it is TMB +ve and 
"Swab Cells" if it is TMB neg. 
A batch number infers that the sample is being submitted in a tube. 

3. Content of QPS statements 

Discussion around content of QPS statements. Preliminary EXR results 
will not be reported as these are defined and accepted. The information 
that will be going into QPS statements will be limited to 9L profiles. The 
information in the statement will state that a record exists and that that 
record has come from QHFSS. They will be commenting on the fact 
that a record exists and not 'the fact of the matter of the record'. A 
definition of a full profile will be provided by the QPS in their glossary. 
With respect to any other types of DNA profiles, i.e. partials and 
mixtures, they will not be making any comment at all and will state 
simply something along the lines of 'a DNA result has been received 
but this result will need to be explained by a biologist'. If no profile is 
obtained then they will report the record of this fact. 
The information regarding 9L profiles will consist of three clear 
elements ' ... item ...... .full profile match ..... person ... '. This information 
will automatically pull into the Forensic Register and will be copied and 
pasted into the statements. There will be no ability for this wording to 
be changed by the person writing the statement. 
I have asked that we be provided with an example statement so that 
we can be aware of the content. 

4. Case conferences 

For 'old' cases, the arrangement for case conferences will remain as is. 
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For 'new' cases it has been agreed that case conference will no longer 
be required since items will already have been examined and 
prioritised by QPS. 
There may be the occasion where the QPS will require our advice and 
they will call us as and when this is required. 
Troy will speak to Patricia Holden about the case conferences that 
have been arranged for the 'new' cases. 

5. SOCO Training 

I asked whether this needs to be revised in the light f the changes. 
Dave Keatinge to speak to Pat O'Reilly and get him to call me about 
this. 

6. Proposed testing of drying ability of new swabs- Water vs. EtOH 

I suggested that we test some swabs to see if water takes longer to dry 
that ethanol once the swab has been put into the new tubes with the 
hole in the top. This may push the QPS towards using either water or 
ethanol rather than both. Since the holes in the tubes are rather small, 
there may be the risk that swabs wet with water will not dry. We may 
wish to progress this further to test the swabs wet with water and blood 
and ethanol and blood. Lysa to consider this and contact me. 

7. Whole swabs 

I stated that we were still receiving whole swabs rather than swabs in 
tubes and asked what we should be doing about these. 
This shouldn't be happening, and if it does we should just put them in 
tubes and profile them. 

8. Moot court training 

They will be carrying out moot courts around presumptive testing and 
have been provided with a list of F AQ by VKI. They would like answers 
to these questions. Since Scientific and SOCO have experience of 
going to court, they only need questions relating to the science, combur 
testing and questions around blood and cells. 
They will provide me with a statement and I will provide them with 
answers to the questions. 

9. Assessment of labs I review of sampling techniques 

Asked if they needed assistance with this. Difficult since labs are all 
over state. They will wait 2-3 months for the processes to be bedded in 
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and for some environmental monitoring results to come back before 
progressing this. 
They may require some consultation for the new masters course that 
they are setting up. 

10. Feedback mechanism and review of FERROs 

To be done on an ad hoc basis as required . 

11. Sampling issues 

I raised some sampling issues and can provide further information if 
required. 
Some key points are: 
If any mistakes with regard to semen examinations are made, they 
should be flagged to QPS Quality Management straight away. They will 
contact Lindon Smallwood who will liaise with me. 
If a swatch is sent in a tube from an AP+ve area, submit as cells. Any 
mistakes are the fault of the QPS if they haven't been sampled 
appropriately. 
Some tape lifts have had two tubes submitted under one barcode. This 
is because the kits did contain two of everything. This shouldn't happen 
any more, but if it does, QPS are happy for the two tapes to be 
combined. They should be from the same area. 

12.Hairs 

I understood that SOC were recovering hairs into tubes and submitted 
for analysis without carrying out any examination for roots or RSM. I 
explained that many hairs would be submitted that would not be 
suitable to analysis if microscopic examination was not performed first. 
Troy explained that in SA they were obtaining profiles from DNA 
adhered to the outside surface of the hair and this was the DNA that 
the QPS were targeting. We discussed that placing the hair into the 
tube may not be the best submission method since longer hairs would 
not be fully immersed in the extraction buffer. Cutting the hair up into 
the tube would also not be appropriate as it would be difficult to get it 
into the tube due to static and that the hair would not stay in the 
bottom. Suggested that the best way forward would be to either swab 
the surface of the hair with the corner of a piece of filter paper or to 
submit the whole hair to us (wrapped in paper) with the advice that the 
QPS require the hair to be tested for DNA adhering to the hair. Lindon 
suggested that Scientific were examining some hairs to see if root are 
present. I offered to provide some training around assessing hairs for 
roots and RSM, since it is the RSM from which we obtain a profile. 
Lindon is going to progress this. 
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I have since discussed this with Cathie Allen who has suggested that it 
may be better (when looking for DNA on the outside surfaces of the 
hair) to stick the hair to tape and process as a tape lift. 

13. Tricky items 

I have had some call asking the best way to sample the more tricky 
items, this has resulted in the whole item being submitted for us to 
sample. I asked if they would require me to go into QPS to assist with 
the more tricky examinations. Not at this stage. They will call me to get 
advice about how to examine the item. If they decide to send the item 
in then they request that we let them know how we actually examined 
the item once we had it in front of us and what result was obtained. 
This will assist them to decide what t~. 
I was asked to provide feedback on-- knotted fingers 
of latex glove used to transport drugs. 

14. Environmental sampling 

These swabs will be submitted as 'swab head in tube' and will be 
submitted via property point as an ordinary case. Each lab will have its 
own UR number and will retain this number. Troy to notify me of what 
these numbers are. 
Batch testing of tape lifts will be submitted in the same way. 
Dave to send environmental cleaning procedure through to me to have 
a look at. 

15.Analytical issues 

Issues raised by AI : 

Floppy post-it flag is much better than stiff post-it because the floppy one can 
be scrunched easier for immersion in 0. 5ml of buffer. 

Noted 

1.5ml tubes for tapes and excised stains are better that 2.0ml tubes due to the 
increased vertical tolerance for sample size when immersing in 0.5ml of 
buffer. (1.5ml tubes have a more conical base, and 2.0ml tubes tend to be flat sided with a 
round or pointy bottom) 

Lysa stated that she thought that the 1 .5 ml tubes could not be used as they 
did not fit onto the platform. She is planning on outsourcing the kits so needs 
to know ASAP which tubes we require. AI to address this. 

Please label with smallest barcode vertical so that we can scan it 

1950 



.. 

I ) 

WIT.0019.0012.2025 

Noted 

DNA IQ as we have validated it and kit is manufactured for is for a sample to 
be 0.5 x 0.5 em in size. Anything more than that reduces quality of results. 

Noted 

If using 4N6 swab, try to break near to swab head please. If not using 4N6 
swab, break as close to swab head as possible. 

They are trying to do this, but have had an issue where breaking the stick 
against the side of the tube caused the tube to split. Tory stated that he had 
been told that it only takes 20-30 sees for analytical to trim the sticks on the 
swabs and therefore they don't see this as a time issue for us. If we find that it 
is taking longer than this then we need to let them know. 

16.Additional sampling issues 

Gig butt recovered from scene on Friday, it was raining and item was wet. It 
was placed in a CSSE and was delivered on Monday. CSSE was stained­
discuss item should have been dried or frozen. 

EJC to send case number through to Lysa 

Tape lift taken for touch DNA had hairs on it. Remove hairs from item before 
tape lifting. 

SOC and Sci have been told to hand pick any hairs off of items before tape 
lifting. If any come off onto the tape lift after that- so be it. 

If whole swab received post 1st July that it thought to be blood stained and 
there is no evidence from FR that TMB test has been done - do we TMB test 
it or just submit? 

TMB test please, but also bring this to the attention of the QPS because this 
shouldn't be happening. 

17.1s there anything else we can assist QPS with? 

They requested being able to call somebody out of hours, especially at 
the weekends. Primarily to assist with any lab based issues. We will 
look into this but is not available at the moment. 

QPS requested our support during this time of change. They have lots 
of people to train and these people are scattered over a large area. It 
will take time for the processes to become embedded. Please be 
patient. 
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18. Discussion with Michael Keller and Tony Carstensen 

Michael and Tony expressed their concern over the time frames that 
we are giving. We explained that these are for the completion of the 
case. We had discussion around moving to item based timeframes as 
this is the more critical information. For a sexual assault case, for 
example, they want to know how long it will be for results to be 
reported back on the SAlK, not the SAlK, trousers, bedding and any 
other items. 
We are happy to give time frames on items rather than cases, however 
we do require the QPS to be more specific when requesting such 
information. 

Emma Gaunt 
24th July 2008 
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Meeting with QPS regarding changes to workflow from 1 July 2008 

Location: QPS Headquarters 
Date: 171

h July 2008 
Attendees: VKI, JAH, CJA (FSS, DNA Analysis) 

WIT.0019.0012.2027 

Michael Keller, Troy O'Malley, Dave Keatinge, Andrew Stanley, Lyndon Smallwood, Brad Hall (QPS, FSB) 

Discussion Point Information/Agreed outcome Action (and by) 
Sub sampled item packaging (in CS Samples in tubes will be submitted in crime 
envelope?) scene envelopes. QPS looking at reducing 

size of envelope but window will remain. 

Will envelope details be photographed and Agreed FSS will photograph envelopes and FSS to ensure current procedure expanded to 
envelopes discarded as per current V/C discard packaging as per current volume include all relevant samples by 1 July 2008. 
procedures? crime swab procedures for all sub samples 

submitted (volume and major crime) 

Will items like cig butts, food, i.e. small items Cig butts will be submitted as whole items to FSS happy to provide advice and assistance 
that are not tape lifts or swabs be sub- FSS. regarding sampling strategies. Senior 
sampled? Food will be sampled by QPS. FSS advised Scientist will be allocated as the main contact 

best approaches is swabbing for hard food person. 
items, sampling directly for soft food items. 
Syringes, sanitary pads, tampons, condoms FSS provide SOPs for phadebas testing. 
and chewing gum will be delivered to FSS for QPS Scientific to introduce phadebas testing. 
examination and sampling. 
Spitting cases- if collected by SOCO, most 
likely will tape lift or swab, therefore phadebas 
not an option. If phadebas required, FSS to 
examine items in short term, QPS to introduce 
method. Agreed if area can be localised, will 
excise stain for FSS. 

Page 1 of 6 
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Confirm sexual assault cases workflow-
SAIKs examined by FSS, all other items 
examined by SCI (collected by SOCOs?) 

Items collected by 1/0s examined by SCI not 
FSS 

Triage - could QPS just submit the items that 
need examination? Does this simplify the 
allocation/triage process? 

Tapelifts- will post it tags be left on the 
tape lift? 

Feedback- through Quality management unit 

Page 2 of6 

,___, 

SAlK submitted to FSS for examination. If 
negative results returned to QPS, scientific 
will prioritise, examine and submit sub 
samples from additional items. 
Confirmed that examination of SAlK includes 
all components, this is standard practice 
within lab. 
Agreed we would use case EXR to 
recommend further sub sampling. 
QPS advised they are hoping that 
Investigating officers will be informed of the 
new process at the scene by_ forensic officers. 
QPS advised that in the short term, these 
items will be examined by FSS while they 
assess capacity. 
Agreed large numbers are not expected and 
will be from major crime only. 
Most likely to be clothing collected by 1/0s at 
secondary scenes and directly from suspects. 
Forensic Officers will use judgement to 
identify critical samples for submission. 
Process in place for DNA Unit to review major 
crime cases with >30 items and volume crime 
cases with >5 items. 
At this stage, the tabs will be left on the tape 
lift for trace DNA kits used at scenes. Tape 
lifts from items examined in scientific labs will 
have tab removed. 
Agreed that alternative options such as use of 
double sided tape, or reducing the size of the 
tab will be explored for future batches. 
Agreed to use existing feedback mechanism 

FSS can refuse additional items for sexual 
assault cases, these should be examined by 
Scientific officers. 

FSS will liaise with DNA Unit to prioritise 
testing of these items as per agreed 
procedures. 
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to flag inconsistencies in samples 

Destruction process for sub-samples - same 
as current VIC swab process? Sample is 
either consumed or stored, not returned to 
QPS property. 

Swabs - can they be broken off closer to 
swab tip? 

Who will take responsibility for reworking 
decisions? Currently us, but have more 
awareness of sample context, case history 
etc. 

For samples in tubes, will the High and Low 
priorities for Major and Volume still be 
applied? 
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through the Forensic Standards Unit. 

Process agreed to. No feedback to QPS 
required on whether sample has been 
consumed or any remains . Unused sample 
will be stored by FSS in line with existing 
procedures for volume crime swabs. 

Not at this stage. Agreed that FSS would 
manage this process. QPS to discuss 
changing break point with manufacturer when 
next batch ordered. 
Agreed to following: 
For major crime, FSS will use current 
reworking strategies such as concentration or 
clean up techniques on sub samples 
submitted. 
If resampling or pooling is recommended, this 
decision will be made by scientific officers in 
consultation with FSS scientist. 
For sexual assaults, FSS scientists will make 
decisions for reworking strategies for SAIKs 
and recommend additional sampling where 
appropriate. 
Volume crime- additional work not 
considered, limited reworking - "one shot, no 
result, bad luck" 
Yes 
Occasionally volume crime cases can be 
prioritised as HIGH if linked to major crime. In 
these cases, treated s~me as major crime 
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Multiple sub-samples from one item, how 
many so we profile, needs to be considered 
as part of the triage process. Also will we be 
able to see if sub samples have come from 
the same item? 

Cold cases -need the DNA Unit to manage 
the prioritisation and liaison with Investigating 
Officers 

Do we have access to items if resampling is 
required? How do we manage this 
communication? Can we make 
recommendations? 

Cross over period of old vs new procedures. 
Unable to establish timeframes immediately 
for TAT until existing work is managed. 

Quality- testing of kits prior to use 
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case with respect to reworking strategies. 
Each sub sample will have it's own bar code 
as will each parent item. Parent bar code will 
be transferred through to AUSLAB via the 
clinical notes. This in addition to detailed 
sample description and location information 
will assist in determining when pooling of 
samples is appropriate. 

Discussed fingernail kits - agreed to keep one 
sample per digit. Can be pooled if required. 
Not discussed 

QPS advised where possible that they will 
perform any resampling; however this will be 
assessed on a case by case basis through 
consultation between scientific officer and 
case scientist. May occur at FSS. Agreed to 
use case EXR to request additional sampling 
as trigger to start discussions. 
Not discussed. 

FSS agreed to test one sample per batch. Will 
be sent to lab at same time as distribution. 
FSS will provide feedback on results to QPS 
Quality management unit. 
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Quality- environmental monitoring of QPS 
lab spaces 

Sampling experience and training -getting 
the best sample 1st time. 

Interface changes- case and item 
submission information. 

Reporting framework- what will QPS report? 
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Agreed to perform monthly environmental 
monitoring at all 7 sites for a period of 4 
months, then review. 
Samples to be taken prior to monthly deep 
clean. Agreed to a maximum of 4 swabs per 
site. 
QPS will create a FR number for each site 
and each sample will have it's own bar code. 
FSS will report results back through the 
interface. 
Not discussed 

Provided sexual assault and non-sexual 
assault questionnaires. Troy advised brief is 
not to include anything in FR enhancements 
that are not required for us to determine 
testing methodology. Therefore QPS will be 
responsible for anything to with interpretation 
of results such as enquiries about source of 
profile. 
Agreed to include the following additional 
information: 
Intensity of staining, washed/not washed, 
substrate (denim, leather, reflective jackets), 
dry/wet stain, presence of 
oil/dirt/vegetation/lubricant, fingerprinting. 

"Cradle to grave" statements from forensic 
officers including DNA results. 

Send FSS environmental monitoring SOP to 
Brad Hall. 
Send cleaning SOP to Brad Hall 

FSS agreed to provide feedback to Forensic 
Standards Unit when forensic relationship 
fields are not used correctly, e.g. when all 
boxes are ticked. 

Troy to create additional fields in Forensic 
Register and provide to FSS to review. Will 
be transferred initially in clinical notes, to be 
included in generic interface enhancements. 

FSS will review current results and 
explanatory notes sent across interface and 

I 

I 

I 

I 

=E 
:-1 
0 
0 ...... 
CD 
0 
0 ...... 
1\) 

1\) 
0 
(..) 
...... 



......lio. 

(0 
01 
ex> 

Reporting framework - what will FSS report in 
statements? When will statements from 
scientists be required? 
How will we manage mixtures, results 
interpretation, statistics 

What evidence will SOCOs, SCI provide in 
court? 

Reporting framework - FSS to support moot 
court training? 

Liaison scientist position - role clarification, 
main contact point 
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Advised they intend to expand this approach 
to other areas such as fingerprints. 

Agreed that statistics, mixture interpretation, 
paternity results and any questions relating to 
quality or quantity of DNA will still be reported 
by FSS scientists. 

Will now provide evidence on sampling, 
sample selection, presumptive screening test 
results. 
FSS scientists will still be required if DNA is 
being questioned. 
Yes 
FSS provided short list of common questions 
used for moot court training. 
Agreed to assist with production of FAQ and 
standard responses. 
FSS offered assistance in moot courts. 
Senior scientist at FSS will be appointed as 
main contact person for QPS to respond to 
any queries regarding sampling, reporting, 
feedback, training etc. 

provide suggested phrasing for inclusion in 
forensic officer statements. 

Meeting with FSS, QPS and DPP scheduled 
for 27th June at 1 Oam. 

Contact details to be provided to QPS. 
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CA-80 

Queensland 
Government 

Superintendent M Keller 
Forensic Services Branch 

Dear Michael 

Queensland Health 

Enquiries to: Vanessa Ientile 
Telephone: 
Facsimile: 
File Ref: 

I am writing to provide you with an overview of the changes being made within DNA Analysis, FSS 
to start moving towards meeting the desired service delivery you outlined in the meeting held here 
at FSS on the 61

h June. I am also seeking your support on some initiatives we believe will assist in 
the delivery of reduced turn around times. 

Since the meeting on the 61
h June, you would be aware of follow up meetings with both QPS and 

QHFSS staff to work out the details involved in delivering the changes to sampling and submission 
of items for DNA analysis. From my perspective these meetings have been very productive and 
would like to pass on my thanks to you and your staff for their involvement. There will be an 
adjustment period as the new processes are embedded in both departments and we are committed to 
working towards solutions for any issues that may arise. 

As you might be aware the DNA Analysis unit has commenced implementing major changes to start 
to meet our client's requirements of faster delivery ofDNA results. 
The changes include: 

• Reorganisation of the team structure to replace Major and Volume crime teams with an 
Evidence Recovery & Analytical team and a Reporting & Intelligence Team. 

• Separation of processes for existing workload and new submissions post 1 July 2008. 
• Process analysis to identify bottlenecks and implement changes to streamline processes. 
• Investigation into shift work arrangements for DNA analysis staff 
• Introduction of a Senior Scientist, Client Liaison position to assist with QPS queries 

It is important for me to stress that we are unable to provide a 48 hour turn around time at the 
moment. As we have discussed previously we have a large body of work in progress that requires 
completion, and have reduced scientific staff numbers from 76 to 60 as temporary funding for 
backlog reduction expired at 30 June 2008. Due to the equipment analysis time required to produce 
a DNA profile, not to mention the human intervention to set up the analysis and interpret and peer 
review the results, that turn around time cannot be delivered on a routine basis at present. On 
previous occasions where this has been delivered, these have been exceptional circumstances with 
severe disruption to normal processing of other samples and overtime for staff. 

Office Postal 
PO Box594 
Archerfield, Qld 4108 

Phone Fax -
1959 
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We are however working towards being able to provide you with tirnefrarnes for DNA results based 
on your priorities and case types. This will be a staged process as it relies on a number of steps 
including: 

• Complete implementation of separate processes for items delivered before 1 July 2008 and 
items delivered after 1 July 2008. 

• Monitoring of submissions after 1 July 2008 and determination of resources required. 
• Data analysis of tum around times for items delivered after 1 July 2008 
• Analysis of existing workload to determine timeframes for completion based on current 

staffing levels 
• Allocation of resources to continue working on existing cases submitted prior to July 1 

2008. 
• Development of target timeframes based on case type and priority. 

As I have mentioned, we have implemented separate streams to manage work submitted prior to 1 
July 2008 and new work submitted after 1 July 2008. We have allocated our resources to the 
separate streams. 

There are approximately 350 major crime cases received prior to 1 July that are still awaiting 
analysis to start. The DNA Unit is assisting us to prioritise these cases and items based on 
investigative requirements and court dates. We are currently able to commence analysis on 
approximately 4 cases per week and can provide estimated timeframes for completion once the case 
is actually started. 

We are forwarding enquiries from Investigating Officers regarding timeframes to the DNA Unit and 
it would be appreciated if they are able to manage these enquiries. From our perspective, if a 
timeframe was requested, we would like the DNA Unit to determine the urgency of the case being 
enquired after in comparison to the other cases awaiting analysis to decide whether analysis should 
be commenced urgently or can be placed on the awaiting allocation list. We request the DNA Unit 
to inform FS S as to whether these urgent cases take precedence over the other cases awaiting 
allocation. If the case is not deemed urgent, then we request that the case be placed on a priority list 
as managed by DNA Unit and FSS. If analysis is required urgently, then we can estimate a 
timeframe based on the work required; however, if a case is not required urgently, then we cannot 
provide an estimated timeframe until the case is started. 

Previously tirnefrarnes were always provided to Investigating Officers based on completion of the 
entire case including a statement as this was often required for the scheduling of court dates. There 
will still be a need for this, however we are also moving towards providing item based timeframes 
and would appreciate it if the request could be clarified to ensure we give the most appropriate 
information. 

For submissions received after 1 July 2008, the following process is in place. 

• Priority 1 (Major Crime) samples in tubes are started within 24 hours 
• Priority 1 Sexual Assault Kits are started within 2 days 

Currently we cannot provide timeframes for when the following sample types will be started; 
however, we endeavour to start these items as soon as possible after receipt. 

• Priority 1 (Major Crime) other items 
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• Priority 3 samples in tubes 
• Priority 3 items 

We anticipate that as these samples start to move through the process, we will be able to determine 
accurate time frames for the provision of DNA results and expect to be in a position to do this by the 
end of August. 

I am aware that it is a large task to roll out these changes across the state and that there will be a 
period of adjustment where it feels like numerous small operational issues are being fed back from 
us. We are supportive of this process, but believe that if we do not address these issues 
immediately, we run the risk of allowing shortcuts and incorrect procedures to become embedded 
and potentially impacting on the delivery of the overall goal- faster DNA results. 

One strategy that would assist greatly would be for the forensic officers to only submit the items 
that they believe require testing. There have been a few occasions where samples have been 
submitted and later retracted and I have also received anecdotal feedback that forensic officers are 
submitting all items at the request of Investigating Officers. I may have misunderstood the intention 
of the changes, but I thought that the forensic officers were taking on the role of selection of 
appropriate samples for DNA analysis. 

As mentioned, the purpose of this letter was to give you a detailed overview of the changes we have 
made and reinforce our commitment to working towards the delivery of DNA results much faster. 

If you have further questions or require any clarification, I would be more than happy to meet with 
you to discuss these. I think that it would be timely for us to re-introduce monthly meetings to 
monitor progress and address any issues that have been escalated and would be happy to arrange 
these. I would also be happy for you to disseminate this letter to your staff to inform them of the 
processes we have introduced. 

Yours sincerely 

Vanessa Ientile 
Managing Scientist, DNA Analysis 
Forensic and Scientific Services 
23/ 07 /2008 
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Trial of Copan 4N6 flocked swab 
Allan McNevin, Senior Scientist, Chiron Weber, Scientist 

DNA Analysis, Queensland Health Forensic and Scientific Services 

Introduction 
The examination of items for forensic DNA testing is a labour intensive and depending on the 
item, a time consuming process. For simple items such as swabs, laboratory efficiency could 
be improved by delivering items to the testing laboratory in a format that is suitable for 
analytical use. Such a format includes the supply of swab heads packaged in a tube suitable 
for testing in the analytical environment, i.e. suitable to be used directly in the DNA extraction 
procedure without the need for examination by a scientist. One such product available is the 
4N6 DNA flocked swab (Copan). One format that the product may be purchased in is a kit 
containing a flocked nylon swab packaged with a 2ml tube (eppendorf) with a vented lid 
allowing for the drying of the swab head ue numb res 1 and 2 are 
reproduced from the 4N6 swab brochu 
Figure 1 is a representation of the ease 
compared to a traditional swab in Figure 2. 

Figure 1. Flocked swab elutes specimen more efficiently. 

Figure 2. Traditional fiber (sic) swab elutes less specimen. 

The website also provides a link to forensic studies. However, the information is based 
around testing for viral and bacterial pathogens rather than forensic testing. There does not 
appear to be any published papers that directly compare the 4N6 swab with other swabs 
currently used. 

AIMS 
The aim of the testing carried out was to compare the 4N6 DNA flocked swab (Copan, 
product code 3520CF) with two swab types that are currently in use for the collection of 
material for forensic DNA testing. The swabs would be compared on two criteria: 

1. The ability to extract DNA from each swab type and, 
2. The ability of each swab type to uptake DNA. 

The two swab types chosen to compare against the 4N6 swab were a spun cotton swab with 
a small swab head and paper shaft (Copan, product code 164C) and a spun rayon swab with 
a medium sized swab head and plastic shaft (Copan, product code 155C). Initially five 4N6 
swabs were received from lnterpath for testing, deliveries of five and fifteen 4N6 swabs were 
received from Queensland Police Services (QPS) for further testing. 

Queensland Government 
Queensland Health 
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MATERIALS AND METHODS 

Experiment 1 Release of DNA from blood 
301JL of whole blood was spotted directly onto the surface of five swabs of each of the three 
swab types outlined above. This was done by cutting the head of the swab from the shaft into 
a sterile DNA-free tube using a pair of scissors sterilised by washing in 10% bleach, followed 
by 100% ethanol and flaming. 301JL of whole blood from a donor staff member (collected 
approximately 3 months previous and stored at 4 oc) was added to each swab head and 
allowed to air dry for 1 hour at 56°C on a Thermo mixer comfort (eppendorf) with no agitation. 

The DNA was then extracted, quantified, amplified and profiles visualised according to 
standard laboratory procedures. Briefly, this entailed the lysis of cellular material in individual 
tubes (by incubation of substrate in 5001JL of a buffer containing Proteinase K and Sarcosyl). 
The lysis solution was separated from the substrate by centrifugation and then added to a 96 
deep-well plate using the automate.it STORstar system (Process Analysis & Automation Ltd. 
Hampshire. UK). The DNA was extracted from the lysed solutions using the DNA IQ™ kit 
(Promega Corp.) on a dedicated MultiPROBE® II PLUS HT EX with Gripper™ Integration 
platform (Perkin Elmer). In the final staged of the extraction procedure, the DNA extracts are 
placed into individual tubes. The DNA extracts were then stored at -2ooc between each of the 
following procedures. 

The amount of DNA in each DNA extract was then quantified using the Quantifiler™ Human 
DNA Quantification kit (Applied Biosytems), prepared on a MultiPROBE® II dedicated to PCR 
set-up. The real-time PCR is then performed on an ABI Prism® 7500 Sequence Detection 
System (Applied Biosytems). Once the DNA quantification has been determined, an 
appropriate amount of DNA template is added to the STR amplification reaction. STR 
analysis is carried out by amplification with an AMPF/STR® Profiler Plus® PCR Amplification 
kit (Applied Biosytems), prepared on a dedicated MultiPROBE® II and amplified on a 
GeneAmp® PCR System 9700 thermalcycler (Applied Biosytems). Fragment analysis was 
performed by capillary electrophoresis on an ABI Prism® 3130x/ Genetic Analyzer (Applied 
Biosytems), in combination with GeneScan® (version 3.7.2) and Genotyper® (version 3.7.1) 
software. 

Experiment 2 Release of DNA from blood over dilution series 
Dilutions of whole blood were made and spotted onto swab heads of each of the three swab 
types under test. This was done by firstly diluting whole blood from a donor staff member 
(collected approximately 3 months previous and stored at 4 oC) in nanopure water in the 
following dilution series; 1 in 5, 1 in 10, 1 in 20, 1 in 50. 301JL of neat blood and one of each 
dilution series was added to each swab type under test as outlined in Experiment 1. DNA was 
extracted, quantified and amplified according to procedures outlined in Experiment 1. 

Experiment 3 Release of DNA from cellular material 
A suspension of buccal cells was made to perform testing. Buccal cells were collected from a 
female donor (a previously profiled staff member) using the Cytobrush™ method. Briefly, two 
Cytobrush™ Plus Cell Collector devices (Cooper Surgical, Inc., Trumbull, CT, USA) were 
used to collect buccal cells from each cheek for 1 minute, then collected into 5001JL of 0.9% 
saline solution (Baxter Healthcare, Old Toongabbie, NSW, Australia) in a sterile 2ml tube. 
301JL of buccal cell suspension was spotted directly onto the surface of five swabs of each of 
the three swab types outlined above. This was done by cutting the head of the swab from the 
shaft into a sterile DNA-free tube using a pair of scissors sterilised by washing in 10% bleach, 
followed by 100% ethanol and flaming. 301JL of buccal cell suspension from a donor staff 
member (collected the same day as testing) was added to each swab head and allowed to air 
dry for 1 hour at 56°C on a Thermomixer comfort (eppendorf) with no agitation. DNA was 
extracted, quantified and amplified according to procedures outlined in Experiment 1. 

Queensland Government 
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Experiment 4 Release of DNA from cellular material over dilution series 
Dilutions of a buccal cell suspension were spotted directly onto the surface of five swabs of 
each of the three swab types under test. This was done by firstly diluting a buccal cell 
suspension from a donor staff member (collected approximately 1 week previous and stored 
at 4 oC) in nanopure water in the following dilution series; 1 in 5, 1 in 10, 1 in 20, 1 in 50. 301-JL 
of neat buccal cell suspension and one of each dilution series was added to each swab type 
under test as outlined in Experiment 3. DNA was extracted, quantified and amplified 
according to procedures outlined in Experiment 1. 

Experiment 5 Uptake and release of DNA from blood and cellular material 
301-JL of whole blood (collected approximately 3 months previous and stored at 4 oC) and 301-JL 
of a buccal cell suspension (collected the same day as testing) was spotted directly onto the 
surface of new plastic Petri dish and allowed to dry overnight at room temperature in a class II 
biohazard cabinet. The dried area was marked on the underside of the Petri dish so that the 
area containing dried sample could later be identified. The dried samples were stored for 
approximately 15 weeks at approximately -2ooc prior to sampling. Five swabs of each type 
under test were used to sample the dried blood stains using standard laboratory techniques 
employed within the laboratory for liberating dried blood stains from crime-scene exhibits. 
Briefly, this entailed wetting of the swab head with nanopure water and rubbing the stained 
area with the endmost area of the swab head. The procedure was repeated to sample dried 
cell suspensions. DNA was extracted according to procedures outlined in Experiment 1, with 
minor modifications to the automated extraction protocol resulting from process 
improvements incorporated between experiments. Briefly, these modifications included 
incubation of the substrate in 3001-JL of buffer during cellular lysis and improved mixing and 
pipetting steps during the automated protocol. DNA was quantified and amplified according to 
procedures outlined in Experiment 1. Additionally, capillary electrophoresis data was 
analysed using GeneMapper-/DX (version 1.0) software due to process improvements 
incorporated into the laboratory between experiments. 

RESULTS 

Experiment 1 Release of DNA from blood 
Table 1 below shows quantitation values for each swab head tested and the average 
quantitation value for each swab type. The same data is also represented in Figure 1 below. 

Table 1. Summary of results from Experiment 1 
4N6 Swab Cotton swab 

Sample Quantification Sample 
value (ng/IJL) 

1 0.8490 1 
2 0.5000 2 
3 0.9050 3 
4 0.8050 4 
5 0.7610 5 

mean 0.7640 mean 

Queensland Government 
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Quantification 
value (ng/IJL) 

0.4290 
0.2650 
0.3690 
0.6040 
0.3810 
0.4096 

Rayon Swab 
Sample Quantification 

value (ng/IJL) 
1 0.6200 
2 0.6810 
3 0.5150 
4 0.4740 
5 0.4780 

mean 0.5536 
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Quantification values for each swab type tested (301JL whole blood) 
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Figure 1. Quantification values for each of 5 replicates for each of 3 swab types tested 

For every swab tested, full9-loci DNA profiles were obtained, consistent with the expected 
profile. 

Experiment 2 Release of DNA from blood over dilution series 
Table 2 shows the quantification values obtained or the dilution series for each of the swab 
types tested. These results are also shown in Figure 2 below. 

Table 2 Summary of results from Experiment 2 
Dilution DNAQuantification (ng/IJL) 
series 4N6 Swab Cotton Swab 

Neat blood 0.517 
1 in 5 0.0926 

1 in 10 0.0982 
1 in 20 0.0518 
1 in 50 0.02 

Queensland Government 
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0.177 
0.07 

0.0598 
0.0303 
0.0177 

Rayon Swab 
0.555 

0.0665 
0.107 

0.0499 
0.0104 
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Figure 2. Quantification values from each dilution series for each of the 3 swab types tested 

As with Experiment 1, all swabs yielded a full 9-loci DNA profile consistent with the expected 
profile. 

Experiment 3 Release of DNA from cellular material 
Table 3 below shows quantitation values for each swab head tested and the average 
quantitation value for each swab type. The same data is also represented in Figure 3 below. 

Table 3 Summary of results from Experiment 3 
4N6 Swab Cotton swab 

Sample Quantification Sample 
value (nQ/IJL) 

1 1.91 1 
2 1.42 2 
3 0.539 3 
4 0.632 4 
5 1.77 5 

mean 1.2542 mean 

Queensland Government 
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Quantification 
value (nQ/IJL) 

0.341 
0.427 
0.687 
0.361 
0.464 

0.4560 

Ra on Swab 
Sample Quantification 

value (nQ/IJL) 
1 0.462 
2 0.702 
3 0.554 
4 0.689 
5 0.493 

mean 0.5800 
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Quantification values for each swab type tested 
(301JL buccal cells) 
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Figure 3. Quantification values for each of 5 replicates for each of 3 swab types tested 

As with Experiment 1, all swabs yielded a full 9-loci DNA profile consistent with the expected 
profile. 

Experiment 4 Release of DNA from cellular material over dilution series 
Table 4 shows the quantification values obtained or the dilution series for each of the swab 
types tested. These results are graphically presented in Figure 4 below. 

Table 4. Summary of results from Experiment 4 
Dilution DNAQuantification (nQ/IJL) 
series 4N6 Swab Cotton Swab 

Neat cells 1.19 
1 in 5 0.227 

1 in 10 0.132 
1 in 20 0.0652 
1 in 50 0.018 
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1.06 
0.257 
0.101 

0.0317 
0.0226 

Rayon Swab 
1.14 

0.266 
0.12 

0.0487 
0.0401 
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Figure 4. Quantification values from each dilution series for each of the 3 swab types tested 

All swabs for samples containing 301-JL of buccal cell suspension, as well as all swabs for 
each of the 1 inS, 1 in1 0 and 1 in20 dilutions yielded full 9-loci DNA profiles consistent with the 
expected profile. However, the 1 in50 dilution series yielded a full 9-loci DNA profile for the 
Rayon swab only, with the 4N6 swab and Cotton swab each producing partial DNA profiles 
(17 /18 alleles and 12/18 alleles respectively). 

Experiment 5 Uptake and release of DNA from blood and cellular material 
Quantification values and profiles obtained for each swab type and sample type are shown in 
Table 5 below. Quantification values obtained for blood and cell sample types are graphically 
presented in Figures 5 & 6 respectively. 

Table 5 Summary of results from Experiment 5 
4N6 swab 

Quantification Replicate result (ng/IJL) 

1 0.507 
2 0.509 

'0 3 0.561 0 
0 

4 0.347 iii 
5 0.432 

mean 0.4712 

s::: 1 0.298 
0 2 0.252 _·u; 

3 0.26 -s::: 
Q)Q) 

4 0.367 Ua. 
Ill 

5 0.456 ::J 
Ill 

0.3266 mean 

Queensland Government 
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Cotton swab 
Profile Quantification Profile 
result result (ng/IJL) result 

(alleles) (alleles) 
18/18 0.869 18/18 
18/18 0.752 18/18 
18/18 0.506 18/18 
18/18 0.418 18/18 
18/18 0.307 18/18 

- 0.5704 -
13/18 0.326 11/18 
8/18 0.156 8/18 
5/18 0.321 12/18 
8/18 0.265 13/18 

13/18 0.449 13/18 
- 0.3034 -
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Rayon swab 

Quantification Profile 

result (ng/IJL) result 
(alleles) 

0.785 18/18 
0.536 18/18 
1.12 18/18 

0.421 18/18 
3.39 18/18 

1.2504 -
0.42 10/18 
1.96 3/18 

0.732 4/18 
0.474 13/18 
0.36 13/18 

0.7892 -
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Quantification values for each swab type tested (301JL whole blood) 
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Figure 5. Quantification values from sampling of 301JL of dried blood for each of the 3 swab types tested 

Quantification values for each swab type tested (301JL buccal cells) 
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Figure 6. Quantification values from sampling of 301JL of dried buccal cell suspension for each of the 3 
swab types tested 

Although each swab that was used to sample dried buccal cells yielded partial DNA profiles, 
each of these samples contained sufficiently high quantification values to suggest that re­
amplification with increased DNA template input would yield full 9-loci DNA profiles. 
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Statistical analysis for significant difference 
Quantification values obtained from experiment 1 and from the "neat blood" sample from 
experiment 2 were compared for various combinations of swab types tested using a two­
sided students t-test. Additionally, quantification valued obtained from experiment 3 and the 
"neat cells" sample from experiment 4 were compared using a two-sided students t-test. 
These results are shown in Table 6 below 

Table 6 t-test results 

Comparison** 
p-value* 

Blood Cells 
4N6 v Cotton 0.0034 0.0241 
4N6 v Rayon 0.0560 0.0486 
Cotton v Rayon 0.0234 0.4598 

* a p-value of <0.05 indicates a s1gn1ficant difference between the two data sets under test when using a 95% 
confidence interval 
**Results generated using Microsoft Excel formulae 

Quantification values obtained from experiment 5 were compared for various combinations of 
swab types tested, using a two-sided students t-test. These results are shown in Table 7 
below 

Table 7 t-test results 

Comparison** 
p-value* 

Blood Cells 
4N6 v Cotton 0.3978 0.7136 
4N6 v Rayon 0.1939 0.1640 
Cotton v Rayon 0.2577 0.1478 

* a p-value of <0.05 indicates a s1gn1ficant difference between the two data sets under test when using a 95% 
confidence interval 
**Results generated using Microsoft Excel formulae 

DISCUSSION 
As can be seen from the two-sided students t-test results in Table 6 above, the 4N6 swabs 
released more DNA (when 301-JL of whole blood or 301-JL of buccal cell suspension was added 
directly to the swab head) than cotton swabs. Since the p-value that is generated represents 
a probability of both data sets being not significantly different, and although the p-value for the 
comparison of 4N6 swabs against rayon swabs when 301-JL of whole blood was added directly 
to the swab head falls slightly above the 0.05 threshold (p-value = 0.0560), the same can be 
held true for the comparison of 4N6 swabs and rayon swabs as for the comparison of 4N6 
swabs and cotton swabs. 

Over a dilution series for each swab type and for each sample type, quantification values and 
profiling quality obtained were quite similar. As the experiments were not duplicated, no 
statistical analysis could be performed. These results would support the proposition that, over 
a dilution series, the 4N6 swabs released DNA at least as well as either cotton or rayon 
swabs tested. 

The two-sided students t-test results in Table 7 above show that the 4N6 swabs yielded 
comparable quantification values when both dried blood and dried cellular material was 
sampled according to standard laboratory practice. The DNA profile quality (alleles obtained) 
shown in Table 5 also supports the proposition that comparable DNA profiling was obtained 
when any of the three swab types were used to sample either dried blood or dried cellular 
material under controlled conditions. It may be possible that the 4N6 swab actually liberated 
less material from the dried stain than either of cotton or rayon swabs, but this was balanced 
by the superior ability of the 4N6 swab to release DNA, therefore resulting in comparable 
DNA profiling between all three swab types. However this cannot be accurately ascertained 
as quantification values between experiments 5 and previous experiments cannot be directly 
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compared as different buccal cell suspensions and slightly different extraction protocols were 
utilised for each experiment. Additionally, given the small sample size for these experiments 
(n=5), further testing is warranted to draw a clearer conclusion. 

Partial profiles obtained for all swab types after sampling of dried buccal suspension may 
have been due to degradation of DNA from extended storage. It has been the experience 
within the laboratory that degraded DNA will tend to yield inflated quantification values with 
the Quantifiler™ Human DNA Quantification kit (Applied Biosytems). These samples were 
stored for approximately 15 weeks due to delays in testing caused by the demands of routine 
laboratory testing, and were not part of the testing regime. 

There was no evidence of inhibition or other effects on the extraction, quantification or 
amplification of the DNA extracts obtained from the 4N6 swabs using the methods employed 
within the laboratory at the time of testing (these included updated methods to be 
implemented in the short term used in experiment 5). 

The shaft of the 4N6 swab contains a breaking point, and with the laboratory procedures 
currently in place, this breaking point leaves an excessive amount of shaft making it 
unsuitable for easy processing (i.e. for each swab, it would need to be removed from it's 
tubing and have the shaft cut at the base of the swab head under sterile conditions, 
necessitating sterilisation of equipment and work area between each sample). 

Recommendations 
The testing carried in this trial has been on a small scale and represents some initial 
evaluation of the 4N6. The testing falls short of a validation or verification. All results should 
be viewed with caution given the small sample size for each experiment and the limited 
number of experiments performed, and as such no recommendation is made to either use or 
not use the 4N6 swab. 

Copyright protects this publication. However, Queensland Health has no objection to this 
material being reproduced with acknowledgment, except for commercial purposes. 
Permission to reproduce for commercial purposes should be sought from the Managing 
Scientist, Forensic & Scientific Services, DNA Analysis Department·········· 
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CA-82 

excerpt from UR notes re: 4N6 swabs 

Lab :­
Dob: 

Time/Date User 

12:01 31 -Mar-09 ejcl1 

111 :33 31-Mar-09 9)iC11 

09:34 31-Mar-09 9)1CI1 

UR 
Wd : 

Dept 

L 

L 

L 

07:43 31 -Mar-09 dkef1 ALL 

FULL UR NOTES 

Nlame: CASE······ 
Dr: 

LIR Notes 

this info l rom IF IRIMU. 

Sex: 
T ime : 14:00 011-IFeb-09 

IB - Received ca~l from Calhie IH<hibits say ~hal 

'matches' UIKM1 but have other inlo to say ~hal 

it's a positive ID to missing1 person .. what does 

that mean? UIKM11 has been loaded to NCIOD .. If 

missing person is also on NCIIIDD then a match 

wouldl have been o'btain·ed so lhis olher into MAY 
mean lhai 1i l has malched oJil NCIDD. I can't 

confirm this as I do111 ''t have lhis inlo. We will 

on I¥ put across a matching EXIR line if an 
·evidence sample is obtained. How can they get 

.evidence sample il they have no body? May need to 

consider surrogate refemnce sample such as 

toothbrush .. 

B - Received call from Cathie, some of tihe swabs 

were 'soak.ed' in b'lood but have still no! given 

profile. Alii swabs were 4N6 swabs. She will be 
submitting an addiHonal 3 swabs and some ca~pel 
samples for us to look at. Asked her to mark 

swabs lor my attention and we willlry a 

diilferent extract~lon type. 
B - Received call I rom Cath1ie (Cairns 

Scientific) . Needs to send more samples from the 

grass mat but wanted to !<now whether to send in 

tube or send a section of the mat. Best if she 

sends sec,tion of the mat then we can r·esample it 

necessary .. Staining is very lig1ht but is vis ib l~e 

to the naked aye. 

B. Ingrid, 110 1is also sending down another 

subsample from a mat l'ocaled outside in household 

rubbish and may have other unknown contaminants 

present. 
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CA-83 

Excerpt from QPS _external Communication _Issues log_ Current 

Date Question/request Raised Response Action by Closed 

by 

26/02/2009 Conversation with lyza McMenz on or about the 23rd or lyza I sent lyza some spin basKets in the AM Ongoing 
24th about QPS switching from 4N6 flocKed swabs to McMenz mail, additionally informed her that 
rayon swabs. lyza requested some spin basKets (to screw-cap tubes with o-ring are the best 
checK the height of the breaK point of the shaft), and to utilise, received further request from 
also about the type of tubes that samples could be lyza: 
submitted in. Hi AI, 

I received the spin basKets, thanKs. A 
few suffered in the post. 
Do I need to taKe the basKet into 
consideration when sourcing tubes or 
do you transfer the lysate and sample 
into a plate I tube after incubation ( 
Also can you tell me the product details 
of the tube you would prefer to be 
utilised. I am collecting the swabs 
tomorrow (5000) and will purchase 
several types of tubes for trial. If I can 
get the tubes in next weeK I will do up a 
few Kits for your evaluation before I 
send Kits to Melbourne for ETO 
sterilisation. 
Cheers 
lyza 
my response: 
Hi lyza, 
Discussion around such tubes came up 
today in a meeting, and I was informed 
that David (not sure if was David Neville 
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or David Keating) already some tubes 
they had decided on ( 
We currently use SSI brand tubes that 
we purchase through interpath but have 
had success with a lot of similar 
products from other manufacturers and 
suppliers, 
lastly- the spin basKet does not have to 
be compatible with the tube you 
choose, just the swab, 
cheers 
AI 
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Preliminary Results 

401-JL of a buccal cell suspension was placed onto 4 each of three different adhesive 
surfaces as supplied by QPS. A fifth adhesive surface was left as supplied as a blank 
(negative control) sample. Each of these 15 samples, along with a negative and 
positive extraction control were extracted using a modified manual Promega DNA IQ 
DNA extraction procedure. The DNA extracts obtained were submitted for 
quantification using Applied Biosystems Quantifiler Human DNA Quantification Kit 
and STR analysis by amplification using Applied Biosystems AMPFISTR Profiler 
Plus PCR Amplification kit and the resultant PCR product analysed through an 
Applied Biosystems 3130x/ Genetic Analyzer. 

The Quantification results are shown in Table 1 below. 

Results obtained from DNA quantification indicate the following: 
• DNA was not detected in the 'blanks' -this means there is evidence to 

suggest there was no DNA on the tape surfaces prior to testing. 
• No samples showed evidence of PCR inhibition (IPCCT >30 indicates 

inhibition of the PCR) 
• "White" and "Double-sided" adhesive surfaces showed superior DNA yields 

compared to "Post-It" (shown in Figure 1 below) tape. 

Queensland Government 
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Figure 1. Quantification results for each replicate of each substrate type 
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As a general guide, a minimum quantification value of 0.05ng/1JL is required for 
the addition of manufacturer-recommended minimum DNA template to the 
Profiler Plus amplification reaction. 

Please note, these are preliminary results. The results of analysis of the 
Profiler Plus amplified product (DNA results) will provide greater clarification of 
the results obtained. A more detailed analysis of results will be provided after 
amplification data has been analysed. There are limitations to the conclusions 
that can be drawn from the analysis carried out so far, and these will be 
elucidated in the final report. 

Copyright protects this publication. However, Queensland Health has no objection to this 
material being reproduced with acknowledgment, except for commercial purposes. 
Permission to reproduce for commercial purposes should be the Forensic & 
-c Services DNA Analysis Department, 

Queensland Government 
Queensland Health 
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Disclaimer 

QPS Tapelift Trial 

October 2008 

DNA Analysis, Forensic and Scientific Services 
Coopers Plains, Brisbane, OLD AUSTRALIA 

This report provides the results for a preliminary assessment and should not be considered as a validation of any 
kind. Further validation work is recommended in order to assess other variables. 
Names of commercial manufacturers are provided for identification only. Inclusion in this report does not infer 
endorsement by DNA Analysis, Forensic and Scientific Services, Queensland Health. 
Copyright protects this publication. However, Queensland Health has no objection to this material being reproduced 
with acknowledgement, except for commercial purposes. Permission to reproduce for should 
be sought from the Managing Scientist, DNA Analysis, Forensic and Scientific 

Aim 

To compare the DNA yield obtained from three different types of tapelift materials 
that contain comparable amounts of cellular material. 

Materials and Methods 

Buccal cell collection 
Buccal cells were collected from a female donor using the Cytobrush rM method. 
Briefly, two CytobrushrM Plus Cell Collector devices (Cooper Surgical, Inc., Trumbull, 
CT, USA) were used to collect buccal cells from each cheek for 1 minute, then 
collected into 500~L of 0.9% saline solution {Baxter Healthcare, Old Toongabbie, 
NSW, Australia). 

Sample creation 
Three types of tapelift material were supplied by QPS and identified as: 

o Post-It Flag (red tab)- 5 pieces; 
o Double-sided tape- 5 pieces; 
o White tape - 5 pieces. 

Four pieces of each tapelift material were laid flat (sticky side facing up) in individual 
plastic Petri dishes in a Class II Biohazard Cabinet and spotted with 401JL of buccal 
cell suspension. Samples were allowed to dry at room temperature for 2 hours. The 
fifth piece of each tapelift material was kept as a substrate blank sample in its original 
packaging. 

All tapelift samples (including substrate blanks) were cut into approximately 5mm x 
5mm squares using scalpel blades and tweezers (sterilised by washing in 10% v/v 
bleach, 70% ethanol, followed by flaming using a Bunsen burner) and added to 
individual sterile 2ml tubes for processing. 

~ Queensland Government 
Ill}\" Queensland lleatth 
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DNA extraction and processing 
Processing of samples was performed as per in-house protocols. DNA extraction 
was performed using the validated manual DNA IQ TM system (Promega Corp., 
Madison, WI, USA). Samples were quantified using the QuantifilerTM Human DNA 
Quantification Kit (Applied Biosystems, Foster City, CA, USA), followed by 
amplification using the AmpHSTR® Profiler Plus® kit (Applied Biosystems, Foster 
City, CA, USA). Fragment analysis was performed by capillary electrophoresis using 
an ABI Prism® 3130x/ Genetic Analyzer instrument (Applied Biosystems, Foster City, 
CA, USA). Fragment data was analysed using GeneScan® v3.7.2 and Genotyper® 
v3.7.1 (Applied Biosystems, Foster City, CA, USA), with thresholds for heterozygous 
and homozygous peaks at 150 and 300 RFU respectively (as per routine casework 
samples). The allelic imbalance threshold was set at 70%. 

Results and Discussion 

Quantification results are presented in Table 1 below. 

Table 1 Quantification and internal PCR control results 

Sample Descrlptlon Quant (ng/IJL) Average Quant (ng/IJL) IPC Cr 

Post-It 40ul 1 0.021 27.69 

Post-It 40ul 2 0.005 27.54 
0.029 

Post-It 40ul 3 0.028 27.47 

Post-It 40ul 4 0.062 27.52 

Post-It Blank Undetermined 27.53 

Double-sided 40ul1 0.142 27.47 

Double-sided 40ul2 0.154 27.66 
0.160 

Double-sided 40ul 3 0.258 27.46 

Double-sided 40ul 4 0.085 27.63 

Double-sided Blank Undetermined 27.68 

Vv'hite 40 ul 1 0.138 27,54 

Vv'hite 40ul 2 0.131 
0.126 

27.56 

White 40ul3 0.154 27.43 

\IVhite 40ul 4 0.083 27.49 

\Mlite 40ul Blank Undetermined 27.55 

Negative Control Undetermined 27.4 

Positive Control 0.453 27.43 

A comparison of DNA quantification and DNA profile results are presented in Figure 
1 below. 

~ Ql!€!E!~sland Government \ll\'"t Queensland Health 
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Quantification and DNA profile results for QPS Tapelift Trial 
0.500 y--~--~~-- -----------·---·--~----·-- ·----·------ -- ... ... ··-·· · ····-·· · ·-·--········· ····· ···· ········-- ·- - - 20 
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0·450 II•Nt,Ht'ibet ofdel.as J--- -----.l-----lc--- _._--6-------.tr------,k------.k-----,11-------

0.4$3 
18 
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Sample 

Figure 1. Results for the QPS Tapelift Trial. A full DNA profile (18/18 alleles) includes information on 91oci 
(areas) with 18 pieces of inherited information (alleles). 

Results obtained indicate the following: 
o The DNA extraction process was free from contamination as shown by the 

negative control (with the positive control performing as expected). 
o The tapelift substrate blank samples (containing no cellular material) did not 

result in a DNA quantification result, indicating the absence of human DNA 
material on the original tape materials. 

o All DNA profiles were concordant with the expected donor profile. The positive 
control also generated the expected DNA profile, and the negative control did 
not result in a DNA profile. 

o Inhibition of the quantification reaction was not detected, as indicated by the 
IPC Cr falling within the criteria for non-inhibited samples (Cr :S30). 

o "Double-sided" and "white" tapelift material showed superior DNA yields 
compared with the "Post-It" material (Figure 1 ). As a general guide, a minimum 
quantification value of 0.05ng/jJL is required to achieve the minimal amount of 
DNA template required for Profiler Plus® amplification. 

o All "double-sided" and "white" tapelift samples generated full DNA profiles 
(18/18 alleles), whereas "Post-It" samples only produced partial DNA profiles 
(between 1-12 alleles) (Figure 1 ). 

~ Ql!~f!I1S!~.t14Government 
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o Reduced DNA yields and concomitant partial DNA profiles exhibited by the 
"Post-It" samples may indicate that a component of the Post-It material has 
resulted in: 

• Inhibition of the DNA extraction process (i.e. interference in the 
binding of the DNA material to the DNA IQ rM resin); 
Degradation of DNA material; 

Conclusion 

Inhibition of the PCR process that was not detected by the 
Quantifiler™ system (IPC Cr). 

The QPS Tapelift Trial (October 2008) indicates that the "Post-It" tapelift material did 
not perform as well as the "double-sided" and ''white" tapelift materials that were 
provided. Further testing of either "double-sided" or "white" tapelift materials should 
be performed to assess the suitability of these materials in a routine tapelift method, 
and compared to the standard tapelift material used in DNA Analysis, Forensic and 
Scientific Services (Brisbane, QLD, AUSTRALIA). Immediate further testing could 
include assessing the recovery of human DNA material from a cotton shirt (spotted 
with controlled amounts of human cellular material). This would provide information 
as to the suitability of each tapelift type in actually recovering material from mocked 
crime scene items. 

~ Qll_e~l_l~la~lcJ Government 'l\"9 Queensland Jlealth 
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QPS Tapelift Trial: Part 2 

Disclaimer 

Recovery Success using 
various Tapelift Materials 

October 2008 

DNA Analysis, Forensic and Scientific Services 
Coopers Plains, Brisbane, QLD AUSTRALIA 

This report provides the r~;tsults for a preliminary assessment and should not be considered as a validation of any kind. 
Further validation work is recommend!td in order to assess other variables. 
Names of commercial manufacturers are provided for identification only. Inclusion in this report does not infer 
endorsement by DNA Analysis, Forensic and Scientific Services, Queensland Health. 
Copyn·ght protects this publication. However, Queensland Health has no objection to this material being reproduced with 
acknowledgement, except for commercial purposes. Permission to reproducel(i.or
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from the Managing Scientist, DNA Analysis, Forensic and Scientific Services 

Aim 

To compare the success in recovering DNA material using various tapelift materials, from 
constant amounts of human cellular material spotted onto a clothing substrate. 

Materials and Methods 

Buccal cell collection 
Buccal cells were collected from a male donor using the Cytobrush 1M method. Briefly, 
two Cytobrush TM Plus Cell Collector devices (Cooper Surgical, Inc., Trumbull , CT, USA) 
were used to collect buccal cells from each cheek for 1 minute, then collected into 500~L 
of 0.9% saline solution (Baxter Healthcare, Old Toongabbie, NSW, Australia) in a sterile 
2ml tube. Two collections were made over two consecutive mornings, ensuring that the 
donor did not consume any food prior to the collections. The resulting cell suspensions 
were vortexed thoroughly and pooled into one sterile 2ml tube, resulting in a final buccal 
cell suspension with 1 ml total volume. The buccal cells were stored at 4 oc until use. 
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Washing and decontamination of c/otf1ing svbstrate 
A piece of clothing substrate (100% white cotton t-shirt), approximately 50cm x 30cm in 
dimension, was washed and decontaminated using a combination of bleach, sodium 
sulfite and water. Briefly, the clothing material was washed in 2L of 10% (v/v) bleach on a 
platform shaker (set at medium shaking) for approximately 2hrs. After washing in bleach, 
2L of 0.1343M Na2S03 was added to the mixture and washing continued for 
approximately another 2hrs. The clothing material was then transferred to 4L sterile 
nanopure water and washed 3 times for a total of 1 hr (using fresh water for every wash). 
Drying was performed overnight by hanging the clothing material inside a Class II 
biohazard cabinet. 

Sample creation (spotting buccal cells) 
The dried clothing substrate was laid out inside a Class II biohazard cabinet, slightly 
suspended above sheets of clean blotting paper. Seventeen squares (4cm x 4cm) were 
marked on the material using Chinagraph pencil and numbered 1-17 (Figure 1). To each 
square, 40tJL of donor buccal cell suspension was added and allowed to absorb into the 
clothing material (without absorbing into the blotting paper). Spots were allowed to dry in 
the biohazard cabinet for at least 3hrs. 

Figure 1. The clothing material was flattened and stretched above clean blotting paper in a Class II biohazard hood. 
Seventeen squares (4cm x 4cm each) were marked on the cloth, and 401JL of cell suspension was spotted on to each 
square. 

Queensland Government 
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Sampling using various tape/iff materials 
Three types of tapelift material were supplied by QPS and identified as: 

o Post-It Flag (red tab}- 5 pieces; 
o Double-sided tape - 5 pieces; 
o White tape- 5 pieces. 

An experienced staff member from the Evidence Recovery Team (DNA Analysis) 
sampled each square using a specific piece of tape (Table 1). Tape was used to lift 
material from the clothing substrate until the adhesive quality of the tape was lost. The 
tape was rolled (sticky-side facing inwards) and put inside a sterile 2ml tube. The fifth 
piece of each tape type was kept as a substrate blank sample (no sampling was 
performed), and the tape added directly to a sterile 2ml tube). For the purposes of 
comparison, the in-house FSS Tesa Tape was also used to sample a set of squares. A 
2cm x 2cm square was cut out from the centre of sample square number 17 and served 
as the positive control. In total, 17 samples (including 4 substrate blank samples} were 
resulted from the sampling regime. Cutting tools used for sampling were sterilised in 70% 
ethanol, followed by flaming using a Bunsen burner. 

Table 1. List of sample squares that V>~Cre sampled 
usil1_[2~cific tarel_i!~~------~--

Sample description Sample square 
number 

-------~-·----·~----- -··---------·---·-----------
Post-it 1 1 
Post-It 2 2 
Post-it 3 3 
Post-114 4 

Double-sided 1 5 
Double-sided 2 6 
Double-sided 3 7 
Double-sided 4 8 

White 1 9 
Vl/hite 2 10 
While 3 11 
VVhite 4 12 
FSS 1 13 
FSS 2 14 
FSS 3 15 
FSS 4 16 

,]osi~ve .£?!!!!£1J.<:.\!.L~!!!.l---· __ l?~-· ..... ~. 

DNA extraction and processing 
Processing of samples was performed as per in-house protocols. DNA extraction was 
performed using the validated manual DNA IQ™ system (Promega Corp., Madison, WI, 
USA), with slight modifications: samples 1-2 for each tape type were subjected to lysis 
with 3001JL Extraction Buffer, and samples 3-5 were extracted with 500JJL Extraction 
buffer. For incubation on the Thermomixer at 3rC for 45mins, shaking was performed at 
1400rpm, with vortexing performed before and after incubation. 

Extracted samples were quantified using the QuantifilerrM Human DNA Quantification Kit 
(Applied Biosystems, Foster City, CA, USA), followed by amplification using the 
AmpFfSTR® Profiler Plus® kit (Applied Biosystems, Foster City, CA, USA). Fragment 
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analysis was performed by capillary electrophoresis using an ABI Prism® 3130x/ Genetic 
Analyzer instrument {Applied Biosystems, Foster City, CA, USA). Fragment data was 
analysed using GeneMapper ID-~ v1.0 (Applied Biosystems, Foster City, CA, USA), 
with thresholds for heterozygous and homozygous peaks at 50 and 200 RFU 
respectively. The allelic imbalance threshold was set at 50%. 

Results and Discussion 

The yield results obtained from tapelifting using various material types are presented in 
Figure 2 below. 

Yield and DNA Profile results for QPS Tapelift Trial 2 
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Figure 2. Quanlilation and DNA profiles results from lhe QPS Tapelift Assessment Part 2, displaying the yield and number 
of alleles oblained using various tapellfl materials. 

High yields were obtained from all tapelift types, except the Post-It material. The yields 
obtained are sufficient to perform PCR amplification to obtain a DNA profile 
(approximately 1.2ng of DNA is required for successful amplification using the Profiler 
Plus® system). All positive and negative controls gave the expected results with the 
exception of the White tape extraction negative control. The DNA profile for this control 
had no reportable alleles but contained visible peaks below threshold (Figure 3). It is 
expected that this DNA profile may have been present on the tape before DNA 
extraction. 
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Figure 3- VVhite Blank DNA profile result 

Conclusion 

Based on these preliminary results, the Post-It material is not suitable for tapelifting due 
to consistent observation of low yields and partial DNA profiles. All other tapelift materials 
produced consistent DNA profiles and yields for tapelifting high concentrations of cellular 
material from a clothing substrate in a controlled experiment. 
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Cell Extraction Worksheet 

Batch Number: 
Created by: 
Creation Date: 08:21 17-0ct-08 

Processing Comment # 

, fo) 
- - - - - -

24 

25 

26 

27 

28 

29 

30 

31 

32 

33 

34 

35 

36 

37 

38 

39 
lOx iYD.L.I)QI"\ 

40 .; fl~-----'----~ 

Operator: (:,-6L J )J u) 
I 

Sample Located By: )Jr.,J 

Chelex Prepared By: JJ !A 
Transfer Tube Sequence Checked: GL.J \1.\0 .08 

Chelex Lot No.: 

Twirled By: 

111111 1111111 

Lab Number 

Total Number of Samples : 23 

Processing Comment 

Negative Extraction Ctrl 
- - --1 

extb 

-

1993 



WIT.0019.0012.2068 

Automated DNA JQ TM Method of Ex tracting DNA 

18.2 Reagent & Batch details recording tables (DNA IQ™ Lysis Batch & Extraction Batch) 

Off Deck Lysis Batch I 0: DNA IQ Extraction Batch 10: 

Lysis batch: 

Samples located by: 
Sample set 1 Sample set 2 

Operator: Gs L- Operator: 
Sequence check performed by: Sequence check performed by: 
Transfer tubes sequence checked: Transfer tubes sequence checked: 
3rC Incubation temp: 3rC Incubation temp: 
65°C Incubation temp: 65°C Incubation temp: 

Extraction Buffer made by: I TNE Buffer Lot#: ~L 0/· b 7- 0 ~ 

40% Sarcosyl Lot#: b t;7)<-ol1! IJ,ui.}//{4J Proteinase K Lot#: o .:)_ C? I< 9co .J..] 
Comments: ;;. Cr . & ·ut 

Extraction batch: 

Plate Lot#: 
Nunc tube/STORstar Operators: 
Nunc Logfile uploaded: 
Comments: 

MultiPROBE Platform: 
Date and Start time: 

Kit Lot#: J.s- 2-2. o/C 
Lysis Buffer Lot#: JIlL }, 7/0 (-

Resin Lot#: ;}_ L)Jt./ flu; (( 
MP II Logfile uploaded: 
Comments: 

Page: 23 of 33 
Filename: 24897R3 
Authorised Bv: V Ientile 

Lysate/STORstar Operators: 
Lysate Logfile uploaded: 

1 xWash Buffer Lot#: ~,] 73 o 9.2 < 
OTT Lot#: ~ oftJ.ef.l 36 7 I 
Elution Buffer Lot#: .2t/0GIC>o ( 
Results file uploaded: 

~. Queensland Governme~tg94 



...- .. , 

CE/GeneScan Worksh 

CE Batch Created By: paf3 

Plate Preparation Details: 

0 

HiDi Lot Number: 

ROX Lot Number: 

Creation Date: 16:45 19-Nov-08 

Date & Time: 

Date & Time: -zo ·\\ . c:::£) 

Sequence Checked By/Date: lbvv\ 
Hot Block Temp:'ls- oc 

WIT.0019.0012.2069 

Ladder Lot Number: Plate Map Imported & Checked By/Date: ~JA. r.t0 . \~ G~ 

Genescanning Details: GeneScan By/Date: 

LADDERS: 

Ladder 1 Ladder2 Ladder3 Ladder4 Ladder5 Ladder6 
Pass/Fail/Not used Pass/FaiVNot used Pass/Fail/Not used Pass/FaiVNot used Pass/FaiVNot used Pass/Fail/Not used 

Comments: _________________________________ _ 

AMPLIFICATION POSITIVE CONTROL: Correct number of peaks present & above threshold? YES I NO 

-I Casework Reference Reference FTA 

,-- I No ._Pea~s _ Peak Hei~h_t _ No. Peaks Peak Height No. Peaks Peak Height 
Heterozygote 

Profiler Plus i 15 D3 >= 1200 RFU 15 D3 >= 1200 RFU 18 - 75RFU 

I 07 >= 600 RFU I 07 >= 600 RFU Homozygote 
COfiler 

I 12 12 12 - 150RFU 
-

AMPLIFICATION NEGATIVE CONTROL: Peaks present? NO I YES 

EXTRACTION NEGATIVE CONTROLS: Peaks present? NO I YES IN/A 

Control Comments: (If positive control fails, or peaks present in negative controls advise supervisor & instigate investigation.) 

SAMPLE ANAL VSIS: Samples are analysed in Genescan. Record samples that need to be repeated and reason. (Record problems 
that may not be readily detected in a routine Genotyper read) . 

Accept Run U Reject Run D Comment ----------~ (Advise supervisor & instigate investigatio~ 995 



WIT.0019.0012.2070 

Amplification Workshe 
u .r:r ~ ·. 

s 1 111111111111 
Batch Number: 
Created by: 111111111 
Creation Date: 15:07 19-Nov-08 

1---+--P-rocessi ng Com ment---t---..-...--t-t---L-ab~N~u~m-be_r-r- Processing Comment I 

. 46 I 

I~ 
~ 

---~ 

I 

l
__j:2_Qerator : fA /\JH · _ 

Seguence Checked By/Date~ 5 1? ) C \ - l l · -D s­
l TAO Lot No: _ f<fO -I(oq G37 -r G~k~-

Reaction Mix Lot No:   
    

  8J:::bl.{l~t::F M,ill.:J>,C.. \ q \I I] o 6' 

-----< 

LadderS 

-~ 
- - -

Date & Time: \C\ ·" · 8 \5 ·. =~=S-'--. __ _ 
' Thermalcycle:....:...r: - C...,..----:-_ 

Volume: ::t:;_~ (n x 1 uL) 
Volume: 7.5C'(: (_ n x 21 uL) 
Volume: 31C L (n x 11 uL 
Positive Control Lot fro: oR o5ob Lr b,::,~ 

Total Number of Samples : 26 1996 



DNA Extraction Worksheet 

Batch Number: 
Created by: 
Creation Date: 16:22 17-Nov-08 

26 
27 
28 

Lab Number 

29 
-+-- -

30 
31 
32 
33 
34 
35 
36 
37 
38 j _ _ _ 

f !~~ 41 -t== 
~~----
1 

:~ 
48 i 

# 

49 
50 
51 
52 
53 
54 
55 
56 

---+--
57 
58 
59 
60 
61 
62 
63 
64 
65 
66 
67 
68 
69 
70 
71 

Q ;J~ fo-? JL/Is 

Lab Number 

1- - - -

f--- - -

72 ' 
73 
74 
75 
76 
77 
78 
79 
80 ' 
81 
82 
83 
84 
85 ___ .___ 

I 91 

----r-

92 
93 
94 
95 
96 
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VALIQLYS20081117 _04 

Sample No Lab No 
1 
2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 

Sample No Lab No 
1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 

9PLUR 9PLSAM 

Operator 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 

Operator 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 

WIT.0019.0012.2072 

1998 



VALIQL YS20081117 04 
<;;d--{ - -
Sample No 

1 
2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 

Jd-~-z_ ·-
Sample No Lab No 

1 
2 
3 
4 
5 
6 
7 
8 
9 
10 
11 
12 

9PLUR 9PLSAM 

Operator 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 
Cl 

Operator 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 
MLH 

WIT.0019.0012.2073 

1999 



WIT.0019.0012.207 4 

Automated DNA fQTM Method of Extracting DNA 

18.2 Reagent & Batch details recording tables (DNA IQTM Lysis Batch & Extraction Batch) 

Off Deck Lysis Batch ID: 

Lysis batch: 

Samples located by: 
Sample set 1 

Operator: C-\ 
Sequence check performed by: P'>-JA \2:> 11 -q 

Transfer tubes sequence checked: ~A\'9. ,, .. 
3rc Incubation temp: 3/oL 
65°C Incubation temp: 0rc 

Extraction batch: 

Plate Lot#: 
Nunc tube/STORstar Operators: 
Nunc Logfile uploaded: 
Comments: 

MultiPROBE Platform: 
Date and Start time: 

Kit Lot#: 

Page: 27 of 37 
Filename: 24897R4 
Authorised Bv: V Ientile 

/ 
./ 

/ 

/ 

DNA IQ Extraction Batch 10: 

Sample set 2 
Operator: 1--1 U·+ 

) Sequence check performed by: 6-.JA 16·11 =f-> 
J.:Transfer tubes sequence checked: WA 1 ~.,, . ,-: 

3rC Incubation temp: 3/a(_ 
65°C Incubation temp: ~r ·c 

Lysate/STORstar Operators: / 
Lysate Logfile uploaded: / 

/ 
f 
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Paula Brisotto 

From: 
Sent: 
To: 
Subject: 

Hi Paula & Justin 

CA-86 

Cathie Allen 
Thursday, 12 June 2014 11 :44 AM 
Paula Brisotto; Justin Howes 
RE: Ownership of Items 

WIT.0019.0012.2075 

For a few of those on the list, there is no details whatsoever- so it worries me that there were details there that didn't 
transfer across. 

Also for a few of them- there is something listed in the Forensic Relationship field - for- its A- for 
Admission I Intelligence (Principal Exhibit). So are we asking SSLU to confirm the Forensic Relationship status with 
QPS? As we should be doing this given they have provided some information to us. 

Cheers 
Cathie 

From: Paula Brisotto 
Sent: Thursday, 12 June 2014 11:27 AM 
To: Cathie Allen; Justin Howes 
Subject: RE: Ownership of Items 

Hi Cathie, 

I don't think there has been a noticeable improvement in the last month. The ELF (item ownership) list was 
implemented only two weeks ago, and currently there are 12 items from 3 different cases (received within the last two 
days) that SSLU need to chase up on. SSLU regularly remove these items from the list, so if they are currently on the 
ELF list, they have only recently been added. 

Thanks 
Paula 

Paula Brisotto 
Team Leader- Evidence Recovery & Quality 
Forensic DNA Analysis 1 Police Services Stream 1 Forensic & Scientific Services, HSSA 

rnment 

I www.health.qld.qov.au 

From: Cathie Allen 
Sent: Thursday, 12 June 2014 11:19 AM 
To: Justin Howes; Paula Brisotto 
Subject: FW: Ownership of Items 

Hi Justin & Paula 

1 

2001 



WIT.0019.0012.2076 

I'm thinking that communication of ownership of items hasn't changed over the past month- do you agree? 

Cheers 
Cathie 

From: mailto: 
Sent: Wednesday, 4 June 2014 2:12 PM 
To: Cathie Allen 
Subject: Ownership of Items 

Hi Cathie 

Just following up to see if this issue has improved in the last month or so. At the time, I sent a statewide email to all 
forensic officers with the following information: 

To enable a faster turnaround for DNA results, please ensure sufficient information is recorded in the 'Exhibit Notes 
and QHFSS Advice' field on the FR 'Exhibit Record' to allow scientists at QHFSS to determine the owner or wearer of 
an item. 

In cases where the exhibit is taken directly from the suspect or victim, the appropriate 'Relationship' checkbox 
(Suspect or Victim) is also to be selected on the Exhibit Record. 

On occasions where the forensic officer has reason to believe an item belongs to a particular person (but has not 
been collected directly from that person), this information should be included in the 'Exhibit Notes and QHFSS 

Advice', e.g. "Shoe from wardrobe of Joe Bloggs". 

When this information is conveyed to QHFSS via the FR, the scientist can expedite results by employing the correct 
interpretation methodology without seeking further clarification. The information can also assist in deciding the best 
re-work strategy and whether to report for intell purposes. 

Could you let me know if your staff are still having issues regarding ownership of items. If so, I will take it further. 

Thanks 

David Neville 
Inspector 
Quality Manager 
Ph M 

0 .................................................... .. 

This email message and any attached files may contain information that is confidential and subject of legal privilege intended only for use by the individual or 
entity to whom they are addressed. If you are not the intended recipient or the person responsible for delivering the message to the intended recipient be 
advised that you have received this message in error and that any use, copying, circulation, forwarding, printing or publication of this message or attached 
files is strictly forbidden, as is the disclosure of the information contained therein. If you have received this message in error, please notify the sender 
immediately and delete it from your In box. 
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WIT.0019.0012.2077 

To: Neville.DavidH[OSC] 
Subject: Ownership of Items 

Hi Dave 

Recently it's been raised to my attention that the staff in Forensic DNA Analysis spend a fair amount of time 
requesting information from QPS regarding the ownership of items. It appears that not a lot of that detail is 
transferred across to QH, despite the mechanism being available. 

Are you able to request that all items of clothing have information regarding ownership supplied at the time of 
submission? If ownership is unknown, then 'ownership unknown' would be greatly appreciated. This will help us to 
differentiate between items where its been forgotten. 

The ownership of items is more important these days - due to the use of STRmix. As PP21 is more sensitive and we 
are detecting more mixed DNA profiles, this means that we are putting this mixtures through STRmix. In STRmix 
you're able to condition on a person (ie suspect) and this greatly helps the end result. By having this information 
available at time of submission, it reduces time required to follow-up for the information when the results are ready for 
STRmix. 

Cheers 
Cathie 

Cathie Allen BSc. MSc (Forensic Science) 
Managing Scientist for Forensic Chemistry & Forensic DNA Analysis 
Police Services Stream 1 Forensic & Scientific Services 1 Health Services Support Agency 

rnment 

I www.health.qld.gov.au 

,fi\ fi\ 
\.'.U Idea simla 1tc.tlon ~ Urtleii!Sh )lQI~otlal 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). This confidentiality is not waived or lost, if you receive it 
and you are not the intended recipient(s), or if it is transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The information contained in this email, including any attachment sent 
with it, may be subject to a statutory duty of confidentiality if it relates to health seiVice matters. 

Ifvou are not the intended recipient(s), or if you have received this email in error, you are asked to immediately notifY the sender by telephone collect on Australia···· 
or by return email. You should also delete this email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any form of disclosure, modification, distribution and/or 
publication of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, Queensland Health does not accept responsibility for the 
consequences if any person's computer inadvertently suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer 
programme or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland Government. 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * * * 
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CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 

have received this el ectroniciim·e-ssjalgleiiiin.elriro1r1. lpll elalslell•••• 
inform the sender or contact !I 1 1 
This footnote also confinns that this email message has 
been checked for the presence of computer viruses. 
********************************************************************** 

WIT.0019.0012.2078 
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Paula Brisotto 

From: 
Sent: 
To: 
Cc: 
Subject: 

Hi Dave 

Justin Howes 
Wednesday, 14 February 2018 11 :52 AM 

Paula Brisotto 
Ownership information 

One piece of information that we regularly request of QPS is 'ownership' information. This means, information on 
from whom the item was taken from eg. swab of arm of SMITH; shorts from JONES. 

This allows us to apply the best interpretation to these DNA profiles being a conditioned/remaining situation. With 
these interpretations, by factoring in the 'conditioned' contribution, we can have an improved ability to obtain a 
'remaining' DNA profile that could be put to NCIDD to identify possible POls for QPS. For example: 

• 2 person mixture where both people have contributed evenly. If we could condition the profile, 
which is effectively removing the 'owner's' DNA from the mix, we could have a profile remaining 
that could be loaded to NCIDD. This is obviously important in unknown offender cases where 
potentially that profile could be loaded and linked to a profile on the database. 

Is there some way that QPS could look at their processes to make it clear to us for items (and these would be the 
parent items from which QPS have subsampled) who the 'owner' is. If there is doubt, it should be 'unknown' eg. 
when a shirt is located on the floor. 

Any assistance on this would be appreciated and hopefully with this refresher, we can improve our abilities to send 
intelligence to QPS more efficiently. 

Regards 
Justin 

Justin Howes 
Team Leader- Forensic Reporting and Intelligence Team 

Forensic DNA Analysis, Forensic & Scientific Services, 
Health Support Queensland, Department of Health 

PI 
al 
w I Queensland Health 

HSQ's vision I Delivering the best health support services and solutions for a safer and healthier Queensland. 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 
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Paula Brisotto 

From: 
Sent: 
To: 
Subject: 

FYI 

Justin Howes 

Justin Howes 
Wednesday, 14 February 2018 12:36 PM 
Paula Brisotto 
FW: Ownership information 

Team Leader- Forensic Reporting and Intelligence Team 

Forensic DNA Analysis, Forensic & Scientific Services, 
Health Support Queensland, Department of Health 

PI 
al 
WI 

WIT.0019.0012.2080 

HSQ's vision I Delivering the best health support services and solutions for a safer and healthier Queensland. 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

From: Keatinge.DavidJ[OSC] [mailto 
Sent: Wednesday, 14 February 2018 
To: Justin Howes 
Subject: RE: Ownership information 

Thanks Justin- much appreciated. We will attempt to get an email out to the troops to remind them of this very 
soon. 

Regards 
Dave 

David Keatinge 

Inspector I Quality Manager I Forensic Services Group I Queensland Police Service 

1- IEmail 

From: Justin Howes •.:...:..:.;:::..:..:..::= 

Sent: Wednesday, 14 F 
To: Keatinge.DavidJ[OSC] 
Cc: Paula Brisotto 
Subject: Ownership information 

Hi Dave 

One piece of information that we regularly request of QPS is 'ownership' information. This means, information on 
from whom the item was taken from eg. swab of arm of SMITH; shorts from JONES. 
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This allows us to apply the best interpretation to these DNA profiles being a conditioned/remaining situation. With 
these interpretations, by factoring in the 'conditioned' contribution, we can have an improved ability to obtain a 
'remaining' DNA profile that could be put to NCIDD to identify possible POls for QPS. For example: 

• 2 person mixture where both people have contributed evenly. If we could condition the profile, 
which is effectively removing the 'owner's' DNA from the mix, we could have a profile remaining 
that could be loaded to NCIDD. This is obviously important in unknown offender cases where 
potentially that profile could be loaded and linked to a profile on the database. 

Is there some way that QPS could look at their processes to make it clear to us for items (and these would be the 
parent items from which QPS have subsampled) who the 'owner' is. If there is doubt, it should be 'unknown' eg. 
when a shirt is located on the floor. 

Any assistance on this would be appreciated and hopefully with this refresher, we can improve our abilities to send 
intelligence to QPS more efficiently. 

Regards 
Justin 

Justin Howes 
Team Leader- Forensic Reporting and Intelligence Team 

Forensic DNA Analysis, Forensic & Scientific Services, 
Health Support Queensland, Department of Health 

PI 
al 
WI 

HSQ's vision I Delivering the best health support services and solutions for a safer and healthier Queensland. 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). This confidentiality is not waived or lost, if you receive it 
and you are not the intended recipient(s), or if it is transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The information contained in this email, including any attachment sent 
with it, may be subject to a statutory duty of confidentiality if it relates to health seiVice matters. 

~e not the intended recipient(s), or if you have received this email in error, you are asked to immediately notifY the sender by telephone collect on Australia •••• 
-or by return email. You should also delete this email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any form of disclosure, modification, distribution and/or 
publication of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, Queensland Health does not accept responsibility for the 
consequences if any person's computer inadvertently suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer 
programme or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland Government. 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * * * 
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CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electronic message in error, please 
inform the sender or contac 
This footnote also confinns . - . - ... - .. 
been checked for the presence of computer viruses. 
********************************************************************** 

WIT.0019.0012.2082 
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Paula Brisotto 

From: Allan McNevin 
Sent: Thursday, 15 May 2014 10:35 AM 
To: Emma Caunt; Allan McNevin; Amanda Reeves; Cathie Allen; Justin Howes; Kirsten 

Scott; Kylie Rika; Luke Ryan; Paula Brisotto; Sharon Johnstone 
Subject: Item ownsership - proposed new process (reply by COB Mon 19th May) 

Hi all, 

After a number of discussions about item ownership, I have developed a proposed new process with SSLU. 

There is an available list that has a catchy name- the "ELF" list (I am logging a job to have it renamed "Item 
Ownership" from the current name). 

The proposal is for ERT or any CM'er to simply list insert any sample where item ownership information is required, 
and once a day SSLU would e-mail QPS with a list of samples that need the information. SSLU would then put the 
answer back into the UR notes and scan the e-mail (like they do now). 

The rule for ERT will be- for any item (tube or whole item) that is either a body swab or item of clothing & there are 
reference samples associated with the case & there is no information regarding item ownership then it will be list 
inserted to the ELF list for SSLU to follow up. Whilst this won't catch everything (as sometimes the Ref samples come 
in later), it will save people following up on things where we may never get the appropriate ref samples, but will save 
time for cases where we do have them. 

Andrea said that SSLU would give QPS 3 days to get back to them with an answer as there are times where SOCO's 
or IO's need to be contacted and they can be on days off etc. SSLU would then follow up a second time (they will 
manage this). 

so, if you are happy with us moving forwards and implementing this minor change (or not) can you please reply with 
the above voting buttons by COB Monday. 

ta 
AI 

Allan McNevin 
Supervising Scientist Evidence Recovery- Forensic DNA Analysis 
Police Services Stream 1 Forensic and Scientific Services 1 Health Services Support Agency 

ment of Health Queensland Government 

I www.health.qld.gov.au/hssa/ 
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Paula Brisotto 

From: Allan McNevin 
Sent: Tuesday, 20 May 2014 3:05 PM 
To: Allan McNevin; Amanda Reeves; Cathie Allen; Justin Howes; Kirsten Scott; Kylie Rika; 

Luke Ryan; Paula Brisotto; Sharon Johnstone 
Cc: Emma Caunt 
Subject: RE: Ownership of Items list- process implementation 

I meant to put "Monday the 26th May" 

cheers 
AI 

From: Allan McNevin 
Sent: Tuesday, 20 May 2014 3:03 PM 
To: Allan McNevin; Amanda Reeves; Cathie Allen; Justin Howes; Kirsten Scott; Kylie Rika; Luke Ryan; Paula Brisotto; 
Sharon Johnstone 
Cc: Emma Caunt 
Subject: Ownership of Items list - process implementation 

Hi all, 

Given that everyone who has replied to my e-mail on Thursday is happy with the use of the "ELF" list for item 
ownership, I will liaise with Andrea to start the use of this list on Monday ( 

The for to get the list name change has only been completed by myself today, but I don't see this as an impediment to 
implementation. 

So, I will leave it up to each line manager to communicate this change to their teams, and I will update the minor 
changes log on Monday. 

cheers 
AI 

Allan McNevin 
Senior Scientist Evidence Recovery- Forensic DNA Analysis 
Police Services Stream 1 Forensic and Scientific Services 1 Health Services Support Agency 
Department of Health Queensland Government 

t. 
e www.health.qld.gov.au/hssa/ 

® I deBs IIlia actron (] Umlea.slil patentfal 
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Cathie Allen 

From: 
Sent: 
To: 
Cc: 
Subject: 

Hi Cathie, 

CA-87 

McNab.BruceJ [OSC] 
Friday, 14 February 2020 7:10AM 
Cathie Allen 
John Doherty; Neville.DavidH[OSC] 
RE: Request for information 

We've had a look at this issue from our end. 

WIT.0019.0012.2086 

In short, it was changed from our end unintentionally, as such, much of FSG we were unaware until advised by your 
team. Those who located it, did so whilst performing their normal duties of scanning the FR to either see the 
progress, or the results of your examinations. No action was taken with any of the information that could be seen, 
as soon as you advised us, we changed it back so no one could see. I am confident with the departure of Tim, and 
the movement of all work over to BONA till the commercialisation process is completed that such an issue will not 
arise again. 

We accept that his unintentional change took place at our end. 

In conclusion it shows that they greater degree of cooperation and information sharing between our departments is 
ensuring that the people of Queensland are being well served. 

Have a great weekend. 

Bruce McNab BM 
Superintendent 7417 
Operations Commander 
Forensic Services Group 
OPERATIONS SUPPORT COMMAND 

-alice Service 

Yammer- Forensic Services Group 

Did you know? - Over 70o/o of volume crime is solved by Forensic 
Services Group. 

ENSIC Sllii~ICES ~~!!!!!!!""'"-----~..,. 
.... KGBOUJl 

lOUR P!EOPLE 

AlTER 
From: Cathie Allen 
Sent: Wednesday, 12 February 2020 16:13 
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To: McNab.BruceJ 
Cc: John Doherty 
Subject: Request for information 

Hi Supt McNab 

WIT.0019.0012.2087 

Thank you for your time today on the teleconference regarding access by QPS staff members to Forensic DNA 
Analysis results that may have not been through the peer review process (via Exhibit Testing Table and Profile Data 
Analysis page). 

Forensic DNA Analysis are accredited through NATA, under 15017025. Under Section 7.11- Control and data and 
information management, there appears to have been a breach (' ... changes need to be authorised, documented and 
validated before implementation.' And 'LIMS must be: be protected from unauthorised access; LIMS must be 
maintained in a manner which ensures the integrity of the data and information'). An investigation, including 
corrective actions, regarding this will need to be conducted to advise NATA. This is normal for a breakdown in 
accreditation requirements and is not intended to be adversarial. Documenting an investigation and addressing the 
root cause is a requirement under any quality system. 

To assist us to address this corrective action report, can you please provide either John or myself with the following 
information: 

How did it occur that QPS staff who have Results Management or Quality access were also provided with 
access to Forensic DNA Analysis Exhibit Testing and Profile Data assessment information? 
When did this change occur? (noting the removal of access was on Wednesday, 121

h of Feb, prior to or at 

2pm). 
What did the QPS staff do with the information that they had available to them? 
Who authorised the change to occur? 
Why was FSS not advised of this change prior to it occurring? 

This will inform a risk-based assessment of the issue and allow us to demonstrate to NATA that we took appropriate 
action to address the issue and the root cause. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist 

Police Services Stream, Forensic & Scientific Services 
Health Support Queensland, Queensland Health 

w www.health.qld.qov.au/healthsupport 

l:ntegrity 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 
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******************************************************************************** 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). 
This confidentiality is not waived or lost, if you receive it and you are not the intended recipient(s), or if it is 
transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The 
information contained in this email, including any attachment sent with it, may be subject to a statutory duty of 
confidentiality if it relates to health service matters. 

If you are not the intended recipient(s), or if you have received this email in error, you are asked to immediately 
notify the sender by telephone collect on Australia r by return email. You should also delete this 
email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any 
form of disclosure, modification, distribution and/or publication of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, 
Queensland Health does not accept responsibility for the consequences if any person's computer inadvertently 
suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer 
programme or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland 
Government. 

********************************************************************************** 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electroni II • . I • I • I I •. • 

inform the sender or contac 
This footnote also confinns that this email message has 
been checked for the presence of computer viruses. 
********************************************************************** 
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Health Support Queensland 
EXECUTIVE DIRECTOR BRIEFING NOTE CA-88 

SUBJECT: Forensic Register, user access and explicit images 

D Approved 

D Not approved 

D Noted 

WIT.0019.0012.2089 

C-ECTF-20/XXXX 

Forensic and Scientific Services 

John Doherty, Executive Director, Forensic and Scientific Services 
D Further information required 

(see comments) 

ACTION REQUIRED BY 
30 October 2020 

Comments: 

RECOMMENDATIONit is recommended the Executive Director: 
• Endorse the continuation of the current image process in the Forensic Register (FR), whereby images that 

are explicit are marked as such and Forensic and Scientific Services (FSS) staff can gain access to those 
images without requesting them. 

• Advocate with the Queensland Police Service (QPS) the continuation of the current image process with 
respect to explicit images being marked as such. 

• Approve FR access of images to be utilised from the Forensic Pathologists' own desktop. 
• Approve Dr Naylor or appropriate delegate from Forensic Pathology to provide communication to Forensic 

Pathologists regarding access to the FR and how password resets are gained. 

ISSUES 
1. Recently, some Forensic DNA Analysis staff were exposed to explicit crime scene images on the FR, as a 

QPS officer had not marked the image as explicit. Marking of the image as explicit means that the thumbnail 
image is hidden, and a warning is provided to the user prior to opening the image. 

2. Continued exposure to explicit images could be harmful to staff members from both FSS and the QPS. 
3. Forensic DNA Analysis and Forensic Pathology staff access location images and crime scene images for a 

variety of reasons, including cross checking these images with the description of the item assists with quality 
assurance. Both location images and crime scene images can be explicit. 

4. The QPS have provided the following feedback: 
4.1. Crime scene images on a compact disc were no longer going to be provided to Forensic Pathologists, 

given Forensic Pathologists had been provided with access to the FR from their desktop. 
4.2. Forensic Pathologists prefer to request access to the images via the QPS officers' FR access as these 

QPS officers are located with the FSS Mortuary. 
4.3. Forensic Pathologists advised the QPS that although they had access to the FR, they were no longer 

able to access it after the first three months. [This is likely to be due to Forensic Pathologists requiring 
a password reset, as their password had expired due to not accessing the FR for that period.] 

BACKGROUND 
5. Forensic Property Point (FPP), Scientific Services Liaison Unit (SSLU) and Forensic Chemistry went live 

with the FR on 16 May 2016. Forensic DNA Analysis went live with the FR on 15 June 2017. Forensic 
Pathology staff (26) were provided access to the FR in late 2017. Training by the Scientific Services 
Development Unit (SSDU) has been undertaken with all staff that have access to the FR. 

6. The QPS require two forms to be completed, which are accompanied by a Justice of the Peace certified 
copy of their driver's licence and their Queensland Health identification badge. The QPS then undertake a 
criminal history check prior to providing access to the staff member. 

7. Each year, the Managing Scientist- Police Services Stream completes an audit of all FSS staff members 
with FR access to ensure that their access is required to be continued for another year. 

8. The QPS undertook a review which highlighted that the only staff that required crime scene images to be 
provided on a disc and delivered to them was Forensic Pathologists. At this point, the QPS advised that it 
would no longer provide images in this manner, given the Forensic Pathologists had desktop access to the 
FR to view the images. 

9. FSS mortuary staff members are required to enter a small amount of data into the FR for autopsy samples 
that require DNA analysis. Damien Cass, Mortuary Manager, has advised that the mortuary staff don't have 
the time to enter the data or cannot remember how to enter the data into the FR. This means that FPP staff 
members enter this data when the items are delivered to FPP. 

10. The password for the FR must be changed every three months, and the FR must be accessed at least once 
in a three-month period to remain an active user. 

2015 



Health Support Queensland 
EXECUTIVE DIRECTOR BRIEFING NOTE 

WIT.0019.0012.2090 

C-ECTF-20/XXXX 

Forensic and Scientific Services 

11. The FR Training Manual (QIS #33744) details how to reset your own password via the QPS Password 
Manager application or by contacting the Managing Scientist- Police Services Stream for a reset. 

RESULTS OF CONSULTATION 
12. lice Ristanovski, A/Coordinator FPP has provided feedback from the group that it would be rare that they 

would review location or scene images prior to or during the receipt process for an item. 
13. The Forensic Chemistry Management Team have provided the following feedback - use of crime scene 

images assists with sample prioritisation, advice on chemicals or materials found at a scene (including 
explosives and/or CBR manufacture), comparison of labelling and packaging of an exhibit before and after 
delivery for quality issues and provision of advice on destruction of items that have not been submitted to 
FSS. The team's preference was to have the images available, rather than having to request them. 

14. I verbally consulted with Paula Brisotto, Team Leader for Evidence Recovery & Quality Team and it was 
agreed that there was a need for crime scene images for quality purposes, as once an item has begun 
processing with a particular barcode, any changes to the unique identifier (barcode) cannot be made. 

RESOURCE/FINANCIAL IMPLICATIONS 
15. If a process was implemented whereby crime scene images were made available only on request, this will 

have impacts on human resources for both FSS and the QPS. 

SENSITIVITIES/RISKS 
16. The nature of the crime scene images are sensitive. 

ATTACHMENTS 
Nil 

Author 
Name: Cathie Allen 
Position: Managing Scientist- Police 
Services Stream 
Business/Branch: Forensic & Scientific 
Services 
Tel No: 
Date Drafted: 23 Oct 2020 

Cleared by (Principal Advisor) 
Name: Alison Slade 
Position: Principal Advisor 
Business/Branch: Forensic & Scientific 
Services 
Tel No 
Date Cleared: 23 October 2020 
*Note clearance contact is also key contact 
for brief queries* 
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Allison Lloyd 

From: 
Sent: 
To: 
Cc: 
Subject: 

Thanks Allison, much appreciated. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist 

CA-89 

Cathie Allen 
Tuesday, 18 February 2020 4:20 PM 
Allison Lloyd 
Justin Howes 
RE: QPS Manuscript Feedback given via phone call 17/02/2020 

Police Services Stream, Forensic & Scientific Services 
Health Support Queensland, Queensland Health 

l:ntegrity 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

From: Allison Lloyd 
Sent: Tuesday, 18 February 2020 1:34PM 
To: Cathie Allen 
Cc: Justin Howes 
Subject: QPS Manuscript Feedback given via phone call17 /02/2020 

Hi Cathie, 

WIT.0019.0012.2091 

Engagement 

Here is a breakdown of the feedback I gave to Dr Matt Krosch yesterday morning via phone call regarding the 
'Variation in Forensic DNA profiling ... 'manuscript. 

Points discussed: 

1. Page 4/Methods- We were still using Profiler Plus for volume crime samples for the most part of 2017 
which was not mentioned. This also had implications for results obtained in the second paragraph 
of Methods as we were using a binary method of interpretation which would affect the profiles that could 
be counted as a 'successful' profile. 

2. Page 4/Methods- QIA symphony was not mentioned 
3. Page 5/Methods, line 1: Sub-threshold information (<150rfu) was incorrect and different for the different 

kits used. 
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4. Page 4/Methods, bottom line: (no DNA+full) what does this mean? This is when a 'NO DNA' result line was 
released and most likely the quant was not right, the batch requanted and corrected results released. I said 
these results should be considered as being the 'updated/corrected' results. 

5. General discussion on what was considered a 'full' profile/mixed/partial. These results were taken directly 
from result lines in the FR. I offered to go through them in more detail. In my opinion, Dr Krosch did not 
have a particularly strong understanding of the results or what they meant. 

6. General discussion on what was considered a 'successful' profile. I said that in my opinion, obtaining a 
profile regardless of whether is was able to be interpreted would be considered successful. It is my 
understanding that the QPS version of a successful result was obtaining a suspect identification/LR favouring 
contribution for a suspect (Page 6, 1'1 paragraph). I suggested that some definitions around 'success' and 
even the types of results such as 'full/mixed/partial etc' were put in the manuscript to avoid ambiguity. 

7. General discussion that the processes/reworking strategies that DNA Analysis used were not vital to the 
manuscript as this was generally looking at different sampling methods and the different types of results 
obtained from those sampling methods and substrates and the point of the paper was for SOCOs to have 
some printed advice to take to Investigators for discussions as to why certain samples might not be as 
worthwhile as others (as per the anecdotal experience mentioned on page 3/lntroduction). I expressed 
enthusiasm for this as I could see that might be less complex or uninterpretable profiles and our analysts 
could focus more time on potentially meaningful samples which would benefit us all. The impression I got 
from this was that we were both on the same wavelength. 

8. General discussion on the success of the tape lifts (page 7 /Discussion). I gave anecdotal stories of where I 
had seen unexpected profiles obtained on objects such as tapelifted rocks/bricks and that the success of the 
tapelifts was pleasantly surprising. 

Thanks, 

Allison Lloyd 
A/Senior Scientist- Intelligence Team 

Forensic DNA Analysis, Police Services Stream 
Forensic & Scientific Services, Health Support Queensland, Queensland Health 

Customers and P.atients first Accountability 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and emerging. 
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Cathie Allen 

From: 
Sent: 
To: 
Cc: 
Subject: 

Cathie Allen 
Friday, 17 December 2021 9:52 AM 
Lara Keller 
Justin Howes; 'Paula Brisotto' 
FW: Enquires from Ms Kirsty Wright 

WIT.0019.0012.2093 

Attachments: Email re FSS inclusion on QPS journal article.pdf; Email re QPS journal article_July 
2021.pdf 

Hi Lara 

It's extremely disappointing that the journal article written by a QPS staff member is now looking to be used against 
the laboratory. Both Allison Lloyd and myself gave significant verbal feedback to Dr Matt Krosch regarding the 
deficiencies within the draft version of the paper, however none of our concerns were taken on board. 

I escalated this issue to John Doherty, as the paper contains duplicate samples (at the very least) so has at least 1 
flaw scientifically. My understanding was that John was working with Supt Bruce McNab on this and despite my 
repeated follow-up, no outcome was provided to me. Until I found the journal article myself in July of this year. I 
was never advised that the QPS were proceeding to publishing. 

The acknowledgement of myself on the paper is reprehensible, as it appears that I support the paper, when I 
verbally expressed to the author that I did not support the draft as it was. I wished I'd been provided a copy of the 
paper to be published, as I would have directed the author to remove my name from the acknowledgements as I do 
not wish to be associated with it . 

. Acknowledgments 

The au(hor would like to thank Inspectors David Keatinge and David Neville (QPS), and All isor 
Cathie Allen (QHFSS) Fort eir review of the manuscri pt and valuable comments and discussi1 
Midd l·eton (QPS) assisted extraction of DNA results from the ILl MS. 

Tim Middleton was a QPS contractor that was working on the Forensic Register, so had access to pull data from the 
FR, without the knowledge of FSS. FSS were not involved in the setting the parameters for collecting the DNA data. 

It appears that lnsp Neville has authorised Dr Krosch to proceed with publishing, despite our concerns and requests 
for changes. 

My plan is to email the Inspector back and thank him for advising us of the enquiries, advise that FSS had raised 
concerns to the author prior to publishing and to request that if further enquiries are made that we are advised of 
them. 

Cheers 
Cathie 

Cathie Allen BSc, MSc (Forensic Science) (She/Her*) 
Managing Scientist 
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Social Chair, Organising Committee for 25th International Symposium of the 
Australian and New Zealand Forensic Science Society (ANZFSS), Brisbane, 11 - 15 Sept 2022 

Police Services Stream, Forensic & Scientific Services 
Prevention Division, Queensland Health 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

*If you're wondering about the use of pronouns She/Her on this signature block, I encourage you to read some resources available here 

From: Neville.DavidH[OSC] 
Sent: Friday, 17 December 
To: Cathie Allen 
Cc: Lara Keller 
Subject: Enquires from Ms Kirsty Wright 

MARK YOUR DIARY 

This email originated from outside Queensland Health. DO NOT click on any links or open attachments 
unless you recognise the sender and know the content is safe. 

Hi Cathie 
I need to give you a heads up on an enquiry made by Kirsty Wright recently. The email string below is fairly self­
explanatory. We wont be providing her any further comment. 

David Neville 
Inspector 
Biometrics 
Forensic Services Group 

Ope:r~a~tio~n~s~S~up~p~o~rt~Command Ph: 
Mob: 

From: Kirsty Wright-
Sent: Thursday, 16 December 202111:08 
To: Krosch.MattN[OSC] 
Cc: Neville.DavidH[OSC] 
Subject: Re: Some Further Analysis from your Paper 

CAUTION: This email originated from outside of Queensland Police Service. Do not click links or open attachments unless you 
recognise the sender and know the content is safe. 

Hi Matt, 
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Thank you for your response and clarifying the sexual assault samples. I understand your comments about 

not using the data to make comment about the lab's efficiency, and will respect your position on 

that. There are some very interesting results in there that may indicate there are issues in the lab 

though. The breast, oral and penis swabs are essentially clinical samples (taken from either the victim or 

offender by a GMO). To get such high amounts of 'no DNA' from those swabs is a concern (eg 52% of 

penis swabs getting no DNA, when you would expect to always at least get the donor). 

Thanks again and have a lovely Christmas. 

Dr Kirsty Wright 

Visiting Fellow 

Genomics Research Centre, 

Institute of Health and Biomedical Innovation 

From: Krosch.MattN[OSC] 
Sent: Thursday, December 
To: Kirsty Wright 
Cc: Neville.DavidH[OSC] 
Subject: RE: Some Further Ana ysis 

Dear Kirsty, 

Thank you for your inquiry. Regarding your specific questions, sexual assault sample results included both fractions 
(where relevant), and I am not sure about AP/microscopy results for the semen swabs. More broadly, however, the 
purpose of the paper was to provide some insight for crime scene examiners about the likelihood of generating a 
useable profile from a particular sample type based on the substrate and collection technique and thereby inform 
their decision-making at the point of collection. The study was not designed to evaluate the efficacy of the testing 
laboratory and it would be inappropriate to use the data for that purpose. Any attempt to do so would be 
significantly flawed. There are numerous caveats around these data and the appropriateness or otherwise of 
comparing these with previous studies, many of which are discussed in the paper. It would not be appropriate for 
me to comment more broadly on these matters. 

Kind regards, 
Matt 

Dr Matt Krosch 
Research Officer 
Quality Management Section 
Forensic Services Group 
Operation Support Command 
Queensland Police Service 
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Members of QMS will at times be working from home during the COVID-19 crisis. If my office phone goes 
unanswered, please call me on the mobile above if you need to speak with me. 

From: Kirsty Wright > 
Sent: Monday, 13 December 2021 08:21 
To: Krosch.MattN[OSC] <11 •••••••••• 1> 
Subject: DNA Profiling Success Article 

CAUTION: This email originated from outside of Queensland Police Service. Do not click links or open attachments unless you 

recognise the sender and know the content is safe. 

Hi Matt, 

I'm doing some research into the lab issues that were affecting the BLACKBURN case after the introduction 
of PP21 and STRMix. I found your 2020 paper in AJFS about DNA profiling success rates. I don't want to 
draw any incorrect or unfair conclusions from the data, so can I ask you some questions just to clarify a 
couple of points? Eg for the sexual assault samples, were these only the male fractions? For semen 
samples, were these AP+ and micro+? Please let me know if this is OK, and when would be a good time to 
talk. 

Best wishes 

Dr Kirsty Wright 

Visiting Fellow 

Genomics Research Centre, 

Institute of Health and Biomedical Innovation 

4 

2022 



Allison Lloyd 

From: 
Sent: 
To: 
Subject: 

Hi Cathie, 

Allison Lloyd 
Friday, 14 February 2020 3:25 PM 
Cathie Allen 
RE: DNA success rates manuscript 

My apologies, it won't happen again. 

Thanks, 

Allison 

From: Cathie Allen 
Sent: Friday, 14 Feb 
To: Allison Lloyd 
Cc: Justin Howes 
Subject: FW: DNA success rates manuscript 

Hi Allison 

I've just received the below email back from lnsp Neville at the QPS. 

WIT.0019.0012.2097 

I'm surprised that you forwarded the email that I had written to you onto Dr Matt Krosch. From my perspective, the 
information I provided to you was for your information only and I hadn't intended for Dr Matt Krosch to be aware of 
what I had expressed to you and how I expressed it to you. 

In future circumstances like this, can you please ensure that the QPS aren't forwarded emails from me in this way. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist 

Police Services Stream, Forensic & Scientific Services 
Health Support Queensland, Queensland Health 

p 
a 
e 

----

l:ntegrity 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

From: Allison Lloyd 
Sent: Friday, 14 February 2020 10:31 
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To: Krosch.MattN[OSC] 
Subject: FW: DNA success rates manuscript 

Hi Matt, 

I've been asked to go through your manuscript. I've given it a good read and have a few questions/comments ... I'm 
more than happy to meet up or talk on the phone, whatever suits you better. 

My number is -o-

Looking forward to working with you on this. 

Kind regards, 

Allison Lloyd 
A/Senior Scientist- Intelligence Team 

Forensic DNA Analysis, Police Services Stream 
Forensic & Scientific Services, Health Support Queensland, Queensland Health 

www. health .q ld .gov. au/he a lthsu pport/businesses/forensic-a nd-scie ntific-services 

Accountability Engagement 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and emerging. 

From: Cathie Allen 
Sent: Tuesday, 11 
To: Allison Lloyd 
Cc: Justin Howes 
Subject: FW: DNA success rates manuscript 

Hi Allison 

; Paula Brisotto 

Thanks so much for agreeing to be the FSS collaborator on this paper- I really appreciate it, given your busy role. 

Attached is the manuscript and also the raw data. 

I've discussed with Matt that the Government would be expecting a collaboration on this, given the significant 
investment they have made in the Forensic DNA Analysis lab to undertake DNA testing solely for the purpose of the 
QPS. I appreciate that Matt has driven this work himself and has focussed on sampling, however my perspective is 
that the lab has tailored it's processes to ensure success for a sample that's submitted, so it's a collaboration and 
Matt readily agreed. Matt has done all of the evaluation of the data to date, so I suggested that perhaps the FSS rep 
(as we spoke on Friday, prior to offering you the opportunity so wasn't able to name you) would be able to review 
some data, as I believe he hasn't taken into account any microcons that we've done to achieve the profiles. So they 
may need to run the report in the FR again, to capture the post extraction techniques so that we can review them to 
see if they have affected the outcome. If the report needs to be re-run, Matt will be able to achieve that, given he's 
within the QPS. 
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Please let me know if you have any questions. I'm excited that we're able to collaborate with the QPS on this and 
am excited for you to be given this opportunity, given your vast experience with profiles and NCIDD. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist 

Police Services Stream, Forensic & Scientific Services 
Health Support Queensland, Queensland Health 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

From: Krosch.MattN[OSC] 
Sent:Tuesday, 7Janua 
To: Cathie Allen 
Cc: Keatinge. 
Subject: DNA success rates manuscript 

Dear Cathie, 

Engagement 

Over the latter months of last year I spent some time summarising FR data for DNA results with a view to establish 
percentage successes for common items/substrates and collection methods. This was essentially a self-driven 
project that grew out of conversations with SOCOs and OICs and so the focus was on our side of the process to 
ensure we're making the best decisions on sampling to maximise success in the lab. In a nutshell it involved pulling 
information on the DNA results for every exhibit that was submitted over a set time period and searching the item 
description/location fields for keywords that allowed extraction of specific items/substrate results. The aim was to 
develop an evidence base on the success rates of sampling certain items to inform procedures and make 
recommendations to our officers on which collection methods were most effective for specific items based on 
recent data from actual casework. 

I've now completed the analysis and have written the results up as a short paper that I hope to submit to AJFS as I 
believe this information is important to communicate to the forensic community. However, because the paper 
necessarily contains information about DNA profiling in Queensland we wish to offer you the opportunity to review 
the draft manuscript before submission to ensure that you and QHFSS are happy for the contents to be published. 
Please find attached the draft manuscript as a word document and the tables both at the end of the manuscript and 
as a separate excel file on individual sheets. 

If you would like any further explanation on the methods or outcomes, please don't hesitate to get in touch. 

Kind regards, 

Matt 
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Dr. Matt Krosch 
Research Officer 

Quality Management Section, Forensic Services Group 

Queensland Police Service 

Ph I M: I Email: 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electroni--­
inform the sender or contact 
This footnote also confinns t a 1s ema1 message as 
been checked for the presence of computer viruses. 
********************************************************************** 

******************************************************************************** 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). 
This confidentiality is not waived or lost, if you receive it and you are not the intended recipient(s), or if it is 
transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The 
information contained in this email, including any attachment sent with it, may be subject to a statutory duty of 
confidentiality if it relates to health service matters. 

If you are not the intended recipient(s), or if you have received this email in error, you are asked to immediately 
notify the sender by telephone collect on Australia or by return email. You should also delete this 
email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any 
form of disclosure, modification, distribution and/or publication of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, 
Queensland Health does not accept responsibility for the consequences if any person's computer inadvertently 
suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer 
programme or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland 
Government. 

********************************************************************************** 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
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to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electroni 
inform the sender or contac 
This footnote also confirms 

II • - • • I • • a •- • 

. - . - ... - .. 
been checked for the presence of computer viruses. 
********************************************************************** 
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Cathie Allen 

From: 
Sent: 
To: 
Subject: 

Importance: 

Hi John 

Cathie Allen 
Friday, 14 February 2020 3:14PM 
John Doherty 
FW: DNA success rates manuscript 

High 

WIT.0019.0012.21 02 

Seems that Dr Matt Krsoch has had a change of mind or been influenced to change his mind (probably due to the 
request of doing more data mining). 

From my perspective, their rationale of being focussed on sampling is incorrect. They have not tested different 
sampling methods and have used crime scene samples for this paper. 

From my perspective, this is unacceptable to exclude us as an author and won't represent the data accurately if 
post-extraction methods are taken into account (as they could vary the success rate!!!). 

Could you please discuss this with Supt McNab. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist 

Police Services Stream, Forensic & Scientific Services 
Health Support Queensland, Queensland Health 

w www.health.qld.qov.au/healthsupport 

!Integrity 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

From: Neville.DavidH[OSC] 
Sent: Friday, 14 February 
To: Cathie Allen 

< 
Subject: FW: DNA success rates manuscript 

Hi Cathie 
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Matt has forwarded me the below email and we have had a discussion in relation to this. Thanks for taking the time 
to review his work. This paper is aimed at crime scene examiners to help them better focus their sampling 
methodology. It is not aimed at the laboratory and the introduction of additional lab factors might unnecessarily 
complicate the matter. It is important that the possible the impact of micron be covered in the discussion, however 
I don't think it is necessary for us to rerun the data. In this instance we were looking to provide QHFSS an 
acknowledgement in the paper, however it was not anticipated that the article would be become lab focused. As a 
result, a general review is probably all that is needed, if possible please. 

Regards 

David Neville 

From: Allison Lloyd 
Sent: Friday, 14 February 2020 10:31 

To: Krosch.MattN[OSC] ·········••~> Subject: FW: DNA success rates manuscript 

Hi Matt, 

I've been asked to go through your manuscript. I've given it a good read and have a few questions/comments ... I'm 
more than happy to meet up or talk on the phone, whatever suits you better. 

My number is···lor-

Looking forward to working with you on this. 

Kind regards, 

Allison Lloyd 
A/Senior Scientist- Intelligence Team 

Forensic DNA Analysis, Police Services Stream 
Forensic & Scientific Services, Health Support Queensland, Queensland Health 

www. health .q ld .qov. au/he a lthsu pport/businesses/forensic-a nd-scie ntific-services 

Customers and P-atient first Accountability Engagement 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and emerging. 

From: Cathie Allen 
Sent: Tuesday, 11 February 2020 12:04 PM 
To: Allison Lloyd 
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Cc: Justin Howes ; Paula Brisotto 
Subject: FW: DNA success rates manuscript 

Hi Allison 

Thanks so much for agreeing to be the FSS collaborator on this paper- I really appreciate it, given your busy role. 

Attached is the manuscript and also the raw data. 

I've discussed with Matt that the Government would be expecting a collaboration on this, given the significant 
investment they have made in the Forensic DNA Analysis lab to undertake DNA testing solely for the purpose of the 
QPS. I appreciate that Matt has driven this work himself and has focussed on sampling, however my perspective is 
that the lab has tailored it's processes to ensure success for a sample that's submitted, so it's a collaboration and 

Matt readily agreed. Matt has done all of the evaluation of the data to date, so I suggested that perhaps the FSS rep 
(as we spoke on Friday, prior to offering you the opportunity so wasn't able to name you) would be able to review 
some data, as I believe he hasn't taken into account any microcons that we've done to achieve the profiles. So they 
may need to run the report in the FR again, to capture the post extraction techniques so that we can review them to 
see if they have affected the outcome. If the report needs to be re-run, Matt will be able to achieve that, given he's 
within the QPS. 

Please let me know if you have any questions. I'm excited that we're able to collaborate with the QPS on this and 
am excited for you to be given this opportunity, given your vast experience with profiles and NCIDD. 

Cheers 

Cathie 

Cathie Allen 
Managing Scientist 

Police Services Stream, Forensic & Scientific Services 
Health Support Queensland, Queensland Health 

l:ntegrity 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

From: Krosch.MattN[OSC] 

Sent: Tuesday, 7 January 2020 1:02 PM 
To: Cathie Allen . . 

----

Cc: Keatinge.DavidJ[OSC] 
Subject: DNA success rates manuscript 

Dear Cathie, 

Engagement 

Over the latter months of last year I spent some time summarising FR data for DNA results with a view to establish 

percentage successes for common items/substrates and collection methods. This was essentially a self-driven 
project that grew out of conversations with SOCOs and OICs and so the focus was on our side of the process to 
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ensure we're making the best decisions on sampling to maximise success in the lab. In a nutshell it involved pulling 
information on the DNA results for every exhibit that was submitted over a set time period and searching the item 
description/location fields for keywords that allowed extraction of specific items/substrate results. The aim was to 
develop an evidence base on the success rates of sampling certain items to inform procedures and make 
recommendations to our officers on which collection methods were most effective for specific items based on 
recent data from actual casework. 

I've now completed the analysis and have written the results up as a short paper that I hope to submit to AJFS as I 
believe this information is important to communicate to the forensic community. However, because the paper 
necessarily contains information about DNA profiling in Queensland we wish to offer you the opportunity to review 
the draft manuscript before submission to ensure that you and QHFSS are happy for the contents to be published. 
Please find attached the draft manuscript as a word document and the tables both at the end of the manuscript and 
as a separate excel file on individual sheets. 

If you would like any further explanation on the methods or outcomes, please don't hesitate to get in touch. 

Kind regards, 

Matt 

Dr. Matt Krosch 
Research Officer 

Quality Management Section, Forensic Services Group 

Queensland Police Service 

Ph I M I Email 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electron-· · 
inform the sender or conta 
This footnote also confinns that this email message has 
been checked for the presence of computer viruses. 
********************************************************************** 

******************************************************************************** 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). 
This confidentiality is not waived or lost, if you receive it and you are not the intended recipient(s), or if it is 
transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The 
information contained in this email, including any attachment sent with it, may be subject to a statutory duty of 
confidentiality if it relates to health service matters. 
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If you are not the intended recipient(s), or if you have received this email in error, you are asked to immediately 
notify the sender by telephone collect on Australia or by return email. You should also delete this 
email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any 
form of disclosure, modification, distribution and/or publication of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, 
Queensland Health does not accept responsibility for the consequences if any person's computer inadvertently 
suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer 
programme or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland 
Government. 

********************************************************************************** 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electronic-essa e in error lease 
inform the sender or contact 
This footnote also confinns that this email message has 
been checked for the presence of computer viruses. 
********************************************************************** 
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Cathie Allen 

From: 
Sent: 
To: 
Subject: 
Attachments: 

FYI Ladies 

Sent recently. 

Thanks 

Lara 

Lara Keller 
Thursday, 14 July 2022 6:56AM 
Cathie Allen; Helen Gregg 

Emailing: Taylor & Francis 220704 
Taylor & Francis 220704.pdf 
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Queensland 
Government 

WIT.001 

4 July 2022 Pathology Queensland and Forensic & 
Scientific Services 

Dear Sir/ Madam 

Prevention Division 

Department of 
Health 

I am writing to express concern on behalf of this organisation, regarding two instances of 
Acknowledgements in two journal articles where Dr Matt N Krosch has been a common author. 
Acknowledgements of Queensland Health Forensic and Scientific Services (QHFSS) staff 
members have been made; however, my staff report that they had not been notified of the 
acknowledgement nor had they granted their permission to be acknowledged. 

The first journal article was: 'Variation in forensic DNA profiling success among sampled items and 
collection methods: a Queensland perspective', published in May 2020. Acknowledgements were 
provided to Allison Lloyd and Cathie Allen. Both Allison and Cathie advise that they provided 
extensive feedback, however no aspect of their feedback was incorporated. Neither staff member 
was provided with a copy of the final article so that they could verify the context of their contribution 
or grant their permission for acknowledgment. 

The second journal article was: 'Casework comparison of DNA sampling success from steering 
wheels and car seats in tropical Australia', published in November 2021. Acknowledgment was 
provided to Justin Howes. Justin has reported that he has had no contact with the named authors 
regarding this article. He was not provided with a copy of the final article so that he could verify the 
context of his contribution or grant his permission for acknowledgement. 

It is generally accepted that permission from named contributors is granted before acknowledging 
them in research outputs, since acknowledgement may imply a contributor's endorsement of the 
research output. According to my staff, this did not occur for either journal article. 

I therefore respectfully request that these instances are investigated, and a response provided 
please. 

Yours sincerely 

Lara Keller 
A/Executive Director 

Page 1 

Scientific Services 

Forensic and Scientific Services 
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CA-90 

TRACE DNA DETECTION ON PENILE SWABS IN SEXUAL ASSAULT CASES, AN 
INVESTIGATION OF QUEENSLAND DATA 

Lloyd, A 1, McNevin, A 1, Allen, C1 

1Forensic DNA Analysis, Forensic and Scientific Services, Queensland Health, Coopers 
Plains, OLD, 4108 

Trace or touch DNA located on penile swabs of offenders can provide useful information in 
sexual assault cases, potentially establishing a degree of contact between an alleged 
victim and offender. 

Under ideal conditions, DNA profiles can be obtained from minimal amounts of trace DNA, 
however in forensic scenarios, these conditions are not always favourable. DNA can be 
removed, transferred or degraded and sampling success may not be uniform between 
samplers or sample donors. Resulting profiles may be unsuitable for interpretation or for 
application by statistical programs due to low levels of cellular material available or 
complexity of the profile including assessment of the number of potential contributors. 

This work examined data from twelve months of penile swab samples submitted to the 
Forensic DNA Analysis laboratory in Queensland and reports on the types of DNA profiles 
obtained. Analysis compared the differences between results of separately extracted wet 
and dry swabs of the same penile area and investigated the results of swabs submitted for 
a differential extraction if scenarios indicated the subjects had previous intercourse. 

The remainder of the analysis aimed to look at a breakdown of all DNA results obtained 
and report the variation in the profiles. This includes samples where no DNA was detected, 
DNA was insufficient for further processing, single source profiles, complex profiles where 
interpretation was unsuitable and mixed DNA profiles. Mixed DNA profiles are further 
interrogated to show the percentage of samples that were able to be deconvoluted using 
STRmix™ to provide likelihood ratio for evidence samples within a case. 

This analysis showed that DNA profiles and consequent statistical interpretations obtained 
from penile swabs in Queensland remain an important source of information for 
investigators. The analysis of these samples can be complex, and the ability to obtain DNA 
profiles and the assessment of what is informative or non-informative information is multi­
layered. 

Instructions (delete these before submission): 
• Save this file as a .doc or .docx file for submission. Abstracts must be saved with 

the following filename- 'Surname_lnitial'. If you are submitting more than one 
abstract, please also include subsequent numbers in the filename, 
e.g. 'Surname_lnitial_1'. 

• Please use capital letters for the abstract title 
• Make sure you include all the authors and their affiliations in the abstract as there 

will be no opportunity to add these after acceptance 
• Your abstract will appear on the internet and in the program book exactly as 

submitted 
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• Please refer to the Abstract Submission Guidelines for further information 
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Queensland Hea lth 

Forensic and Scientific Services 

Trace DNA Detection on Penile Swabs in Sexual Assault Cases, an 

Investigation of Queensland Data 
Allison Lloyd, Allan McNevin, Kristina Morton and Cathie Allen. 

Forensic DNA Analysis, Police Services Stream, Prevention Division, Queensland Health. 

Abstract 
Trace or touch DNA located on penile swabs of offenders can provide useful 
information in sexual assault cases, potentially establishing a degree of 
contact between an alleged victim and offender. Under ideal conditions, 
DNA profiles can be obtained from minimal amounts of trace DNA, however 
in forensic scenarios, these conditions are not always favourable. DNA can 
be removed, transferred or degraded and sampling success may not be 
uniform between samplers or sample donors. Resulting profiles may be 
unsuitable for either interpretation or application by statistical programs due 
to low-levels of cellular material available or complexity of the profile 
including assessment of the number of potential contributors. 

This study examined data from twelve months of penile swab samples 
submitted to the Forensic DNA Analysis laboratory in Queensland and 
reports on the types of DNA results obtained. Analysis compared the 
quantification results of all samples and the results reported for both non­
differential lysis and differential lysis extraction methods. The analysis also 
compared the differences or commonality between results of separately 
extracted wet and dry swabs from the same penile area. Case specific data 
was also isolated and evaluated to determine the frequency of useable 
profiles per case, regardless of the number of penile swabs contained 
within. The remainder of the study aimed to look at a breakdown of all DNA 
results obtained and report their variations. This included samples that 
resulted in no DNA being detected {no DNA detected), low-level DNA being 
detected which may be insufficient to result in a profile suitable for 
interpretation {low-level DNA detected), single source profiles, mixed 
profiles and profiles considered complex and unsuitable for interpretation 
{complex unsuitable). 

This analysis showed that DNA profiles obtained from penile swabs in 
Queensland remain an important source of information for investigators. 
Results showed that the spermatozoa fraction, in differential lysis samples, 
had a higher prevalence of low quantification values. This increased the 
overall percentage of low-level results unlikely to produce interpretable 
profiles. It was found that only a low percentage of cases resulted in no 
interpretable profiles. The analysis also showed the importance of the 
collecting, separately processing and interpreting wet and dry swabs from 
the same penile area. 

The analysis of these samples can be complex, and the ability to obtain 
DNA profiles and the assessment of informative or non-informative 
information is multi-layered. 

Introduction 
A historical data review was undertaken to investigate the frequency of 
obtaining DNA from penile swabs submitted in sexual assault investigation 
kits {SAIKs) and post-mortem samples {PM) during 2021. Depending on the 
case type and testing requirements requested by Queensland Police 
Service {QPS), swabs were submitted for routine extraction or differential 
lysis extraction. The investigation involved analysis of the reported results, 
quantification estimates, any difference or commonality in results of wet and 
dry swabs from the same site and an assessment of the results of swabs 
from the same case. 

Methods 
Data was extracted from the Laboratory Information Management System 
{LIMS) used by Forensic DNA Analysis- the Forensic Register {FR) for the 
periodof01/01/2021 to31/12/2021. 

Samples were located using various keywords including 'penile', 'penis', 
'shaft', 'base', 'head', 'SAlK', 'urethral', 'urethra', 'glans penis', 'glans', 
'coronal/glans', 'tip', 'mid' and 'coronal sulcus' 

DNA analysis of these samples was carried out using the following 
methods: 

Routine DNA extraction using the QIAsymphony® DNA Investigator Kit 
with QIAsymphony® SP or differential lysis extraction using DNA IQ"' 
Casework Pro Kit with Maxwell® 16. 
DNA Quantification using the Quantifiler®Trio kit with QuantStudio"' 5 
Real-Time PCR. 
DNA Amplification using the PowerPiex®21 System {PP21) with 
GeneAmp® PCR 9700. 
Capillary electrophoresis {CE) using AB 3130x/ and 3500xl Genetic 
Analyzers. 
Profile analysis using the GeneMapper"' ID-X software version 1.6. 

Data from 281 individual samples was obtained. 215 samples underwent 
routine DNA extraction and 66 underwent differential lysis extraction. An 
epithelial fraction {EFRAC) and spermatozoa fraction {SFRAC) were 
created from each sample undergoing differential lysis, resulting in a total 
of 347 results. The 281 samples were obtained from 63 exhibits {SAlK or 
PM), with each exhibit containing between 1 and 8 penile swabs each. 

The quantification value estimates of each sample was categorised into 
one of the following four reportable result categories as per standard 
procedures at the time of sample processing and interpretation in 2021: 

0 to <0.001 ng/IJL =No DNA was detected 
0.001 to 0.0088 ng/IJL =low-level DNA being detected which may be 
insufficient DNA to result in a profile suitable for interpretation 
Interpretable profiles= Single source and Mixed DNA profile 
Complex DNA profile unsuitable for interpretation 

Results 
Quantification results: 
Quantification results of all individual samples showed no trend as can be seen 
in Figure 1, the values varied over a broad range. This is not unexpected due to 
the nature of forensic samples. 
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Figure 1: First run quantification values small amp Iicon target (SAT) only of all 
analysed samples. 

When all of the quantification data is separated into ranges {as shown in Figure 
2 below), it is evident that when the SFRAC results are removed the total 
number of samples within the lower quantification ranges drop considerably. 
However, when the SFRAC results are removed from the upper quantification 
ranges, minimal affect to the total number of results is observed. This result is 
indicative of SFRACs with nil to low spermatozoa numbers heavily contributing 
to the low quantification values. 
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Figure 2: Quantification values of all analysed samples and excluding SFRACs. 

DNA profiling outcomes: 
As shown in Figure 3, of 347 total results, 31 of 66 SFRAC samples had "no 
DNA detected" {47.0%), 3 of66 EFRAC samples had no DNA detected {4.5%) 
and 11 of 215 non-differential lysis samples had "no DNA detected" {5.1 %). Of 
81 samples with a "low-level DNA detected" result, 23 underwent further 
processing and of those, 19 yielded interpretable profiles. 
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Figure 3: Profiling outcomes of non-differential lysis and differential lysis 
extracted samples (EFRACs and SFRACs). 

Wet and dry swabs: 
Of 145 paired wet and dry swabs, 109 {75.2%) obtained a result from the same 
result category in both swabs. Figure 4 shows that when a different result was 
obtained between the wet and dry swabs, generally the wet swab yielded more 
interpretable results. In 20 instances the wet yielded an interpretable result 
whilst the corresponding dry swab was "no DNA detected" or had a "low-level 
DNA detected" result. Conversely, there were 10 instances that the dry swab 
yielded an interpretable result whilst the corresponding wet swab had a "low­
level DNA detected" result. 
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Figure 4: DNA profiling outcomes of paired wet and dry penile swabs with 
similar or different results. 

Exhibits: 
Considering the SAlK or PM in entirety {exhibit), 57 of 63 {90.5%) generated at 
least one interpretable result. When excluding SFRAC results, there was no 
change to this data. The number of exhibits without "no DNA detected" results 
decreased when excluding the SFRAC data. This data is shown in Figure 5. 

DI\JAprolilingout,omesbasedonwtwleexhib<t 

.: .. ::::::::.::===----
.............. -
Figure 5: DNA profiling outcomes for exhibits. 

Discussion 
This study aimed to investigate the frequency of detecting DNA from penile 
swabs, if there is an identifiable difference or commonality in results of wet and 
dry swabs collected from the same site and an assessment of the results of 
swabs from the same case. Penile swab data was extracted for samples that 
were submitted to Forensic DNA Analysis during 2021. A range of keywords were 
used to gather penile swab results from sexual assault investigation kits {SAIKs) 
and post-mortem samples {PM). The analysis compared reported results of no 
DNA being detected, low-level DNA being detected which may be insufficient 
DNA to result in a profile suitable for interpretation, interpretable profiles and 
complex profiles, which were considered unsuitable for interpretation. Results 
showed that DNA profiles obtained from penile swabs in Queensland remain an 
important source of information for investigators. 

Samples that were reported as no DNA being detected were those considered to 
have a quantification value between 0 to <0.001 ng/IJL. Samples that were 
considered to have low-level DNA being detected which may be insufficient DNA 
to result in a profile suitable for interpretation had a quantification value between 
0.001 to 0.0088 ng/IJL however, these samples were available for further 
processing. Interpretable profiles were those considered to be suitable for 
statistical analysis and comparison to reference samples. Complex DNA profiles 
were those considered to be unsuitable for interpretation or comparison. 

Case context is taken into consideration when decisions are made as to whether 
samples with "low-level DNA detected" should undergo further testing. This may 
include whether probative information has been obtained from other samples or 
exhibits collected from the same case. 

The quantification values of all the analysed samples were plotted and displayed 
no obvious trend. This variability could arise from differences in collection 
methods, the nature of the collection site, donor variations and presence of 
substances which may interfere with DNA collection and or preservation. Noting 
that this data set includes samples obtained from both living and deceased 
persons. 

DNA was not able to be detected in 11 of 215 {5.1 %) of non-differential lysis 
samples, 3 of 66 {4.5%) epithelial fractions and 31 of 66 {47.0%) spermatozoa 
fractions. The spermatozoa result is not unexpected as there are many factors 
that may affect the presence of spermatozoa at the time of sampling. Depending 
on the case circumstances, penile swabs are rarely collected for the detection of 
spermatozoa, rather, samples undergoing differential lysis in order to reduce DNA 
from spermatozoa to increase the probability of observing any non-donor DNA 
that may be present in an epithelial fraction. Therefore, the high percentage of 
SFRAC samples with little or no DNA detected is not unexpected, and tends to 
have little bearing on the overall profiling outcomes. 

Results containing low-levels of DNA detected which may be insufficient DNA to 
result in a profile suitable for interpretation was seen in 44 of 215 {20.5%) non­
differential lysis samples, 18 of 66 {27.3%) epithelial fractions and 19 of 66 
{28.8%) spermatozoa fractions. Of the 81 samples that resulted in low-levels of 
DNA being detected which may be insufficient DNA to result in a profile suitable 
for interpretation, 23 samples underwent further processing through micro con 
filter concentration prior to amplification. In 19 of these samples, interpretable 
results were obtained. 

Of the 281 non-differential lysis and epithelial fraction samples, DNA was 
detected in 263 {93.6%). The remaining samples were either "no DNA detected" 
{14) or were requested by QPS to cease testing prior to obtaining a DNA result 
{4). Including the samples that underwent further processing, 217 {77.2%) 
samples yielded interpretable profiles. 

There were 145 paired wet and dry swabs, 109 {75.2%) obtained a result from 
the same result category in both swabs. Where a different result was obtained 
between the wet and dry swabs, generally the wet swab yielded more 
interpretable results and there were more low or no DNA detected results in the 
dry swabs. However, there were instances where the dry swab yielded an 
interpretable result and the wet did not. 

There were 63 total exhibits {entire SAlK or collection of PM swabs), 6 {9.5%) of 
these exhibits no interpretable results were obtained from the contents of the 
exhibit. This count included no DNA being detected, samples considered low­
levels of DNA being detected which may be insufficient DNA to result in a profile 
suitable for interpretation and complex profiles unsuitable for interpretation. It is 
noted that this result does not identify the number of swabs received within each 
exhibit. There were 57 {90.5%) exhibits that contained at least one interpretable 
DNA result from the contents of the exhibit. When excluding SFRAC results, there 
was no change to this data. Therefore, multiple penile swab submissions from the 
one individual remain an important source of information. 

Conclusion 
In summary, this data review highlighted the benefits of penile swab collection in 
from sexual assault investigation kits {SAIKs) and post mortem samples {PM). 
The study identified the ability to obtain a high number of interpretable results and 
the benefits of collecting both wet & dry and multiple swabs from the penile area. 
This study has a potential for further breakdown of data relating to different swab 
collection sites and DNA profile interpretations. 
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CA-94 

Area ~rmaryMetric Rationale Data Source Data Data~nge rending 

In lubes 
TATforlnlubesReceipttoReportedResult MonitorFDNATATfromreceipttoreportedresult FR samples \lith technique "In· tube check", time elapsed Movement "REC" at Forensic and ldentific lmicesto Profile Re~ewvalidated Mean&MedianTATindays rrKJnth/quarter/annual Compare to previous 

FR sampleswithtechnique"ln·tubecheck",tirneelapsedMovement"REC"atForensicandldentificlmicesto NoDNAorDNA 

TATforlnlubesReceipttoNoDNA/DNAinsuffident MonitorFDNATATfromreceipttoNoDNA/DNAinsufficnet lnsuffidentresultlinereview Mean& MedianTATindays rrKJnth/quarter/annual Compare to previous 

CigButts 
TATforCigButtsReceipttoReportedResult MonitorFDNATATfromreceipttoreportedresult FR samples with catego~ "Cigarette Butt", time elapsed Movement "REC" at Forensic and lcientific le~ices to Profile Review valdated Mean& MedianTATindays rrKJnth/quarter/annual Compare to previous 

FR samples \lith catego~ "Cigarette Butt", time elapsed Movement "REC" at Forensic and lcientific le~ices to No DNA or DNA Insufficient 

TATforCigButtsReceipttoNoDNA/DNAinsufficient MonitorFDNATATfromreceipttoNoDNA/DNAinsufficnet result line review Mean&MedianTATindays rrKJnth/quarter/annual Compare to previous 

Fabri~ 
TATforFabr(sReceipttoReportedResult MonitorFDNATATfromreceipttoreportedresult FRExhibitl'ithcatego~"Fabric",timeelapsedMovernent"REC"atForenicandldentificle~icestoProfileReviewvalidated Mean&MedianTATindays rrKJnth/quarter/annual Compare to previous 

FRExhibitl'ithcatego~"Fabric", timeelap sed Movernent"REC"atForenjca ndldentificle~icestoNoDNAorDNAinsuffic ientresult 

TATforFabrics ReceipttoNoDNA/DNAinsuffident MonitorFDNATATfromreceipttoNoDNA/DNAinsufficnet line review Mean&MedianTATindays rrKJnth/quarter/annual Compare to previous 

IAIKs 
TATforiAIKsReceipttoReportedResult MonitorFDNATATfromreceipttoreportedresult FRExhibitl'ithcatego~ "IAIK ",timeelapsedMovement"REC"at Forensicandlcientificler.1cestoProfileReviewvalidated Mean& MedianTATindays rrKJnth/quarter/annual Compare to previous 

FR Exhibit \lith catego~ "IAIK", time elapsed Movement "REC" at Forensic and lc~ntific ler.1ces to No DNA or DNA lnsuffident result ine 

TATforiAIKsReceipttoNoDNA/DNAinsufficient MonitorFDNATATfromreceipttoNoDNA/DNAinsufficnet review Mean& MedianTATindays rrKJnth/quarter/annual Compare to previous 

FR All Exhibit types other than "swab", "IAIK" and "Cig butt" or samples with technique "in tube check", time e~psed Movement "REC" at 

Other Items 
TATforOtherltemsReceipttoReportedResult MonitorFDNATATfromreceipttoreportedresult Forensicandldentificle~icesto ProfileRe~ewvalidated Mean&MedianTATindays rrKJnth/quarter/annual Compare to previous 

FR All Exhibit types other than "swab", "IAIK" and "Cig butt" or samples \lith technique "in tube check", time e~psed Movement "REC" at 

TATforOtherltemsReceipttoNoDNA/DNAins uffic~nt MonitorFDNATATfromreceipttoNoDNA/DNAinsufficnet Forensicandldentificle~icesto NoDNAorDNAinsuffidentresultlinereview Mean&MedianTATindays rrKJnth/quarter/annual Compare to previous 

All Items 
TATAIIIternsfromReceipttoReportedResult MonitorFDNATATfromreceipttoreportedresult FRAIICrimelceneexhibittypes, tirneelapsedMovement"REC"atForensicandlcientrricle~icetoProfileReviewvalidated Mean&MedianTATindays rrKJnth/quarter/annual Compare to previous 

FRAIICrimelceneexhibittypes, tirneelapsedMovement"REC"atForensicandldentrricle~icetoNoDNAorDNAinsuffidentresult 

TATAIIIternsReceipttoNoDNA/DNAinsufficient MonitorFDNATATfromreceipttoNoDNA/DNAinsufficnet reviewed Mean& MedianTATindays rrKJnth/quarter/annual Compare to previous 
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Area Primary Metric Rationale Secondary Metric OataSoll'ce Data Range Trending Measure 

fR : ~me elapsedsamplesaddedtoOn H~dworklist(Staffflag)to 

OnHold-StaffflagTAT addedtoanotherworklistoruntilresultlineisvalidated monthly, quarterly, annual Comparetopreviousperiod Mean, median 

OnH~dWl TAT:SamplesaddedtotheOnH~dworklist 
~metakenforsamples~acedonholdtobe fR : ~meelapsedsamplesaddedtoOn Holdworklist(Staffflag)to 

actionedandtestingre-started OnHold -AwaitingAdviceTAT addedtoanotherworklist monthly, quarterly, annual Comparetopreviousperiod Mean, median 
fR : ~meelapsedsamplesaddedtoOn H~dworklist(Staffflag)to 

OnHold -QualityReviewTAT addedtoanotherworklistoruntilresultlineisvalidated monthly, quarterly, annual Comparetopreviousperiod Mean, median 

TAT - platereadingCW~fP) fR :CWCtbatches -timeelapsedstatus"CtQ"tostatus"Read" monthly, quarterly, annual Comparetopreviousperiod Mean, median 
TAT -platereadingfTA fR:fTACtbatches-timeelapsedstatus"CtQ"tostatus"Read" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

~me taken from completion of CtQ checking to TAT-PiateReadingRPT fR :RPTCtbatches-timeelapsedstatus"CtQ"tostatus"Read" monthly, quarterly, annual Comparetopreviousperiod Mean, median 
plate reading commencing TAT -PiateReadingOSD fR :OSDCtbatches -timeelapsedstatus"CtQ"tostatus"Read" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

TAT -PiateReadingRUN fR :RUNCtbatches -timeelapsedstatus"CtQ"tostatus"Read" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

Plate Reading TAT: Plate reading 
TAT -PiateReadingtRtf/RtfAMP fR :CW tRtfbatches -timeelapsedstatus"CtQ"tostatus"Read" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

TAT -platereadingCW(VfP) fR :CWCtbatches -timeelapsedstatus"Read"tostatus"Pass" monthly, quarterly, annual Comparetopreviousperiod Mean, median 
TAT -platereadingfTA fR:fTACtbatches -timeelapsedstatus"Read"tostatus"Pass" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

~metakesfromplate readingcommencingto TAT -PiateReadingRPT fR :RPTCtbatches-timeelapsedstatus"Read"tostatus"Pass" monthly, quarterly, annual Comparetopreviousperiod Mean, median 
plate reading completing TAT -PiateRead ingOSD fR :OSDCtbatches-time elapsedstatus"Read"tostatus"Pass" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

TAT -PiateReadingRUN fR:RUNCtbatches -timeelapsedstatus"Read"tostatus"Pass" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

TAT-PiateReadingtRtf/RtfAMP fR:CWtRtfbatches-timeelapsedstatus"Read"tostatus"Pass" monthly, quarterly, annual Comparetopreviousperiod Mean, median 

CountnumberofsamplesaddedtoOnHoldStaff 

QflAG 
CountQflAG flagWl fR:Pl/P2/P3samples-countsamplesaddedto0nHoldStaffflagWl. monthly, quarterly, annual Comparetopreviousperiod Mean, median 

MonitortimetakenforQPStoassessidentified fR: Pl/P2/P3sam~es-TimeelapsedQfiH Resultlineaddedtoeither 
TATQflAGidentified QflAGs ResultQCfRQorProfileReview. monthly, quarterly, annual Comparetopreviousperiod Mean, median 

PlateReadingStaffleveiKPis 

Area Process Ro~eredDays Metric Meas~re! Meas~re1 Measurel Measure4 MeasureS Data Range 

StaffmemberchangesCtbatch Samples/Rostered 
Mean/Median 

Quarterly/6monthly/ 
Plate Reading ~atereadingcom~eted Count Count-Batches Count-Samples Batches/RosteredDay number of Batches 

status to Read Day Annualy 
processedbyanm 
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Area Primary Metric Rationale Data Source Metric Data Range 

fPPtofDNA TimeelapsedfromdeliverytofPPtodeliverytofDNA 'fi..X· notsuretnisca nbemeasured Mean&Mediantimeelapsed Montn,quarter,annual 
fTA fR:Samplecategory"fTACells"timeelapsedfromaddedto 

DeliverytofDNAtopuncning TimeelapsedfromdeliverytofDNAtoprocessingin lab fTAAMP worK list to fTA batcn locKed. Mean&Mediantimeelapsed Montn,quarter,annual 
fR: Sample category "fTA Cells" time elapsed from Metnod 

RPT "RPT3500xl"isadded -totimesampleontneRPTbatcnis 

RPTord TimeelapsedfromRPTtestorderedtosamplespuncnedona plate locKed Mean&Mediantimeelapsed Montn,quarter,annual 
fR: Sample category "fTA Cells" time elapsed from Metnod 

OSD "OSD3500xl"isadded ·totimesampleontneOSDbatcnis 

OSDorderedtopuncnedand processed TimeelapsedfromOSDtestorderedtosamplespuncnedonaplate lOCKed Mean&Mediantimeelapsed Montn,quarter,annual 
fR: Sample category "fTA Cells" time elapsed from Metnod 

RUN "RUN3500xl"isadded·totimesampleontneRUNbatcnis 

RUNorderedtopuncnedandprocessed TimeelaspedfromRUNtestorderedtosamplespuncnedonaplate locKed Mean&Mediantimeelapsed Montn,quarter,annual 

fR:Samplecategory"fTACells"timeelapsedfromaddedto 

cRcf DNACXT worK list, met nod "BSD fTA Preparation" to cRcf 

cRcforderedpuncnedandprocessed TimeelaspedfromcRcftestorderedtosamplespuncnedonaplate batcnlocKed. Mean&Mediantimeelapsed Montn,quarter,annual 

Reference Summary AveragetimetaKenforallreferencesamplesfromreceiptatfPPtofinal fR:Samplecategory"fTACells"timeelapsedfromReceiptat 

TAT AveragetimetaKenfrom receipttore[J)rt result reported fPPtoTecnnique"Result"validated Mean&Mediantimeelapsed Montn,quarter,annual 
TimetaKentoadd PDfstoCrimeSceneand Reference TimeelapsedfromPiateReadingcompletetoPDfsloaded.Tnisistne fR:AIICcBatcnes,timeelapsedfrombatcnstatus"Pass"toall 

PDf 
Samples triggertoaddingsamplestotnePDAWL. PDfloadedtotneCcbatcn Mean&Mediantimeelapsed Montn,quarter,annual 

Team level Samples and Batches 

Data 

Area Process Batches Samples Samples per Batch Batches Range Trending 

Compare 

Countnumberof fTAbatcnesandsamplesperfTAbatcn 
Totalbatcnesperperiod. weeK/mo to 

fTA 
Count number of samples on fTA batcnes w~n batcn status Mean and Median ntn/quart previous 

CountnumberoffTABatcneswitnbatcnStatuscnangedtoComplete cnangedtoComplete Mean & Mediand number of samples per batcn batcnesperperiod er/year periods 

Compare 

CountnumberofRPTbatcnesandsamplesperRPTbatcn 
Totalbatchesperperiod. weeK/mo to 

RPT 
Countnumberofsampleson RPTbatcheswithbatchstatus Mean and Median nth/quart previous 

CountnumberofRPTBatcheswith batchStatuschangedtoComplete changed to Complete Mean & Mediand number of samples per batch batches per period er/year periods 

Compare 

CountnumberofOSDbatchesandsamplesperOSDbatch 
Totalbatchesperperiod. weeK/mo to 

OSD 
CountnumberofsamplesonOSDbatcheswithbatchstatus Mean and Median nth/quart previous 

CountnumberofOSDBatcheswithbatchStatuschangedtoComplete changed to Complete Mean & Mediand number of samples per batch batches per period er/year periods 

Compare 

CountnumberofRUNbatcnesandsamplesperRUNbatcn 
Totalbatcnesperperiod. weeK/mo to 

RUN 
Countnumberofsampleson RUNbatcnesw~h batcnstatus Mean and Median nth/quart previous 

Count number of RUNbatcnesw~n batcnStatuscnangedtoCcQ cnangedtoComplete Mean & Mediand number of samples per batcn batcnesperperiod er/year periods 

Compare 

CountnumberofcRcfbatcnesandsamplespercRcfbatcn 
Totalbatcnesperperiod. weeK/mo to 

em 
Countnumberofsampleson cRcfbatcneswitn batcnstatus Mean and Median ntn/quart previous 

CountnumberofCRcfbatcneswitnbatcnStatuscnangedtoComplete cnangedtoComplete Mean & Mediand number of samples per batcn batcnesperperiod er/year periods 
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Area PirmaryMetric Rationale Data Source Secondary Metrics Datara~e 

TimetaKenfromdeliverytofSStoavailabilityforERtoexamine. Tnisisan fR: samples witn tecnnique "In-tube cnecK", time elapsed Movement "REC" at 

fPP ReceipttodeliverytoDNA areaoutoffDNAcontrol butincludedinendtoendTAT. forensicandScientificServicestoMovement"lntubesBox" Mean&Mediantimeelapsed Montn,quarter,annual 

fR: Samples witn tecnnique "In-tube cnecK", time elapsed Movement "In _Tubes 

Delivery-fDNAtolnTubeCnecK Time from delivery to fDNA to examination completed Box"to"ln-tubeCnecK"tecnniqueentered Mean&Mediantimeelapsed Montn,quarter,annual 

In tubes Time taKen from examination to examination review and addition to fR:Sampleswitntecnnique"ln-tubecnecK",timeelapsed"ln-tubecnecK" 

ExaminationtoExaminationReview ExtractionWl. tecnniqueenteredtoreviewed Mean&Mediantimeelapsed Montn,quarter,annual 
NumberofManuallnterventionsforeacnresultline 

Numberofmanualinterventionsrequiredforintubesamples.Manual categoryasatotalandalsoproportionoftotalintube 

Number Manual Interventions interventions fR: Samples witn result lines HOIS, MIES, MISSTl, MITRI,SRMI samples 

TimetaKenfromdeliverytofSStoavailabilityforERtoexamine. Tnisisan 

fPP ReceipttodeliverytoDNA areaoutoffDNAcontrol butincludedinendtoendTAT. Unsureiftniscanbecollected. Mean&Mediantimeelapsed Montn,quarter,annual 

CigButts 
fR: Sample witn category "Cigarette Butt", time elapsed from Movement "In· 

Delivery-fDNAtoltemExam Time taKen from delivery to fDNA to examination completed TubesBox"toltemExaminationordered Mean&Mediantimeelapsed Montn,quarter,annual 
Time taKen from examination to examination review and addition to fR: Samples witn category "Cigarette Butt", time elapsed from Item Examination 

ExaminationtoExaminationReview ExtractionWl. ordered to Reviewed. Mean&Mediantimeelapsed Montn,quarter,annual 

fR: Exnibit witn category "fabric", time elapsed from Movement "REC" at forensic 

TimetaKenfromdeliverytofSStoavailabilityforERtoexamine. Tnisisan and Scientific Services to Movement "fSS fore nsic DNA Analysis fDNA-EREB-

fPP ReceipttodeliverytoDNA areaoutoffDNAcontrol butincludedintneendtoendTAT XXXX". Mean&Mediantimeelapsed Montn,quarter,annual 

fabrics fR: Exnibit witn category "fabric", time elapsed from Movement "fSS forensic 

Delivery-fDNAtoExamination TimetaKenfromdeliverytoexaminationcompleted DNA Analysis fDNA-EREB-XXXX" to Item Examination ordered Mean&Mediantimeelapsed Montn,quarter,annual 
Time taKen from examination to examination review and addition to fR: Exnibit witn category "fabric", time elapsed from Item Examination ordered to 

ExaminationtoExaminationReview ExtractionWl. reviewed. Mean&Mediantimeelapsed Montn,quarter,annual 

TimetaKenfomdeliverytofSStoavailabilityforERtoexamine.Tnisisan fR: All Exnibittypes otner tnan "swab", "SAlK" and "Cig butt" or samples witn 

Otner 
fPP ReceipttoDelivertoDNA areaoutoffDNAcontrol butincludedinendtoendTAT. tecnnique"intubecnecK",timeelapsedfromMovement"REC"toXXXXX Mean&Mediantimeelapsed Montn,quarter,annual 

Small 
fR: All Exnibittypes otner tnan "swab", "SAlK" and "Cig butt" or samples witn 

Items 
Delivery-fDNAtoExamination Time taKen frim delivery to fDNA to examination completed tecnnique"intubecnecK",MovementXXXXtoltemExaminationordered Mean&Mediantimeelapsed Montn,quarter,annual 

Time taKen from examination to examination review and addition to fR: All Exnibittypes otner tnan "swab", "SAlK" and "Cig butt" or samples witn 

ExaminationtoExaminationReview ExtractionWl tecnnique"intubecnecK",ItemExaminationorderedtoreviewed Mean&Mediantimeelapsed Montn,quarter,annual 

TimelaKenfromdeliverytofSStoavailabilityforERtoexamine. Tnisisan fR: Exnibit "SAlK Kit", time elapsed from Movement "REC" at forensic and 

fPPSAIKreceipttodeliverytoDNA areaoutoffDNAcontrol butincludedinendtoendTAT. ScientificServicestoMovememnt"fDNA-EXfZ-XXXX" Mean&Mediantimeelapsed Montn,quarter,annual 

fR: Exnibit "SAlK Kit", time elapsed from Movement "fDNA-EXfZ-XXXX" to 

Delivery-fDNAtoExamStrategywritten Time taKen from SAlK delivery to fDNA to Exam Strategy written. Notation"ExaminationStrategy" Mean&Mediantimeelapsed Montn,quarter,annual 

SAIKs 
fR: Exnibit"SAIKKit",timeelapsedfromNotation "Examination Strategy" creation 

Examstrategywrittentoreviewed Time taKen from SAlK strategy writing to review. toaddedtoExaminationWl Mean&Mediantimeelapsed Montn,quarter,annual 

fR: ex nibil category "SAlK Kit", time elapsed from added to Examination Wl to 

ExamstrategyreviewedtoExamination Time taKen from Examination strategy review to Examination Examinationtecnniqueordered Mean&Mediantimeelapsed Montn,quarter,annual 
fR:Exnibitcategory"SAIKKit", time elapsed from "Examination"tecnniqueto 

ExaminationtoExaminationComplete TimelaKentoreviewExaminationandvalidate Result"ltemnasbeenexamined/subsampled". Mean&Mediantimeelapsed Montn,quarter,annual 

fR: sample witn tecnnique "DNA Extraction" and Metnod "Dillerentiallysis DNA 

IQ" or Metnod "Dill lysis Retain Supernatant", time elapsed from DNA Extraction 

Micro DNAExtractionCompletetoMicroscopy Time taKen from DNA Extraction complete to Microscopy Read batcn"Complete"batcnstatusto"Microscope"Tecnniqueordered. Mean&Mediantimeelapsed Montn,quarter,annual 
fR: sample witn tecnnique "DNA Extraction" and Metnod "Dillerentiallysis DNA 

IQ" or Metnod "Dill lysis Retain Supernatant", time elapsed from "Microscope" 

Microscopy to Micro Review TimetaKenfromMicroscopyreadtoMicroscopyresultsvalidated tecnniqueorderedtovalidated. Mean&Mediantimeelapsed Montn,quarter,annual 

fR:SampleaddedtoSNTTSTworKiisttoResultentry"Presumptivesalivatest 

Pnadebas 
DNAExtractionCompletetoPnadebastest TimetaKenfromsupernatantavailabilitytosupernatanttesting positive"or"Presumptivesalivatestnegative" Mean&Mediantimeelapsed Montn,quarter,annual 

fR:SampleResultentry"Presumptivesalivatestpositive"or"Presumptivesaliva 

PnadebastesttoReview TimetaKenfromsupernatantresultentrytovalidation testnegative"toresultvalidated Mean&Mediantimeelapsed Montn,quarter,annual 

fR: All samples average elapsed time from delivery to fDNA to added Examination 

ERTAT ERaverageTAT AverageTATforallitemssubmittedtoERfortesting Review Mean&Mediantimeelapsed Montn,quarter,annual 

MeasureTATsamplesplacedon noldawaiting TimelaKenfromplacingonnoldtoreactivationdecisionmadebasedon fR: TAT from SOHAA Result line validated to SRP line validated or No furtner 

On Hold advicefromQPS QPSadvice WorKorexnibitreturned. Mean&Mediantimeelapsed Montn,quarter,annual 
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Area Process RosteredDays Metric Measure! Measure1 Measurel Data Range 

In Tube 
In tube check fR:SamplewithTechnique"lnTubeCheck",countnumberordered 

Count-total 
Mean&Mediancountperrosteredday-bystaffmember Mean&Mediancountperrosteredday-teamlevel quarter, annual 

Count 
Mean&Mediancountperrosteredday-bystaffmember examinationre~ew fr:SamplewithTechnique"lnTubeCheck",countnumberreviewed Mean&Mediancountperrosteredday-teamlevel quarter, annual 

Cigbutt 
examination fR:Samplecategory"CigaretteButt",countnumberofltemexaminationsordered 

Count -total 
Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday-teamlevel quarter, annual 

examination review 
Count 

fR: Sample category "Cigarette Butt", count number of Item examinations re~ewed Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

fabrics 
examination 

Count 
fR:Samplecategory"fabric",countnumnerofltemexaminationsordered 

Count -total 
Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

examination review fR: Sample category "fabric", count numner of Item examinations reviewed Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

examination strategy write 
Count 

fR:Samplecategory"SAIKKit",countnumberofexaminationStrategiesordered Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

SAIKs 
examination strategy review fR:Samplecategory"SAIKKit",countnumberofexaminationStrategiesreviewed 

Count-total 
Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

examination 
Count 

fR:Samplecategory"SAIKKit",countnumberof"examination"techniquesordered Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 
examination review fR: Sample category "SAlK Kit", count number of "examination" techniques re~ewed Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday-teamlevel quarter, annual 

Other Items 
examination 

Count 
fR:SampleAIIOthers,countnumberofltemexaminationsordered 

Count -total 
Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday-teamlevel quarter, annual 

examination review fR: Sample All Others, count number of Item examinations re~ewed Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

Microscopy 
Microscopy Read 

Count 
fR:Sample111th"Microscope"Technique,countnumberordered 

Count -total 
Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

Microscopy Review fR:Sample111th"Microscope"Technique,countnumberreviewed Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

Phadebas 
examination 

Count 
fR:Sample,countResultentry"Presumptivesalivatestpo~tive"or"Presumptivesalivatestnegative" 

Count -total 
Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 

examination review fR:Sample,countResultreview"Presumptivesalivatestpositive"or"Presumptivesalivatestnegative" Mean&Mediancountperrosteredday -bystaffmember Mean&Mediancountperrosteredday -teamlevel quarter, annual 
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Teamlevel TATs 

A~ a Prima~ Metric Rat~nale Seconda~Metric DataS1111~e Data~~e Measu~ T~ndi~ 

FR · Me011 & Median time elap~d: Sample add to Ertraction Wl· Sample on ~e·ly~s Batch 
TAT:AddedtoErtractionWL·Batch Located·Pre-Ly~ s status locked week/month/quarter/year time Comparetopre~oosperiods 

FR · Me011 & Median time elap~d: Sample added to Ertract~n Wl· Samp~ on Ref Maxwell 

Timeelap~d:AddedtoErtractionWLtoBatch located 
Till'felap~dbetweenertr~tionorderedand TAT:AddedtoErtr~tionWL·BatchLocated·RefMaxwell Batch status located week/month/quarter/year time Comparetopre~oosperiods 

batch located andready forprocess~g. FR · Me011 & Median time elap~d: Sample add to Ertract~n Wl· Sample on DLYS Batch 
TAT:AddedtoErtractionWL·Batchlocated·DLYS status located week/month/quarter/year time Comparetoprevilusperiods 

FR·MeOii&Mediantimeela~d: SampleaddedtoErtractionWL·Samp~onRetainSN 

TAT:AddedtoErtr~tionWL · BatchLocated·RetainSN Batch status located week/month/quarter/year time Comparetopre~oosperiods 

TAT:~e-Ly~sbatch locatedtobatchprepared FR: Mean & Med ~n time e~p~d: ~e Ly~s batch status Located · batch status Prepared week/month/quarter/year time Co1111aretoprev~u s periods 

TAT:Ref Maxwellbatch locatedtobatchprepared FR: Mean&Mediantimeelap~d:RefMaxwellbatchstatusLocated · batchstatusPrepared week/month/quarter/year time Comparetopre~oo s periods 

Till'felap~dbetweenertr~tionbatchreadyf~ 
TAT:DLYSbatchbcatedtobatchprepared FR:Mean & Mediantimeelap~d:DLYSbatchstatusLocated·batchstatus Prepared week/month/quarter/year time Comparetoprevilusperiods 

Timeela~d : Extr~tion Batch locatedtoPrepared 
~ocessingtoprocessingcommcing. 

TAT:RetainSNbatchlocatedtobatch~epared FR:Mean& Mediantimeelap~d:Reta~SNbatchstatus located·batchstatus Prepared week/month/quarter/year time Comparetopre~oo s periods 

Extr~tion 

TAT:QIA-SPbatch l ocatedtobatch~epared FR:Mean & Mediantimeelap~d:QIA-SPbatchstatus located·batchstatus~epared week/month/quarter/year time Comparetoprevilusperiods 
FR : Mean&Med~ntimeelap~d:QIA · Integratedbatchstatus located ·b atchstatu s 

TAT:QIA·Integratedbatchlocatedtobatch~epared Prepared week/month/quarter/year time Comparetopre~oosperiods 

TAT:~e·ly~sbatch FR: Mean & Median time elap~d: ~e-Ly~s batch status ~epared ·batch status Completed week/month/quarter/year time co1111aretoprevilusperiods 
FR: Mean & Med~n time e~p~d: Ref Maxwe ll batch status Prepared· batch status 

TAT:Ref Maxwellbatch Com~eted week/month/quarter/year time Co1111aretoprevioospertods 
Tmetaketoperlormeachofthedmerent 

Timeelap~d :ErtractionBat chstartedtoc11111 pleted 
ertract~nbatches. This c011 be monitored for TAT:DLYSbatch FR:Mean&Mediantimeelap~d :DLYSbatchstatus~epared ·batchstatusC11111p l eted week/month/quarter/year time Comparetopre~oosperiods 

variationsovertmetodetect is~ esllith 

~ struments,~otoco!orworkflows. TAT:RetainSNbatch FR: Mean & Median time e~p~d: Ret~n SN batch status Prepared· batch status co1111leted week/month/quarter/year time co1111aretoprev~usperiods 

TAT:QIA-SP FR: Mean & Med~n till'f e~p~d: QIA batch status Prepared· batch status Completed week/month/quarter/year time Comparetopre~oosperiods 

TAT: QIA~ntegrated FR:Mean&Mediantimeelap~d:QIAbatchstatusPrepared·batchstatusCo11111eted week/month/quarter/year time Co1111aretopre~oo spertods 

Timeela~d:AddedtoQuantWltobatchlocated 
Tmetakenfromertract~nbatchc11111pletion and 
tran~tiontotheQuant WluntiltheQuantbatch FR: Mean & Median time elap~d: Samp~ added to Quant Wl· Samp~ on Quant batch status 

Quant 
hasbeencreatedandsampleslocatedbylAs. NA located week/month/quarter/year time Comparetopre~oo speriods 

FR:Mean Me ~ntill'fe p~ :Quant ate statusPrepare ·Qu OII tatcstatus 
Tmetakento~ocessQuantbatches TmetakentorunaQuantbatch. NA C11111pleted week/month/quarter/year time Comparetopre~oosperiods 

Till'ftatentriii11Quantbatchcompletionand 

Timeelap~d:addedtoAmpWltobatchlocated trOII~tiontotheAmp Wlunt i theAmpbatchhas FR: Mean & Med~n time e~p~d: Sample added to Amp Wl· Samp~ on Amp batch status 
beencreated011dlocatedbyLAs. NA located week/month/quarter/year time Comparetopre~oosperiods 

A1111 Till'ftakentorunanAmpbatch.Thiscanbe 

TimetakentoprocessA1111Batches mnrr~edtodetectissueswrrhinstruments, 

protoco!orworkflows. NA FR:Mean&Mediantimee~p~d:Ampbatchstatuslocated·AmpBatchstatusC11111pleted. week/month/quarter/year time C11111paretoprev~usperiods 

FR: Mean & Median time elap~d: CW amp batch status C11111pleted · CW CE batch status 
TAT:CWampbatch C11111pleted week/month/quarter/year time Comparetopre~oosperiods 

Tmetakenelap~dbetweenc11111pletinganAmp 
FR:Mean&Mediantimeelap~d:REFampbatchstatusCompleted·REFCEbatchstatus 

TAT:REFampbatch C11111p~ted week/month/quarter/year time Comparetopre~oosperiods 
batch and comp~tingrunningonCE~strument. 

FR:Mean&Mediantimeelap~d:DirectampbatchstatusC11111p~ted·DirectCEbatchstatus 
Timee~p~d:Ampbatchco1111letetoCEcom~ete CW/REF/Directbatchesmaybeimpactedby 

TAT:Diect ampbatch C11111pleted week/month/quarter/year time Comparetopre~oosperiods 
differentfact~sandllillbemea~red 

FR: Mean & Median time e~p~d: OSD amp batch status Comp~ted · OSD CE batch status 
~ dependent~. 

TAT:OSDampbatch Comp~ted week/month/quarter/year time Comparetoprevilusperiods 
CE 

FR: Mean & Med~n time e~p~d: RUN amp batch status C11111p~ted ·RUN CE batch status 
TAT:RUNampbatch C11111pleted week/month/quarter/year time Comparetopre~oosperiods 

TAT:CEQCWCEbatch FR:Mean&Med iantimeelap~d:CWCE batchstatu sCompleted ·batchstatusCEQ week/month/quarter/year time Comparetopre~oosperiods 

TAT:CEQREFCEbatch FR:Mean&Mediantimeelap~d:REFCEbatchstatusC11111 pl eted ·batchstatu sCEQ week/month/quarter/year time Comparetopre~oosperiods 

Timeelap~d:CEbatchc11111 pl etetoCEQco1111 l ete 
Tmetakentocom~eteCEQcheckin~including 

timeforinvest~ations.CW/REF/Directbatches TAT:CEQDirectCE batch FR:Mean&Mediantimeelap~d:DirectCE batc h statusCom~eted ·batch statu sCEQ week/month/quarter/year time Compareto pre~oosperiod s 

1111ybemp~tedbydifferentfact~sandllillbe TAT:CEQOSDCEbatch FR: Mean & Med~n time e~p~d: OSD CE batch status Co1111leted ·batch status CEQ week/month/quarter/year time Comparetopre~oosperiods 

mea~redindependently TAT:CEQRUNCEbatch FR:Mean&Mediantimeelap~d:RUNCEbatchstatusCompleted·batchstatusCEQ week/month/quarter/year time Comparetopre~oosperiods 

FR: Mean & Median time elap~d: Samp~ added to Mcon Wl· Sample on Mcon batch status 
TAT:addedtoMtroconWL·Mtroconbatchbcated Located. week/month/quarter/year time Comparetoprevilusperiods 

Timeelap~d:addedtoPostErtr~tionWltobatch FR: Mean & Med ~n time e~p~d: Sample added to Nsp~ Wl· Sall'jlle in Nspin batch status 
located TAT: addedtoNSPIN Wl ·NSPINbatchlocated Located week/month/quarter/year time Comparetopre~oosperiods 

Ti ll'ftakenfrlll11~der~g PostErtractiontestto FR: Mean & Median time elap~d: Samp~ added to Diution Wl· Sa11111e on Di~tion batch 

Post Ertraction 
batchcreat~n Oild~mp~sbeing located. TAT:addedtoDi~tionWL·Diutionbatchbcated status located. week/month/quarter/year time Comparetopre~oosperiods 

FR: Mean & Median time e~p~d: Mtrocon batch status Locked · Mcon batch status 
TAT:Mcon batchLocked·Mcon batchCIII11pleted C11111pleted week/month/quarter/year time Comparetopre~oo s periods 

TimetakentoprocessPost Ertr~tion bat ches 
TAT:Nspinbatch locked ·NijinbatchColl1lleted FR: Mean & Median time elap~d: Ns~n batch status locked · Nsp~ batch status Completed week/month/quarter/year time Comparetopre~oosperiods 

FR: Mean & Median time e~p~d: Di~tion batch status Locked · Dilut~n batch status 

Til!'ftakento~ocm Post Ertra ctionbatches. TAT: Diution batch Locked · Di~ ti onbatch Comp~ted Completed week/month/quarter/year time Comparetopre~oo s peri ods 

Timeelap~drromQuantBatchcomplet~ntoNo Till'ftakentouploadquantre~ttsOIIdenterNo TAT:Quantbatchstatu s C0111plete · Samplequantre~lt FR: Mean & Median time elap~d: Quant batch status C11111plete · Sam~e quant re~lt [TSA) 

No DNA 
DNA/DNAin~fficientresu ltsentered DNA/DNAin~ffic~ ntre~ ltl ~es. ~SA) entered entered week/month/quarter/year time Comparetopre~oo s peri ods 

Timeelap~drromresultentryandadditiontoNoDNA Til!'ftakentoreliew andrelea~No DNNDNA TAT: No DNA/DNA ln~ffic~nt re~lt l~e entry to re~lt FR: Mean & Median time elap~d: No DNA/DNA ln~ffic~ nt re~lt l~e entry· No DNA/DNA 

Wltoresultre~ewed ~suffi cie ntre~tts. rev~w ln~fficientresu ltlinere~ew week/month/quarter/year time Comparetopre~oo s periods 

Totaltimet~sa11111estobeproces~ dthr1111gh 

Anal~icaltotaiTAT theAnalticaiTeam[firstert~tiontonrstCEQ FR: Mean & Med~n time elap~d: Samp~ addition to DNA Ertraction Wl· Sample onCE 

Overall Time che c k complet~n) NA batchwithCEQstatus week/month/quarter/year time C11111paretoprevioospertods 

Teamlevel Throughput 
A~ a Process Batches Sampfs Samples per Batch Data Range Trending 

Pre -Ly~s 

Ref Maxwell 
DNAErtrl tion DLYS 

QIMP CountnumberofBatches llithbatchStatus Coontnumberof~m~esonbatches withbatchstatus 

QIA·Integrated changedtoCo1111lete changedtoC11111plete Me Oii &Mediandnumberofs:rnples perbatch week/month/qu ~ter/ye~ Comparetopre~oo s peri o d s 

Mcon - --
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Teamlevel TATs 

A~ a Prima~ Metric Rat~nale Secorda~Metric DataS011~e Data~~e Measu~ T~ndi~ I 
PostErtraetioo Nljin CllllntnumberofBatehesllithbateh5tatus C1111ntnumberofsornp~soo batehes llith batehstatus 

Dilution ehangedtoCom~ete ehangedtoCom~ete Mean&Mediandnumberofsornplespe rbateh week/mooth/quarter/year Comparetopre~011speriods 

Quant QuiiitCW/REFpreparat~nin~e·PCR 
CountnumberotBatehes wrrhbateh5tatus Countnumberot~m~esonbatehes wrrhbatehstatus 

rh angedtoComplete ehangedtoComplete Mean&Mediandnumberofsornplesperbateh week/mooth/quarter/year Comparetopre~1111 1 per~ds 

AmpCW/Refpreparationin~e ·PCR 
CountnumeroBatees llitlllate5tatus Countnum ero ~m~eson ate es wrr ate status 

Amp ehiiigedtoComplete ehangedtoComplete Mean&Mediandnumberof ~ple s perbateh week/mooth/quarter/year Compareto~e~ou s perioos 

CE CEplate s ~epared 
Countnumber otBatehesllithbateh5tatus Countnumberot~lllllesonbatehes llithbatehstatu s 

rh iiigedtoComp~te ehangedtoComp~te Meiii&Mediandnumberofsornplesperbateh week/mooth/quarter/year Comp~eto~e~ous perioos 

Countnumer otllateesllitTIJate5tatus Countnum ero ~m~eson ate es llit ate status 
CEQ CEQeheekseomp~ted rhangedtoCEQ ehangedtoCEQ Mean&Mediandnumberof sornplesperbateh week/mooth/quarter/year Compareto pre~oos per~d s 

Teamlevel Control 

Co~r~s Prima~ Metric Ratio111le Secorda~Metric Data5orrce Data~nge T~rdi~ 

Mooit~ peakheigM · Dl[bluesma l ) NA CWiiidREFAmpPos007 ·Mean&MedianpeakheightD3 mooth/quarter/year Comp~eto ~e~ous per~d s 

Mooitorpeakheight · D6[~uelarge) NA CWiiidREFAmpPos007 ·Mean&MedianpeakheightD6 mooth/quarter/year Comparetopre~oos per~d s 

Moo it~ peakheight · D8[greensmall) NA CW iiidREFAmpPos 007 · Mean&Medianpeakhe~htD8 mooth/quarter/year Comp~eto ~e~ousperioos 

Moo itorpeakheight · DS[greenl~ge) 
Monit~ smallandlargelociforea chdyeto 

NA CWiiidREFAmpPos007 ·Mean&MedianpeakheightD5 mooth/quarter/year Compareto~e~ou s per~d s 

AmpPos[007)CW Moo itorpeakheight · D2[yellowsm~l) NA CWiii dREFAmpPos007·Mean&MedianpeakheightD2 mooth/quarter/year Compareto pre~oos per~d s 

and REF Moo it~ peakheight · DlO[yellowlarge) 
oenti~trend s/changesovertimewhi chmay 

NA CWandREFAmpPos007·Mean&MedianpeakheightD10 mooth/quarter/year Compareto~e~ou s perioos 

Mooitorpeakheight·D22[redsmall) 
~ d tate instrument or kit changes 

NA CWiii dREFAmpPos007·Mean&MedianpeakheightD22 mooth/quarter/year Comparetopre~oo spe r~d s 

Mooit~ peakheight·PentaE[redl~ge) NA CW iiid REF Amp Pos 007 ·Mean & Med ~n peak he~ht Penta E mooth/quarter/year Comp~eto~e~ou s perioos 

Moo itorp eakheight·PentaD[pur~e small) NA CWiii dREFAmpPos007·Mean&MedianpeakheightPentaD mooth/quarter/year Compareto~e~ouspe r~d s 

MooitorpeaKneig t·TPOX [pur~ e smaut NA CWiii REFAmpPos007·Mean Me ian pea eig tTPOX mootn/quarter year Comparetopre~oo s p e r~ s 

Mooit~ peakheight·Dl[~uesmall) NA EXTPBiooo ·Mean&MedianpeakheightDl mooth/quarter/year Comp~eto~e~ouspe ri oo s 

Mooitorpeakheight·D6[bluel~ge) NA EXTPBiooo ·Mean&MedianpeakheightD6 mooth/quarter/year Compareto~e~ousper~ds 

Mooitorpeakheight·D8[greensmal) NA EXTPBiooo ·Mean&Medianpeakhe~htD8 mooth/quarter/year Comparetopre~oosper~ds 

Mooit~ peakheight·DS[green~rge) 
Monrr~smal andlarge bciforeachdyeto 

NA EXTPBiooo ·Mean&Med~npeakheightDS mooth/quarter/year Comp~eto~e~ousperioo s 

Mooitorpeakheight·D2[yellowsm~l) NA EXTPBiooo ·Mean&MedianpeakheightD2 mooth/quarter/year Compareto~e~ousper~ds 
EXTPBiood 

Mooitorpeakheight·DlO[yellow~rge) 
oenti~trends/changesovertimewhichmay 

NA EXTPBiooo·Mean&Medianpeakhe~htD!O mooth/quarter/year Comparetopre~oosper~ds 

Mooit~peakheight·D22[redsmall) 
indicateinstrument~kitchanges 

NA EXTPBiooo ·Mean&Med~n peakhe~htD22 mooth/quarter/year Comparetopre~ousperioos 

Mooitorpeakheight·PentaE[redlarge) NA EXTPBiooo·Mean&MedianpeakheightPentaE mooth/quarter/year Compareto~e~ousper~ds 

Mooitorpeakheight·PentaD[pur~esmal ) NA EXTPBiooo·Mean&Medianpeakhe~htPentaD )mooth/quarter/year Comparetopre~oosper~ds 

Mooit~peakheight·TPDX[pur~esmall) NA EXTPBiooo ·Mean&Med~n peakhe~htTPDX )mooth/quarter/year Comparetopre~ousperioos 

Mooitorpeakheight·Dl[~uesmal ) NA EXTP5FRAC·Mean&MedianpeakheightD3 mooth/quarter/year Comp~eto~e~ousper~ds 

Mooitorpeakheight·D6[blue~rge) NA EXTP5FRAC·Mean&MedianpeakheightD6 mooth/quarter/year Compareto~e~ousper~ds 

Mooitorpeakheight·D8[greensmall) NA EXTP5FRAC·Mean&MediiiipeakheightD8 mooth/quarter/year Comparetopre~oosper~ds 

Mooit~peakheight·DS[greenl~ge) 
Monrr~smal and ~rgelociforeachdyeto 

NA EXTP5FRAC·Mean&MedianpeakheightD5 mooth/quarter/year Comp~eto~e~ousperioos 

Mooitorpeakheight·D2[yellowsm~l) NA EXTP5FRAC·Mean&MedianpeakheightD2 mooth/quarter/year Compareto~e~ousper~ds 
EXTP5FRAC 

Mooitorpeakheight·DlO[yellow~rge) 
iJenti~trends/changesovertimewhichmay 

NA EXTP5FRAC·Mean&MediiiipeakheightD10 mooth/quarter/year Comparetopre~oosper~ds 

Mooit~peakheight·D22[redsmall) 
~ d tate instrument or kit changes 

NA EXTP5FRAC·Mean&MedianpeakheightD22 mooili/quarter/year Comp~eto~e~ousperioos 

Mooitorpeakheight·PentaE[redl~ge) NA EXTP5FRAC·Mean&MedianpeakheightPentaE mooth/quarter/year Compareto~e~ousper~ds 

Mooitorpeakheight·PentaD[purplesmal) NA EXTP5FRAC·Mean&MediiiipeakheightPentaD lmooili/quarter/year Comparetopre~oosper~ds 

Mooit~peakheight·TPDX[pur~esmall) NA EXTP5FRAC·Mean&MedianpeakheightTPOX lmooth/quarterfYear Comp~eto~e~ousperioos 

Mooitorpeakheight·Dl[bluesmal) NA EXTP5FRAC·Mean&MedianpeakheightD3 mooth/quarter/year Compareto~e~ousper~ds 

Monitorpeakheight·D6[blue~rge) NA EXTP5FRAC·Mean&MedianpeakheightD6 mooth/quarter/year Comparetopre~oosper~ds 

Mooit~peakheight·D8[greensmall) NA EXTP5FRAC·Mean&MediiiipeakheightD8 mooth/quarter/year Comp~eto~e~ousperioos 

Monitorpeakheight·DS[greenl~ge) 
Mooit~smallandlargebciforeachdyeto 

NA EXTP5FRAC·Mean&MedianpeakheightD5 mooth/quarter/year Comp~eto~e~ousperioos 

Mooitorpeakheight·D2[yellowsm~l) NA EXTP5FRAC·Mean&MedianpeakheightD2 mooth/quarter/year Compareto~e~ousper~ds 
EXTPEFRAC 

Mooitorpeakheight·DlO[yellow~rge) 
oenti~trends/changesovertimewhichmay 

NA EXTP5FRAC·Mean&MediiiipeakheightD10 mooth/quarter/year Comparetopre~oosper~ds 

Mooitorpeakheight·D22[redsmall) 
~ d tateinstrument~kitchanges 

NA EXTP5FRAC·Mean&MedianpeakheightD22 mooth/quarter/year Compareto~e~ousper~ds 

Mooitorpeakheight·PentaE[redl~ge) NA EXTP5FRAC·Mean&MedianpeakheightPentaE mooth/quarter/year Comparetopre~oosper~ds 

Mooit~peakheight·PentaD[pu~lesmal ) NA EXTP5FRAC·Mean&MediiiipeakheightPentaD llllnth/quarter/year Comparetopre~oosperiods 

Mooitorpeakheight·TPDX[purplesmall) NA EXTP5FRAC·Mean&MedianpeakheightTPOX mooth/quarterfYear Compareto~e~ousper~ds 

EXTPBiood Monrr~quantre~ltsf~EXTPtodeteetsam~e. 

Mooitorquantre~lts ertr~tionandquantrration v ariat~novertime NA EXTPBiooo ·Mean&Med~nquantre~lt mooth/quarter/year Comparetopre~oo s per~ds 

EXTP5FRAC Monitorquantre~lts f~ EXTPtode te et sam~e . 

Mooit~ quantre s ults ertract~nandquantitat~n variati oo overtime NA EXTP5FRAC·Mean&Medianquantresult mooth/quarter/year Comp~eto~e~ous p e r~d s 

EXTPEFRAC Monrr~ quantre~lts forEXTPto deteet sam~e. 

Mooitorquantre~lts ertr~tionandquantrrat~n v ariati oo overtime NA EXTPEFRAC · Mean&Medianquantre~~ mooth/quarter/year Comparetopre~oos per~d s 

Moo it~ quantre s ults forEXTNstoident~ trend s 

Mooit~ CW iiidREFEXTNquantre~lts overtime NA CWiiidRefEXTNs·Mean&Medianquantresults month/quarter/year Compareto ~e~ous per~d s 

EXTN cw andREFEXTN5 · 1peakpre~nt 
Monit~ number ofpeaks pre ~nt ~ EXTN s t o 

NA CW iiidRefEXTN s wrrhlpeakpre~ntatany l oc u s month/quarter/year Compareto pre~ou s per~d s 

CW andREFEXTN5·2peakspre~nt NA CWiiidRefEXTN s wrrh2peaks ~e~nts atany loru s month/quarter/year Compareto ~e~ou s perioos 

cw andREFEXTN5 · lpeaks pre~nt 
identi~ trend sovertme 

NA CW iiidRefEXTN s wrrhlpeaks ~e~ntatany l oc u s month/quarter/year Compareto ~e~ou s per~d s 

CW andREFEXTN5 ·>lpeakspre~nt NA CW iiidRefEXTN sllith >lpeaks~e~ntatany l oc u s month/quarter year Comparetopre~oos per~d s 
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Individual level These KPis are measured for each staff member individually 

Area Process Rostered Days Metric Measure 1 Measure2 Measure3 Measure 4 Measure 5 Data Range 

Pre-lysis 
m: Staff member 

Ref Maxwell 
changes extraction Batches I Samples I 

Mean & Median number Quarterly 16 
DNA ~xtraction DlYS Count Count- Batches Count- Samples of Batches processed by monthly I 

batch status to Rostered Day Rostered Day 
QIA-SP anm Annualy 

QIA-Integrated 
Prepared 

Mean Staff member 
Batches I Samples I 

Mean & Median number Quarterly 16 
Post ~xtraction Nspin Count changes post Count- Batches Count- Samples of Batches processed by monthly I 

Dilution extraction batch 
Rostered Day Rostered Day 

anm Annualy 

Staff member 
Mean & Median number Quarterly 16 

QuantCWIW changes quant Batches I Samples I 
Quant Count Count- Batches Count- Samples of Batches processed by monthly I 

preparation in Pre-PCR batch status to Rostered Day Rostered Day 

Prepared 
anm Annualy 

Amp CWIRef 
Staff member 

Batches I Samples I 
Mean & Median number Quarterly 16 

Amp Count changes amp batch Count- Batches Count- Samples of Batches processed by monthly I 
preparation in Pre-PCR 

status to Prepared 
Rostered Day Rostered Day 

anm Annualy 

Staff member 
Batches I Samples I 

Mean & Median number Quarterly 16 
c~ c~ plates prepared Count changes c~ batch Count- Batches Count- Samples of Batches processed by monthly I 

status to Prepared 
Rostered Day Rostered Day 

anm Annualy 

Staff member 
Batches I Samples I 

Mean & Median number Quarterly 16 

cw CW checks completed Count changes c~ batch Count- Batches Count- Samples 
Rostered Day Rostered Day 

of Batches processed by monthly I 
status to em anm Annualy 
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Teamlevel TAT1 

Area ~irna~M~rk Rationoe Second•yM~rk Data Some 

PDA ·Pl/P2/Pl 

Rev~ew· Pl/P2/Pl 

RefPDA 

II ODD 

Statements 

TAT:ResultlavailabletoPDAcommence 

TAT:Resultlava~labletoPDAcomplete(RepotnngTAT 

Ov~all) 

TAT:PDAcommencetoPDAComplete 

Trmebetween re1ult1 b~ngava~lableonthePDA 
worklr~andPDAcommenongbya1oent11t. 

Trmebetween re1ult1 b~ngava~lableonthePDA 
worklr~and re1ult1 b~ngrevrewed and Profile 
Rev~ewvalrdated. 

Trmebetween a~e~entllt"AIIocate"fromthePDA 

worklr~tothe1oent11tcompl~rngPDAandord~rng 

I lA 

I lA 

aProfrleRev~e w. IIA 

fR:Pl/P2/Plsample~leparatjy.timeelapledb~weenaddedtoPDA worklllt· 

~IOQtetOICI!ntllt 

Profrlel 

fR:Pl/P2/Plsamplei separatjy:trmeelap~db~weenAIIoQtetosoentrsttof~rst 

Mean&Medran 

Mean&Medran 

ProfrleRev~ewordered. Mean&Medran 

edrortinn wnr<li<t 
Rewo~1atPDA1tage 

Total nJmber and proportion of reworks ord~ed at Collate 1eparate~for e~raction, microcon, nucleospon, amplification worklistand capilla~el~trophore~is worklist after the PDAscientistha1 
quantifiQtion,amplificationandcapilla~j~trophore~is. AlloQte", Totai,Mean&Median 

VolumeofPDAconducted 

TAT:PDAcompletetoRe~ultsRjmed 

llumberandproportronofreworksrequ~redatProfrle 

Rev~ewStage 

AmountofRe,.WIConducted 

llumberofRefPDAconducted 

Mmurethenumberofresultsl1ne1enteredovera 
penod · thrscanbeusedtomonrtorthecompl~rty 

ofresuts/re,.wrequ~redandalsochangestoresult 

I lA 

lrne(acdrton/removal). IIA 

TrmebetweenPDAcompl~edby thePDAsoenlist 

I lA 

TotalnJmberandproportronofrewo~sord~ed 

oncePDAhasbeencompleted,followrngfeedba~ Collate~paratelyfore~raclion,mrcrocon,nucleospon, 

fromtherev~ew. . 

Measurethenumberof•mple~ whrchhave 

underljlne PDArevrewandcomparetoTATand 

quanlifiQiion,amplrfrcalionandcaprlla~j~trophoresrs. 

prevrouspenod volume~ IIA 

rev~ewedandcomparetoTATandprevrouspenod 

volume~ 

MonrtcrnumberofRefPDAconducted 

IIA 

IIA 

MonrtcrnumberofEVDcompansonsdone whereRef 
RefPDAComparrsons·pre/postCSdelrv~y ·P2Coses samplersdelrv~edpnortoCSprofrlerevrew 

on~ 

TAT:Resultava~labletoresultrewewed 

llumberofiiCUDuploads 

TAT:PDAcompl~etoiiODDUploaded 

link Reporting 

llumb~ofStatementswntten 

TAT:Statementrequestto~located 

MonrtcrnumberofEVDcompansonsdone whereRef 
samplersdelrv~edaft~f1rstCSprofrlerevr ew 

MonrtcrREfPDATATtordenlifytrends. 

MonrtcrnumberofiiCUDuploads 

MonrtcrlimejapsedbetweenPDARe~ewand 

IIA 

IIA 

IIODDuploadcompl~e IIA 
MonrtcrnumberofiiCUDnewlrnkl~nes 

MonrtcrTATfromlrnkcreatrontore"w IIA 

Monrtcrthetotalnumb~ofstatementswntten IIA 
Monrtcrtrmejapsedbetweenastatementrequest 

berng11cervedand~estatementberngallocatedto 

asaentrst IIA 

TAT: Statement allocated to statement draft compl~e ~~::~~~dt~:: :::;~de:~;:: statement berng IIA 

TAT:Statementdraftcompletetore,.wed 
Monrtcrtrmejapsedbetween~atementdraft 

comletronandstatementrevrew IIA 
Tal~ofstatementrequestp~rodbyweek(r.e.numberof 

StatementRequesttrmeframe1 Monrtcrstatementrequesttrmeframe~forall statementrequests wrthl weekTAT,2weekTAT,l week 

fR:Pl/P2/Plsample~separatjy:countsamplesaddedtoPDA worklrst Mean&Medran 

fR:Pl/P2/Plsample~separatjy:countnumb~ofResultlrnesaddedtosamples 

addedtoPDA worklrst Mean&Medran 

fR:Pl/P2/Plsample~separatjy:trmeelapsedb~weenProfrleRev~eword~ed and 

ProfrleRe,.wvalrdated 
fR:Pl/P2/Plsample~separatjy:collate~eparatealy numberofaddrtromto 

~tractronworklrst,quantrfrcatron wo~lrst,mraoconworklrst,nucleosp~nwo~lrst, 

amplrfrcalionworklrstandcaprlla~el~trophore~rswo~lrstafterthefirstProfrle 

Re,.w rsordered. 

fR:Pl/P2/Plsample~separatjy:Countnumberofsamples wrthProfrleRev~ew 

Mean&Medran 

Totai,Mean&Medran 

valrdated Totai,Mean&Medran 

fR:Pl/P2/Plsamplesseparatjy:CountnumberofResultlrnesrev~ewed Totai,Mean&Medran 

fR:Countallprronlie~andsample~~pe~:llumberof•mple~addedto~eRefPDA 

wo~lrst. Totai,Mean&Medran 

fR:CountReferencesamplecomparrsonstoCSsample whereRef~encesample Totai,Mean&Medran, 
djrve~datersbeforeProfrleRevrewdate proportron 

fR:CountReferencesamplecomparrsonstoCSsample whereRef~encesample Totai,Mean&Medran, 
proportron 

Mean&Medran 

fR:countnumberofiUDuploadbatchescompleted Totai,Mean&Medran 

fR:forsampleswr~IICUDL\Jioad,timejapsedbetweenProfrleR.,ewvalrdated 

andiiCUDL\Jioadvalrdated Mean&Medran 
fR:tlJmb~ofnewl~nklrnesreported Count 
fR:Trmejapsed·IIODDuploadfrleloadedtol~nkReportre~ewed Trme 

fR:CaseswrthStatementrequesttask Count 

fR:CaseswrthStatementrequesttask·trmejapsedbetweenrequesttaskoeatron 
andalloQtronto~e~entrst. Mean&MedranTrme 
fR:Cases wrthStatementrequesttask·trmejapsedbetweenallocatedtosaentrst 
andche~DraftCompl~e Mean&MedranTrme 
fR:CaseswrthStatementRequestTask ·trmeelapsedb~weendleckDraftComplete 

andche~RevrewCom l~e Mean&MedranTrme 

pnono~cases TATetc.) fR:StatementRequestDatetoStatementDueDate Count·TATweeks 

Me~~ngStatementDaterequ~red Monrtcrthetrmedrffffntralb~weenStatement fR:Cases wrthStatementRequestTask· trmedrff~entralbetweenRequ~red Dateand 

Requ~reddataandStatementPublrsheddate IIA StatementPublrsheddate Mean&MedranTrme 

Collatenumb~ofrnstancesofcourtattendanceasatotal. Countrnstance~,duratrontotal, 

Data range Mea~Ure 

wee~mon~/quart~/year trme 

wee~mon~/quart~/yw trme 

wee~month/quart~/year trme 

wee~month/quart~/yw time 

wee~month/quart~/year trme 

wee~month/quart~/year trme 

wee~month/quart~/year trme 

wee~month/quart~/)l'ar lime 

wee~mon~/quart~/)l' ar lime 

wee~mon~/quart~/year lime 

wee~mon~/quart~/year time 

quarterly/year Count 

quarterly/year Count 

wee~mon~/quart~/year time 

wee~mon~/quart~/year time 

wee~mon~/quart~/year time 
wee~mon~/quart~/year Count 
wee~mon~/quart~/year Count 
Month/quart~/iear Count 

Month/quart~/iear Trme 

Month/quart~/iear Trme 

Month/ uart~/iear Trme 

quarter/year Count 

Month/quart~/iear Trme 

Court Attendance 
Alsocollatetotalhoursofcourtattendance. Collate average lfR:Ca!:eswrthCa;eReport ·Co urt Attendarsce(coc~nt,dur:atrontotal,average Count,trme,averagetrmep~ 
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rending 

Comparetoprew ou1penods 

Comparetoprevrouspenods 

Comparetoprevrouspenods 

ComparetoprevioUiperiods 

Comparetoprevrouspenods 

Comparetoprevrouspenods 

Comparetoprevrouspenods 

Comparetoprevrouspenods 

Comparetoprew ouspenods 

Comparetoprew ouspenods 

Comparetoprew ouspenods 

Comparetoprew ouspenods 

Comparetoprew ouspenods 

Comparetoprewouspenods 

Comparetoprewouspenods 

Comparetoprewouspenods 
Comparetoprewouspenods 
Comparetoprewouspenods 
Comparetoprewouspenods 

Comparetopre~ouspenods 

Comparetoprevrouspenods 

Com are to r~ious eriods 

Comparetoprevrouspenods 

Comparetoprew ouspenods 

CountandCa;e r--------r,Mo--:nrtc_ram--:ou_nto7fco--:urt_atte_nd_ance___,.-:--+-hou-'rsp_~e_adl_rn~_anc_eof_cou_rta_tten_da_ce. __ -t-duratronn-'--p~ rn---'stance) ________ -+m-~hodj((-'rn11P---'~son/p----'-hon~.--tQ-uar_t~/i._ea_r --1-rnst_anc_e ----+C_om'-pare_to.:....prev_rou-'"sp_eno_ds -------1 
Monrtcrnumberofcourtappearancesagarnst 

Conf~ences CourtappearanceperStatementlssued 

Ca;eConference 

CountCa;es 

CountSamplesStartedretesting 

CountSamleslloDIIA/DIIAinsuff 

CountSamplesfinaiResult(DIIAProfile) 
Cold Cases 

Count Case Conferences 

CountCasefileRevrew 

Count Statements 

Count Court Appearances 

Paternr~ CountCoses 

numb~ofstatementsrssued fR:~oportronofQses wrthStatementsPublrshedwrthaCourtReport Proportron Quart~/)l'ar 

Monrtcramountofcaseconferences 

Monrtcrnumberofcoldcases 
Monrtcrnumberofsampleswh~etestrnghasbeen 

started 

Monitcrnumberofsample~testingstarted withfinal 

DIIAre~ult 

MonrtcrnumberofcoldcasesQseconferences 

Monrtcrnumber/trmeforcasefrlerev~ewbsoentrst 

Monrtcrnumberofcoldcasesstatements 

Monrtcrnumberofcoldcasescourtappearances 

MonrtcrnumberofpaternrtyQsesreported 

Collatenumb~ofcaseconferencesasatotalbutalsotrme fR:CaseswrthCa seReport ·CaseConference(Count,duratrontotal,averageduratron Countrnstance~,duratrontotal, 
spentrnQseconferences p~rnstance) av~ageaduratronperrnstance Quart~/)l'ar 

fR:thefollowrngresultlrnesandcountthenumberofunrquefRnumb~ s: 

ONBCConsrstent wrthberngchrldof 
IIONBCIIotconsrstentwrthberngchrldof 

CountunrquefRnumberswrth 
paternrtyresultlrnes Quart~/iear 

Proportron Comparetoprevrouspenods 

Count,trme,averagetrmep~ 

rnstance Comparetoprevrouspenods 

Count Comparetoprevrous 
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K~Data Availa~etormhlt a't memttr 

RosteredDays Rosterire flro:ess Measure' r.'easll'e4 Data Range 

~! P111 fR: )amplealocatedtoldentilt, Pr~rity l,llre1llt li rt ~~oc!looototo1P111byllll! Plllpro~rtionoltotaiPDA tl,'ldert~t flllrt~l).larter~ flll rth/Am u ~ C001pa retof(e~o usp eri 00 

~!P111NCIDD flllrt~Q.iartertOf!!Jrth~u~ C001pa reto f(e~ousperi 00 

~!P1MI 

Coo" Mean&Med ~n TATtromAI Iocateto Proti~Review ocrered ~~o!looototoiP C\I P111rom~etedbyllll! PlMIXNCIDDf(~octiooritotaiPMbyldentilt 

~~o!loo ototol P1 ~~ rom~eted ~ ffiNI ~'to"onoiPHlPC\1 

Pr~o!looototoiPlllbyllll! Plll prof'Jrtion oltotal PDA til 1dert ~t 
Pr~o!looototoiP111NCIOO~IIll! 

~~o!looototoiPl ~x ~IDN! 

Coo" Mean&Med~n TATtromAI I ocateto ProlieReviewocrered ~~o!loo ototo iP C\IPlllrom~ etedbyllll! PlMIXNCIDD 0~o!looototoiPCllbytden!ltt 

~~o!looo toto iP lCom~exconp leted~ffiN! PlC001plexf(~octioocitotaiPMbyldentilt 

PlPliiRelerence~~octioooltctaiPMbyldentilt 

~ a rter i flll rth/Am u ~ Cocnpare to f(e~ol/5 periOO 
Re1iewPlll NCI OO ~ arter i flll rth/Am u ~ C001pare to ~e~ol/5 peri ocl 

Re1iew Pl MX fR: )amp le reviewed by 1denti1t, Pr~ritv 2, $ rom~le result 111e1 Pr~octioo cftotal P2 "'X review ·total FDNA P2 MIX pr~ortioo cf total Review til 1derti1t ~ a rter i ~rth/Amu~ C001pareto fte~o l/1 peri OO 
Re~ew Pl "'X NCIDD Coort Mean & Med~n TATtromAI Io cateto Protie Review Pr~octioo cf total Pl "'X NCIOO review ·total FDNA Pl MIX NCIDD ft~ettioo cf total Rev iew til ~e iertilt ~ a rter i ~rth/Amu~ C001pareto fte~ol/1 periOO 
Re~ew Pl Com~ex Pr~octioo cf total Pl Com~ex review ·total FDNA Pl C001plex ft~ettioo cf total Review til ~e i:rtilt ~ a rter i ~rth/Amu~ C001pareto fte~ol/1 periOO 

Co.t · R!"rew I pr~'IOnolt~:1 ER".;..·ew P::-:1 ~~' Re;.;.;tere.;..nce -----!::-::::~~:~~~~: ::v-:-~~~ed b~~~~e'-"en~:;"-:;,~~;..;:n~~2~'RP;..;:e;;;~;..;:l:~ev'-"l:::;..;:l~n~'-::~':-"~:.;.."h.;..er ftr.;..< Pr.;..oftle...;;R~".;..iew _ ___, ~::::: :::::: :~ ~:~:;t::~:1R;;~;~~:al ~ OOA ~o:~i~n~te;;.ep~=tioo oltctal Review by 1denti 1t ~rt~Q)a rter~ ~rth/Amu~ C001pare to ft e~ o l/1 peri OO 

Re~ew l'~eR:;:;:~~:~dPl r C~tereddayllor E::.;...i: :,;::;;;::;.•I ___ ---!::-:~R:)a;;omp;.;.;lerev.;..iew;.;.;edbyo;;lde;;;;ntilt~,Pr~;;;riry~l,ll~rel.;..~tlirt==;....----1--+----------!P,::::r~:.::etti oo;;.;,o ;::::tota i.,;,Pll,;;;lre~;.::•w;;:;· toc;::,;ai~ OO~I ::;;__-IP,;,:lll:.::pro;;:;~ rti;;,;ono;:.::ltota:;.,.l~.,...~ ew.,...~l.,...dent.,...ll ----+~;::::""~~~CiJCiJ;::::"a rterer~~~ ~~;::::"rlhh~//!mlm;;;.u•>l-1~~:~~:::;.:;:::,;;;:::;;.::~~:;;;;:::-+ 
ro1tered day I') FDNA !::'-:::;..;:::: :~~ ~::"';[1;.;..00 ---"'"'i::-:::: ~~~~;..;::: :::...;;:::;..;::: ::~:~:;.;,;~::::":-: ~:;..;:::~~~: ;:;.;.;~1~;..;:. 1 ~e;;.;.;:~ :;-:-:e-, ------i ~::::: :::::: :~ ~;~~~i~;~;:~a;:~~~ OOA :~ ~~;~~~::~~::~:~~~::~~::e~d~~~tert ~t :~~~:~::~ ::;:~: ~:~::::: ::::~ ~:::: 

Coo rt ol lrn1rrect 
(11101(~101ntll 

II'(CHect 

" lerretl) by1denti~· 

Coll1tl'i.lmttrcrurt 
Attendance/attendancear.jcm 

Re~ew Pl "'X NCIDD ~R : )am ple reviewed by 1denti1t, Pr~riry l, MIXNC IDD i rewlt ll1e1 Coort Mean & Med~n TATiromAIIocateto Prolie Review Pr~octioo cftotal Pl "'X NCIOO review ·total FDNA Pl MIX NCIDD ft~ettioo cftotal Review til ~e iertilt ~rt~QJa rter~ ~rth/Amu~ C001pareto fte~ o l/1 peri OO 
Re~ew Pl Com~ex ~R : )am ple reviewed by 1denti1t, Pr~riry l, C""U re1~t li rt Pr~octioo cftotal Pl Com~ex review ·total FDNA Pl C001 plex ft~ettioo cftotal Review til ~ei: rtilt ""' rt~ll.ia rter(o ""' rth/Amu~ C001pareto fte~ o l/1 peri OO 
Re~ew P2 ~l/1 Reference ~ R: )am ple reviewed by 1denti1t, Pr~rity l, Reference 1am~e rompari~e n aher ftr ~ Profile Review Pr~octioo cftotal Pl ~u~ Reterel'(eReview ·Ictal ~OOA Pl PU1 Reference ft~ettioo oltctal Rev i:wby 1denti1t ""' rt~QJa rter~ ""' rth/Amu~ C001pareto fte~o l/1 peri OO 
Review P' Total ~R:~rnple re~ewed bysdettist, Pr~rity ,, Profile Review lineo.;lidate< Pr~octioo cftotal Pl Re~ew rom~eted by ~ OOA ""' rt~QJa rter~ ""' rth/Am ual C001pareto fte~ o l/1 peri OO 

Co ll1t· nurrterot 

irn1rrected re1 llt ltaffCrrorrate: Sam ple1with irn1rrected re1~tline1a1 a Team Crrocrate:total1;vnple1~th irn1rrected rew~line1 a1a 
ll'(etrectlwhenldentiltftrlormiPDA ~R:Samplealocatedtoldentilt,Rel llt li rt incwmed 111e pro~rtionoltotal~ample1PDA1 dtl/a ~e iertilt pr~ortioocftotal1ample1PM 1dtl/al1dentim QJarter~mort~amua l Co~a re tofte~o U~ periOO 

Coll1t· nurrterot 

l ramct1when 1denti ltftrlorm1 Re~ew ~R:Samplereviewedby1denti1t,Re1~t 111ei ramcted 

it;temen!i Co.t·R01tered I ~~otono;t::IE: ::::.::~:..:.:~::=~~c.:.::~:;.:oc~te:.:.en~e~cd~;:::..~n~::..:.:~d:w::..•h "'"'i::-:;:: ~:::.:::::.:-:::::::::::=::=::,::;~::":':~::7":: :=~:~:=":::~;:;:~:~at;::'l~:tt::.:.:mde~":':~:~:::.te;c:::::~~:.:::~~~:::.tco~d~~=~:-';:~-;-Cilll-:-:plet-, -E----t:~:::.::~-:'-7~ ::::.::::.:-::~~~~~:~~.;..:~ ::::::'~~:::::::~.:::..::::.~:~;:.:.~::~7:~ --tl~A~:"-"y1 cc;m""1 :1~~"-:iiocociityty'-----+-----------f.:~"""i'::::~:':'-':';:~::;:~~:---!~;::-:~:::.:::::.!;: :=::~"'-~ ~::..:::::-t 
Da\'i ro1tered dif/1 ~atement review Pro~rtioo ct 1tatement1 reviewed· total ~DNA lll.larter~ Morth/Amual C001pareto ft e~o lll periOO 

NA ltatement·DateRe(J.I ired Cifference Mean&Medianlillfdiffere!ltialf[(sciefltist C001paretodatalocallldertim lll.i <~ter~Mo rth/Amua l C001paretofte~o lllp eri00 

Ret PDA WPM roi'IJucted ~R: Reference 1am~e1 PDA'd by a 1denM llinal re1ult ~ied dC~Nn) Mean & M:d ian per rol~ctioo ftr iOO (wee~mooth etc) Pr~octioo cftotal Ret PDA roi'IJll:ted ""'rt~I)J arter~ ""'rth/Am ual C001pareto ft e~ o lll periOO 
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Team Level TATs 

Area Primary Metric Rationale Secondary Metric Data Source Data range Measure Trending 

Ameasureofthenumberofcasefilescreated 
TAT: from Added to Statement I Unallocated 

by each admin team member. Number of files 
Statement Ust -to registration of barcode for fR- Mean & Median time elapsed: Sample 

Case creation 
beingcreatedassistswithrostering,capacity 

casefile INOTE:currentlynotcreated until all addtoStatement/UnallocatedStatement wee~month/quarter/year time Comparetopreviousperiods 

of staff 
greendotspresent,orasdirectedtocreateby List-Barcoderegistered 

fRITofficers) 

Case creation- Time elapsed: Ameasureofthetimeelapsedbetweenfile 
fR:Mean&Mediantimeelapsed:createdin 

Storage of file from FDNA created FDNA Analysis and being placed in the TAT: FDNA Analysis to FRIT In-tray-Case files 
fDNA Analysis and tracked to fRIT In-tray- week/month/quarter/year time Comparetopreviousperiods 

Ana~sis to FRIT In-tray -Case FRIT In-tray -Case Files far Reporting for the or Reporting 
Case files for Reporting 

Files for Reporting Statementprocesstobeundertaken 

lssuingStatement/EvidCert. 

Timeelapsed:Sto~geoffile A measure of the time elapsed between file 
fR:Mean&Mediantimeelapsed:tracked 

Admin Tearr from Scientist In-Tray to Admin being placed in the Admin In-tray -Statemen~ TAT: Admin In-tray -Statements to the Admin 
Admin In-tray- Statements to the Admin In- wee~month/quarter/year time Comparetopreviousperiods 

In-tray -Statements I then from to the Admin In-tray -After Statement process In-tray -After Statement tray 
tray -AfterStatementtray 

Admin In-tray -Statements to being undertaken 
Admin In-tray After Statements 

Issuing Statement I Evid Cert. 
A measure of the time elapsed between file 

Timeelapsed:Sto~geoffile fR:Mean&Mediantimeelapsed:tracked 
from Admin In-tray After 

beingplacedintheAdminln-trayAfter TAT: Admin In-tray After Statements to Admin 
Admin In-tray After Statements to Admin In- wee~month/quarter/year time Comparetopreviousperiods 

Statements to Admin In-tray -
Stotemen~ to Admin In-tray -Case file Finish In-tray -Case file Finish 

tray-Casefilefinish 

Case file Finish 
process being undertaken 

Case file finish- Time elapsed: A measure of the time elapsed between file 
fR: Mean & Median time elapsed: tracked to 

Storage of file from Admin In- being placed in the Admin In-tray -Case file TAT: Admin In-tray- Case file Finish to the Shel 
Admin In-tray- Case file finish to the Shelf I wee~month/quarter/year time Comparetopreviousperiods 

tray- Case file Finish to Shelf I Finish to the Shelf I Bench location being / Bench location 

Bench location undertaken 
Bench location 
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Individual level 

Primary Metric RlllteredDay5 Metric Measure! Measure1 Measurel Data Range 

Case creation Count Staff member registersthebarcodeforthenewcasefile Count -Files Files/ Rostered Day Mean&Mediannumberof Files Monthly/Quarterly/6Monthly/Annually 

Pre -StatementCreation Count 
Staff member t~c~ file toFRIT In-Tray- Case fifes/or 

Count -Files Files/ Rastered Day Mean&Mediannumberaf Files Manthly/Quarterly/6Manthly/Annually 
Reporting_ 

Files after Statements Count Staff member t~c~ file to Admin In -Tray -After Staternenfl Count -Files Files /RasteredDay Mean&Mediannumberaf Files Manthly/Quarterly/6Manthly/Annually 

Completed files ready for 
Count Staff member t~c~ file to Admin In -Tray -Casefile Finish Count -Files Files /RasteredDay Mean& Mediannumberaf Files Manthly/Quarterly/6Manthly/Annually 

storage 

Storage of Files Count Staff membert~c~ filetaShelf/Bench Count -Files Files /RasteredDay Mean& Mediannumberaf Files Manthly/Quarterly/6Manthly/Annually 
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QPS accessing Forensic DNA Analysis 
Information 

OQI Details 

Status Closed Approved 

Subject New OQI opened to include further information. Information from OQI 
52987 has been copied in here: 

On 30 January, 2020 it was observed in the Forensic Register that a 
QPS Officer attached to the Homicide Cold Case Investigation Team 
(CCIT) had accessed infor~ht to be only available to 
Forensic DNA Analysis for--This includes information that 
may not be peer reviewed. 

On 11 February, 2020 it was verbally confirmed to Justin Howes that a 
QPS Management Section Research Officer had access to the same 
information. On the same date, the aforementioned officer from CCIT 
confirmed in an email to Team Leader Justin Howes what they could 
see in the Forensic Register. On 30 January, 2020 it was observed in 
the Forensic Register that a QPS Officer attached to the Homicide Cold 
Case Investigation Team (CCIT) had accessed information thought to 
be only available to Forensic DNA Analysis for - This 
includes information that may not be peer reviewed. 

On 11 February, 2020 it was verbally confirmed to Justin Howes that a 
QPS Management Section Research Officer had access to the same 
information. On the same date, the aforementioned officer from CCIT 
confirmed in an email to Team Leader Justin Howes what they could 
see in the Forensic Register. 

Source of OQI Other 

Date Identified 05/06/2020 

OQI Creator Contact Details 

Creator Justin HOWES 

Organisational Unit/s Forensic Reporting and Intelligence 

Service/s Forensic and Scientific Service 

Site Location/s Coopers Plains 

Investigator I Actioner Contact Details 

Actioner Cathie ALLEN 

Organisational Unit/s Police Services 

Service/s Forensic and Scientific Service 

Site Location/s Coopers Plains 

Investigation Details 
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17/02/2020 Root Cause Type I Otherlnformation from OQI 
~has been 

copied here: 

After email advice from Justin Howes, Team Leader for Forensic Reporting & 
Intelligence Team, I advised John Doherty, Executive Director of possible 
inappropriate access of the Forensic Register to FSS data prior to peer review. I 
provided the screenshot of the Fore~alysis profile determination analysis 
page from the FR which highlighted - as the last staff member to access 
this page. No staff member in Police Services Stream (or SSLU or FPP) that access 
the FR has the surname o . However there is a Sgt Dale Fletcher that works 
in the QPS Cold Case Unit. 

Further to this, on the 12th of Feb 2020 (10.40am), I was provided with email 
advice from Justin Howes regarding a screenshot of the access view of the FR from 
Sgt Dale Fletcher. Sgt Fletcher advised that whilst using his 'Results Management 
Access' in the FR, he was able to view the Exhibit Testing table (as an example) 
which showed all results (presumptive and final) for an item. This access also 
enabled staff with this access to view (and possibly) edit both non-peer reviewed 
and peer reviewed DNA and Chemistry results. Whilst at a meeting with the QPS on 
the 11th of Feb 2020, Dr Matt Krosch, QPS Research Officer, also confirmed to Justin 
that he could view those results under his access of the FR. 

I sought advice from Helen Gregg regarding NATA accreditation and it appeared that 
this could be against NATA accreditation guidelines. 

At 2pm on Wednesday, 12th of Feb 2020, a teleconference was held between John 
Doherty, Supt Bruce McNab, Insp David Neville and myself. I explained that Sgt 
Fletcher's name had been noted on the bottom of a Forensic DNA Analysis only page 
of the FR and it could be seen an against NATA accreditation guidelines. I also 
advised that Sgt Fletcher appeared to be using his 'Results Management' access, 
however the 'Quality' access also gave the same view of Forensic DNA Analysis 
pages (as confirmed by Dr Matt Krosch). Supt McNab advised that the access had 
been amended for QPS Forensic Officers and that the access had now been reverted 
back to the original by bdna that day. bdna is an external company that is currently 
providing support and maintenance of the FR to the QPS. I advised that due to our 
NATA accreditation requirements we would need additional information so that this 
change could be documented. The Supt advised that I should put that in writing and 
that he would look at it and run it past the QPS lawyers to see if the information 
could be provided to FSS. 

At 2.13pm on the 12th of Feb 2020, I followed up with the below email request to 
Supt McNab (with a cc to John Doherty): 

Hi Supt McNab, Thank you for your time today on the teleconference regarding 
access by QPS staff members to Forensic DNA Analysis results that may have not 
been through the peer review process (via Exhibit Testing Table and Profile Data 
Analysis page). Forensic DNA Analysis are accredited through NATA, under 
IS017025. Under Section 7.11- Control and data and information management, 
there appears to have been a breach (' ... changes need to be authorised, documented 
and validated before implementation.' And 'LIMS must be: be protected from 
unauthorised access; LIMS must be maintained in a manner which ensures the 
integrity of the data and information'). An investigation, including corrective actions, 
regarding this will need to be conducted to advise NATA. This is normal for a 
breakdown in accreditation requirements and is not intended to be adversarial. 
Documenting an investigation and addressing the root cause is a requirement under 
any quality system. To assist us to address this corrective action report, can you 
please provide either John or myself with the following information: 

- How did it occur that QPS staff who have Results Management or Quality access 
were also provided with access to Forensic DNA Analysis Exhibit Testing and Profile 
Data assessment information? 

• When did this change occur? (noting the removal of access was on Wednesday, 
12th of Feb, prior to or at 2pm). 

• What did the QPS staff do with the information that they had available to them? 

• Who authorised the change to occur? 

• Why was FSS not advised of this change prior to it occurring? 

This will inform a risk-based assessment of the issue and allow us to demonstrate to 
NATA that we took appropriate action to address the issue and the root cause. 
Cheers Cathie 

On the 17th of Feb 2020, Supt McNab responded to my email (with a cc to John 
Doherty and Insp David Neville): 
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We've had a look at this issue from our end. In short, it was changed from our end 
unintentionally, as such, much of FSG we were unaware until advised by your team. 
Those who located it, did so whilst performing their normal duties of scanning the FR 
to either see the progress, or the results of your examinations. No action was taken 
with any of the information that could be seen, as soon as you advised us, we 
changed it back so no one could see. I am confident with the departure of Tim, and 
the movement of all work over to BDNA till the commercialisation process is 
completed that such an issue will not arise again. We accept that his unintentional 
change took place at our end. In conclusion it shows that they greater degree of 
cooperation and information sharing between our departments is ensuring that the 
people of Queensland are being well served. Have a great weekend. 

Bruce McNab BM Superintenden~ 
Operations Commander Forensic Services Group 
OPERATIONS SUPPORT COMMAND Queensland Police Service -

Preformed By Cathie ALLEN 

Action Details 

Action Complete 05/06/2020 

Title 
Action Fix Type OtherFurther enquiries made 

with the QPS 

Action Description 
Information below copied from previous OQI 

Further enquiries made with the QPS. 

Numerous enquiries have been made with the QPS for more specific information to 
address the dot points originally requested: 

How did it occur that QPS staff who have Results Management or Quality 
access were also provided with access to Forensic DNA Analysis Exhibit 
Testing and Profile Data assessment information? 

When did this change occur? (noting the removal of access was on Wednesday, 12th 
of Feb, prior to or at 2pm). 

What did the QPS staff do with the information that they had available to them? 

Who authorised the change to occur? 

Why was FSS not advised of this change prior to it occurring? 

New information for this OQI: 
Email correspondence between John Doherty and Supt Bruce McNab 
from 29 May 2020: 

Key questions put to the QPS 

• When did this change occur? 

• When was it rectified (noting that I discussed with you on lih Feb and 

you informed me that it had been remedied at around 2pm that day). 

• What caused the issue? 

• What did the QPS staff do with the information that they had available 

to them? (we may not know this, but we might be able to determine 

who accessed data that they shouldn't have had access to via the audit 

trail) 

• Who authorised the change to occur? 

http://qis.health.qld.gov.au/OQI/OQIReport.aspx?OQIID=-
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Task Details 

No Tasks found 

Follow-up And Approval 

Follow-up Status 
Follow-up Status 

Comment 

Approver 
Approval/Rejection Date 

Approval/Rejection 
Comment 
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• If this change was intentional, why was FSS not advised of this change 
prior to it occurring? 

• What is in place to prevent this from happening again? 

Email response from Supt McNab: 

• When did this change occur? I'm not sure when the change occurred, 
due to our recent pressures I haven't been able to progress that, but I 
can look again after we finishing commercial ising the register. 

• When was it rectified (noting that I discussed with you on lih Feb and 
you informed me that it had been remedied at around 2pm that day). It 
was rectified as soon as you drew my attention to it. 

• What caused the issue? We suspect that in an attempt to improve 
efficiencies one of our civilian employees made a change without 
approval, or misunderstood a request that had been made of him. 

• What did the QPS staff do with the information that they had available 
to them? (we may not know this, but we might be able to determine 
who accessed data that they shouldn't have had access to via the audit 
trail) Nothing was done with the information. 

• Who authorised the change to occur? It would appear it was changed by 
a civilian employee, there is no trail of any authorisation. 

• If this change was intentional, why was FSS not advised of this change 
prior to it occurring? It does not appear to be intentional. 

• What is in place to prevent this from happening again? Apart from the 
civilian leaving our employ, we made sure through communication prior 
to his departure that no such changes would be made without proper 
authorisations. 

Accepted 

5/06/2020 2:28:46 PM Justin HOWES: 

Accepted actions. 

John DOHERTY 

05/06/2020 

5/06/2020 3:08:51 PM John DOHERTY: 

Clearly documenting what the correct 'authorisation procedure' is for 
future changes is required 

5/06/2020 3:05:56 PM John DOHERTY: 

Further information received from QPS 

Hi John in relation to your questions; 

- When did this change occur? I'm not sure when the change occurred, 
due to our recent pressures I haven't been able to progress that, but I 
can look again after we finishing commercialising the register. 
- When was it rectified (noting that I discussed with you on 12th Feb 
and you informed me that it had been remedied at around 2pm that 
day). It was rectified as soon as you drew my attention to it. 
- What caused the issue? We suspect that in an attempt to improve 
efficiencies one of our civilian employees made a change without 
approval, or misunderstood a request that had been made of him. 
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Associations 

No Associations found 

Records 

No Records found 
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- What did the QPS staff do with the information that they had 
available to them? (we may not know this, but we might be able to 
determine who accessed data that they shouldn't have had access to 
via the audit trail) Nothing was done with the information. 
- Who authorised the change to occur? It would appear it was changed 
by a civilian employee, there is no trail of any authorisation. 
- If this change was intentional, why was FSS not advised of this 
change prior to it occurring? It does not appear to be intentional. 
-What is in place to prevent this from happening again? Apart from 
the civilian leaving our employ, we made sure through communication 
prior to his departure that no such changes would be made without 
proper authorisations. 

I hope this assists in your enquiries, if you require anything else please 
let me know, and please accept my apologies for not replying earlier, I 
have simply been swamped with other duties, and then COVID related 
issues. 

Thanks for your patience. 

Bruce McNab BM 
Superintendent -
Operations Commander 
Forensic Services Group 
OPERATIONS SUPPORT COMMAND 
... olice Service 

- QPS accessing Forensic DNA Analysis Information 
Copyright© 201~ Services Support Agency, Queensland Health -All Rights Reserved 
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QPS accessing Forensic DNA Analysis 
information 

001 Details 

Status 

Subject 

Source of OQI 

Date Identified 

Closed Approved 

On 30 January, 2020 it was observed in the Forensic Register that a 
QPS Officer attached to the Homicide Cold Case Investigation Team 
(CCIT) had accessed information thought to be only available to 
Forensic DNA Analysis for This includes information that 
may not be peer reviewed. 
On 11 February, 2020 it was verbally confirmed to Justin Howes that a 
QPS Management Section Research Officer had access to the same 
information. On the same date, the aforementioned officer from CCIT 
confirmed in an email to Team Leader Justin Howes what they could 
see in the Forensic Register. 

Other 

06/05/2020 

OQI Creator Contact Details 

Creator Justin HOWES 

Organisational Unit/ s Forensic Reporting and Intelligence 

Service/ s Forensic and Scientific Service 

Site Location/ s Coopers Plains 

Investigator/ Actioner Contact Details 

Actioner Cathie ALLEN 

Organisational Unit/ s Police Services 

Service/ s Forensic and Scientific Service 

Site Location/ s Coopers Plains 

Investigation Details 

Investigation Completed 

Investigation Details 

13/05/2020 Root Cause Type I Other After em ail advice from 
Justin Howes, Team 

Leader for Forensic Reporting & Intelligence Team, I advised John 
Doherty, Executive Director of possible inappropriate access of the 
Forensic Register to FSS data prior to peer review. I provided the 
screenshot of the Forensic DNA Analysis profile determination analysis 
page from the FR which highlighted 1 1 as the last staff 
member to access this page. No staff member in Police Services 
Stream (or SSLU or FPP) that access the FR has the surname of 

I However there is a Sgt Dale Fletcher that works in the QPS 
Cold Case Unit. 

Further to this, on the 12th of Feb 2020 ( 1 0.40am), I was provided 
with email advice from Justin Howes regarding a screenshot of the 
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access view of the FR from Sgt Dale Fletcher. Sgt Fletcher advised 
that whilst using his 'Results Management Access' in the FR, he was 
able to view the Exhibit Testing table (as an example) which showed all 
results (presumptive and final) for an item. This access also enabled 
staff with this access to view (and possibly) edit both non-peer 
reviewed and peer reviewed DNA and Chemistry results. Whilst at a 
meeting with the QPS on the 11th of Feb 2020, Dr Matt Krosch, QPS 
Research Officer, also confirmed to Justin that he could view those 
results under his access of the FR. 

I sought advice from Helen Gregg regarding NATA accreditation and it 
appeared that this could be against NATA accreditation guidelines. 

At 2pm on Wednesday, 12th of Feb 2020, a teleconference was held 
between John Doherty, Supt Bruce McNab, I nsp David Neville and 
myself. I explained that Sgt Fletcher's name had been noted on the 
bottom of a Forensic DNA Analysis only page of the FR and it could be 
seen an against NATA accreditation guidelines. I also advised that Sgt 
Fletcher appeared to be using his 'Results Management' access, 
however the 'Quality' access also gave the same view of Forensic DNA 
Analysis pages (as confirmed by Dr Matt Krosch). Supt McNab advised 
that the access had been amended for QPS Forensic Officers and that 
the access had now been reverted back to the original by bdna that 
day. bdna is an external company that is currently providing support 
and maintenance of the FR to the QPS. I advised that due to our NATA 
accreditation requirements we would need additional information so 
that this change could be documented. The Supt advised that I should 
put that in writing and that he would look at it and run it past the QPS 
lawyers to see if the information could be provided to FSS. 

At 2.13pm on the 12th of Feb 2020, I followed up with the below email 
request to Supt McNab (with a cc to John Doherty): 

Hi Supt McNab 

Thank you for your time today on the teleconference regarding 
access by QPS staff members to Forensic DNA Analysis results that 
may have not been through the peer review process (via Exhibit 
Testing Table and Profile Data Analysis page). 

Forensic DNA Analysis are accredited through NATA, under 
15017025. Under Section 7.11- Control and data and information 

management, there appears to have been a breach (' ... changes 
need to be authorised, documented and validated before 
implementation.' And 'LIMS must be: be protected from 

unauthorised access; LIMS must be maintained in a manner which 

ensures the integrity of the data and information'). An 
investigation, including corrective actions, regarding this will need 
to be conducted to advise NATA. This is normal for a breakdown in 
accreditation requirements and is not intended to be adversarial. 
Documenting an investigation and addressing the root cause is a 
requirement under any quality system. 

To assist us to address this corrective action report, can you please 

provide either John or myself with the following information: 

• H 

ow did it occur that QPS staff who have Results 
Management or Quality access were also provided with 
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access to Forensic DNA Analysis Exhibit Testing and Profile 
Data assessment information? 

• When did this change occur? (noting the removal of access 

was on Wednesday, 12th of Feb, prior to or at 2pm). 

• What did the QPS staff do with the information that they 
had available to them? 

• Who authorised the change to occur? 
• Why was FSS not advised of this change prior to it 

occurring? 

This will inform a risk-based assessment of the issue and allow us 

to demonstrate to NATA that we took appropriate action to 
address the issue and the root cause. 

Cheers Cathie 

On the 17th of Feb 2020, Supt McNab responded to my email 
(with a cc to John Doherty and lnsp David Neville): 

Hi Cathie, 

We've had a look at this issue from our end. 

In short, it was changed from our end unintentionally, as such, 

much of FSG we were unaware until advised by your team. Those 
who located it, did so whilst performing their normal duties of 
scanning the FR to either see the progress, or the results of your 
examinations. No action was taken with any of the information 
that could be seen, as soon as you advised us, we changed it back 
so no one could see. I am confident with the departure of Tim, and 
the movement of all work over to BONA till the commercialisation 
process is completed that such an issue will not arise again. 

We accept that his unintentional change took place at our end. 

In conclusion it shows that they greater degree of cooperation and 
information sharing between our departments is ensuring that the 
people of Queensland are being well served. 

Have a great weekend. 

Bruce McNab BM 

Superintendent-

Operations Commander 

Forensic Services Group 
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Preformed By Cathie ALLEN 

Action Details 

Action Complete 13/05/2020 Action Fix Type I No Action PossibleFurther 
equiries Title 

made with the QPS 

Action Description Numerous enquiries have been made with the QPS for more specific 
information to address the dot points originally requested: 

Task Details 

No Tasks found 

Follow-up And Approval 

Follow-up Status 

Follow-up Status 
Comment 

Approver 

Approval/ Rejection Date 

Approval/ Rejection 
Comment 

Associations 

No Associations found 

• How did it occur that QPS staff who have Results 
Management or Quality access were also provided with 

access to Forensic DNA Analysis Exhibit Testing and Profile 
Data assessment information? 

• When did this change occur? (noting the removal of access 

was on Wednesday, 121
h of Feb, prior to or at 2pm). 

• What did the QPS staff do with the information that they 
had available to them? 

• Who authorised the change to occur? 
• Why was FSS not advised of this change prior to it 

occurring? 

To date, no further information has been provided to FSS regarding 
this. 

Accepted 

15/05/2020 4:11:32 PM Justin HOWES: 

It appears specific questions remain unanswered for now. Should 
answers be received, it is highly recommended that these are 
retained/linked to this 001. 

Andrea NORTON 

21/05/2020 

21/05/2020 8:43:08 AM Andrea NORTON: 

Nothing further to add 
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Queensland HeaHh 

Forensic and Scientific Services 

Procedure for the Release of Results using the Forensic 
Register 

1 Purpose 4 
2 Scope 4 
3 Definitions 4 
4 Exhibit Report Result Release 5 
4.1 Profile Review Worklists 5 
4.1.1 Navigating to Profile Review Worklists 5 
4.2 Profile Review Worklist Displays 8 
4.3 Sample Order, Filtering Results and Populating and Removal from a Worklist 9 
4.3.1 Filtering Samples on the Review Worklists 9 
4.3.2 Population and Removal of Samples from a Review Worklist 10 
4.4 Exhibit Report Review 10 
4.4.1 Notes and Information 10 
4.4.2 lmage(s) 12 
4.4.3 Descriptions 16 
4.4.4 Review of Examination 16 
4.4.5 Exhibit Overview of the Case 25 
4.4.6 Interpretation of the DNA Profile 27 
4.4.7 Further Processing of the DNA Profile 28 
4.4.8 Calculations and Notations 28 
4.4.8.1 Calculations 28 
4.4.8.2 Notations 28 
4.4.9 Profile Data Analysis Page Information 28 
4.4.9.1 Profile Interpretation and Profile Record Information Difference- PP21 vs P+ 29 
4.4.10 Review of Result Line Information 31 
4.4.11 Urgent (Priority 1) Requests 35 
4.4.12 Incorrect Result/Record 36 
4.4.13 Suspect Checks 37 
4.4.14 Review of Exhibits Highlighted as Requiring No Further Testing 37 
4.4.15 Request for Further Information 37 
4.4.16 Quantification Initiated Result Release 39 
4.4.17 Miscellaneous Information Release 39 
5 Statement of Witness 41 
5.1 Casefile Creation and Tracking 41 
5.2 Statement Request (REQUEST) 41 
5.2.1 Creating a Statement Request and Allocation to a Reporting Officer 41 
5.3 Statement Record (REPORT) 44 
5.3.1 Creating a report record 45 
5.4 Drafting a Statement 46 
5.4.1 Updating Reporting Scientist Information 46 
5.4.2 Drafting a Statement 48 
5.4.3 Uploading a Draft Statement 50 
5.4.4 Requesting a Statement Review 52 

5.5 Statement/Report Peer Review 53 
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Procedure for the Release of Results using the Forensic Register 

7 
7.1 
7.2 
7.3 
7.4 
8 
8.1 
8.2 
8.3 
8.4 
8.5 
8.6 
9 
9.1 
9.2 
10 
11 
11.1 
11.2 
11.3 
11.4 
11.5 
12 
13 
14 
14.1 
14.2 
15 
15.1 
16 
16.1 
16.2 
16.3 
16.4 
17 
18 
19 
20 
20.1 

5.5.1 Creating a Statement Peer Review Record 
5.5.2 Accessing a Draft Statement 
5.5.3 Perform the Review 
5.5.4 Recording Notes of Review 
5.5.5 Reassessment of the Reviewed Draft Statement 
5.5.6 Completing a Peer Review Record 
5.5. 7 Completing the Review Request 
5.6 Statement Finalisation 
5.6.1 Printing the Final Statement 
5.6.2 Publishing a Statement and Completing the REPORT Record 
5.6.3 Completing the Statement Request 
5.7 Request for Multiple Reports 
5.8 Distinguishing between Multiple REQUESTs and RECORDs 
5.9 Reallocation of Reporting Scientist and or Reviewing Scientist 
6 Filtering of Report Types within a Case 
Statement Worklists and Milestones 

Unallocated Statements 
Unallocated Reviews 
Active Case Files Worklist (Case Files PSD) 
Statement Review Audit Worklist (Statement Review PSD) 

Evidentiary Certificate Statement 
Certificate Details 
Sample Batch Information 
Storage 
DNA Profile Table 
Report Drafting 
Workflow for Report Creation and Release 

Paternity Reporting 
Report Drafting 
Workflow for Report Creation and Release 
Intelligence Reports 
Civil Report 
Negotiation of Timeframe 
Approval Process 
Report Format 
Issue and Invoice 
Workflow for Report Creation and Release 
Crime and Corruption Commission (CCC) or Ethical Standards unit of the QPS 
External Testing (Example Low Copy No. or Mitochondrial DNA) in Statements 
Statements with Coronia! Samples 
Coronia! and Disaster Victim Identification (DVI) Statement 
Workflow for Report Creation and Release 
Tracking of Casefiles 
Casefile 
Court 
Request to Provide Testimony 
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1 Purpose 

The purpose of this document is to describe the procedure for release of results using the 
Forensic Register to our clients for the following formats: 

• Exhibit Report results/Profile Data Analysis results 
• Reports 

o Statements 
o Evidentiary Certificates 
o Intelligence Reports 

2 Scope 

This procedure applies to all reports and results within the FR issued by Profile Analysts and 
Reporting Officers to clients. 

3 Definitions 

Result line(s)- also referred to as Profile Data Analysis Results are electronic results sent 
directly to the Queensland Police Service (QPS). 
Statement of Witness - report containing a summary of results and other relevant 
information relating to a case for use in court. 
DNA Evidentiary Certificate - report issued in accordance with s 95A Evidence Act 1977 
(Qid). 
Intelligence Report- a report containing information that may not be included in a 
statement for evidentiary purposes. 
Case Officer- Officer allocated to or conducted a task within the Forensic Register; eg, 
profile analysis, review, statement drafting/issuing, case communication 
Personal Work List (PWL) - list which highlights activities allocated to an individual staff 
member 
Reporting Officer/Scientist- Staff member who performs profile data analysis and issues 
evidentiary statements 
Profile Data Analyst I Profile Analyst- Staff member involved in profile data analysis 
Sample Management- interpretation and management of a single sample 
Case Management- management of the entire case; view of all samples 

CPT- Case Profile table 
DRMU- DNA Results Management Unit (QPS) 
EB - Extraction Batch 
FSS- Forensic and Scientific Services 
Forensic Register (FR)- Forensic DNA Analysis LIMS 
LIMS- Laboratory Information Management System 
LR- Likelihood Ratio 
P+ - ProfilerPius® DNA amplification kit 
PP21 - PowerPiex® 21 DNA amplification kit 
PDA- Profile Data Analysis 
PSD - Police Services DNA 
QIS2- Quality Information System version 2 
QPS - Queensland Police Service 
SMU -Sample Management Unit (QPS) 
SSLU -Scientific Services Liaison Unit (FSS) 
STRmix TM - Software used to assist profile interpretation and Likelihood Ratio generation 
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4 Exhibit Report Result Release 

This section focusses on the review of a DNA profile interpretation completed by a Profile 
Analyst and the release/transfer of said DNA information to the client. 

The following information will cover: 

• Review Worklists and navigation to these worklists, 
• Worklist information display, 
• Order of samples displayed in these worklists, and 
• Reviewing a profile data analysis record and release of results to the client 

4.1 Profile Review Worklists 

A DNA profile is ready for review when it populates an appropriate 'Profile Data Analysis 
Review Worklist'. A Profile Analyst will work from one of four profile data analysis review 
worklists, as discussed in section 4.1.1: 

As the titles suggest, the review worklist for PP21 are for DNA profiles processed using the 
PowerPiex® 21 amplification system. The 'UK' worklist, refers to 'Unknown' and is used to 
capture DNA profiles where the amplification chemistry has not been identified; rare event. 

4.1.1 Navigating to Profile Review Worklists 

The PP21 and P+ samples can be located by following these steps: 

From the Main Menu click the 'Unit Work List' tab 
Click on the 'Unit Work List' again to reveal a dropdown list 
Navigate to 'Sample Management' and select 
Navigate to the tab 'Worklist' and select to reveal a drop down list 
Move the cursor to 'Profile Review' which will display a set of five lists (see Figure 
1) 

o 'Case Work PP21' 
o 'Case Work PP21 (P3)' 
o 'Case Work Unknown' 
o 'Case Work +Ref' 

The above first three steps can be by-passed by adding 'sm' in the search bar on the main 
menu and entering; this will navigate to the screen displayed in Figure 1 

The Review Worklists are described in section 4.2. 
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Sample Admin i stration .. 
Capi l lary Electrophoresis 

Direct STR Amp FTA 

DNA Extraction 

[AII] [CBUTT] [OTHER][SWAB] [TRACE] 

DNA Quantifi cation 

Examination 

NCIDD 

On Hold 

Post-extraction 

Profiler Imaging 

STR Amplification 

STRMix 

Superna tant Testing 

1ory Fo rensic No 

R 

R 

R 

R 

Dat e I Tim e Prio ri t y 1 I 2 I 3 Sem e n Sa liva 

20 19 -09 - 12 11 :3 5 N N 

20 19 -09 - 12 11 :3 5 N N 

20 19 -09 - 12 11 :3 5 N N 

20 19 -09 - 12 11 :3 5 N N 

20 19 -09 - 12 11 :3 5 N N 

20 19 -09 - 12 11 :3 5 N N 

2019 -09 -12 11 :35 N N 

2019 -09 -12 11 :36 N N 

2019 -09 -12 11 :36 N N 

2019 -09 -20 09 :37 N N 

2019 -09 -20 09 :37 N N 

2019 -09 -20 09 :37 N N 

Figure 1 - Navigating to Profile Review Work lists 

A specific sample can be located by entering the barcode into the search bar 

located on a number of screens within the FR; eg, 'Main 
Menu', and 'Work/ist' tab. 

The sample will open on either the case management or sample management side of the 
FR depending on whether the search bar utilised was on the case management or sample 
management tab. 

Figure 2a displays the result of a sample search opened on the case management side 
(note, image is a portion of the full page) and Figure 2b shows the result of a sample 
search opened on the sample management side. 
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Case Files Statistics )[ Equipment ( Personnel Forms ]( Main Menu 

Forensic C.:~:s:e File Record E:-:amin.:~tion Summary Case Management 

Forensic No:-

Exhibit Recor d 

FPP TEST it em 

E>hibit Not " s & FSS Ad v ic" 

FPP Test: it em 

R,e lat i o11s:h ip I Prio r it is.at i on Exam inat io n Secti on 

0 S us pe-ct 0 Ent ry I E<it 0 Ana ly t ica l Service.s: 0 Fi nge rpr i nt Bu r,e.a u 

0 Vict im 0 Wea pon I I mplem ent 0 Ba II i.st ic s S·.,cti on 0 Proot ogra phi c S·.,cti on 

0 El im inat i on 0 Adlm is si on I I nt e l 0 Do cl.llm e nt E;.:.a m inat ion ~ FSS DNA A na lysis 
( Principa l E• hibi t ) 0 Maj or· C rim e Unit 0 F.SS Chemica l A na lysis 

Figure 2a- Sample Search via Search Bar (Case Management side) 
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Figure 2b- Sample Search via Search Bar (Sample Management side) 
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Alternatively, a barcode search aid 
.---------------------------~ 

T B a r<Jod e: 
'---------------------------------' is located on the upper left hand 

side of all sample management and review worklists. Entering a specific barcode and 
pressing enterwill navigate to the page on which the sample is located. This function will 
take the scientist to the specific page but will not highlight the sample amongst the list. 
Where multiple pages exist in the review worklist, a specific page can be navigated to by 
clicking on the downward facing triangle to the left of the above barcode search field. 

4.2 Profile Review Worklist Displays 

The profile review worklists are configured to display information about the sample to 
enable ease of review. Figure 3 defines this information. 

Note- PP21 and the Unknown review worklists have been developed in the same format 
with the same business rules. 

Jlllllllllll~----8-•t_m __________ s._m_oi•--------A-dm_•_•"-'"_"~-· ----------------------~~-·-++~ 
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E:xhibit Ana1lysis 

Figure 3 -Review Work list Displayed Information 

0 Identification information of the sample 

Q Allocated reviewer for an entire case - if a Profile Analyst has not been 
allocated to complete the review of all samples, this field will be blank 

Q Profile Analyst who performed the profile data analysis 

~ 

8 Information used to prioritise the sample on the worklist. The date and time is 
the date and time of the first Exhibit Report entry added against the sample. For the 
majority of instances this will coincide with the exhibit report entered by an Evidence 
Recovery staff member. 

0 Summary of the DNA profile interpretation as a function of the result in the 
'Contributors' field in the 'Profile Interpretation' table on the profile data analysis 
screen, combined with NCIDD upload information- Table 1 shows the possible 
entries. 

o Samples in the form of reference samples received for Paternity evaluation, 
will be highlighted with 'PATERNITY' in the 'Type' field (see green circle in 
Figure 3). Product of Conception (POC) samples will not display on a PDA 
worklist with this 'Type' 
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'Contributors' + '+NCIDD' = Profile Type 
1 No tick ss 

NP No tick ss 
PU No tick ss 
1 Tick SSNCIDD 

2 or 3 No tick MIX 
2 or 3 Tick MIXNCIDD 
ex No tick COMPLEX 

Table 1 - 'Type' Information 

0 Information within the 'Notes' section on the PDA page added by the Profile 
Analyst will be viewed in this field. Example; '15' pk@ 016 considered as high 
stutter' or 'CMPU- sub thresh info@ 021' 

fl lnformation regarding the progress of the sample through sample management 
is captured from the 'Exhibit Testing' table on the case management side of the FR 

4.3 Sample Order, Filtering Results and Populating and Removal from a Worklist 

The worklists are configured to display samples in the following order: 
- Samples that you are the nominated reviewer followed by; 
- Priority- priority 1, priority 2, and 3 in a descending order, followed by; 
- Date and time to further separate those samples of the same priority, in descending 

order 
o The date and time is the date and time of the first entry added to the "Exhibit 

Testing/Examination" table; eg, 'In-tube check', 'Result', 'Notation' 

4.3.1 Filtering Samples on the Review Worklists 

The PDA review worklists are able to be filtered so that only DNA profiles of a specific 
category are viewed. 

This is achieved with a few simple tile selections as described in the following: 

Navigate to the tiles in the top righthand corner of the table (See Figure 4) 

PDA Ar>a ly•t Do t t I Timt I l'riori ty Typt 

- 2017·04 · 27 13 •00 3 SSNCIOO NCIDD 

Page: 9 of 123 

Figure 4 -Tiles for Filtering 

Select one of the tiles, eg, the [SSNCI DO] tile = this will filter the worklist and only 
display those DNA profiles which have been assessed as a single source profile 
allocated to be uploaded to NCIDD (see Figure 5). This can be completed for all 
types of profiles listed in Table 1 of this document. 

[ALL ] [ SS ] [ SS NCID D] [ MIX] [ MIXNCID D] [C{) MPLEX] 

Date I Ti m e I Prio ri ty Ty pe PDA Note.s D ispla y ing 1 - 1 I 1 

2.017- 04- 2.7 13 : 00 3 SS NCID D NCIDD 

Figure 5 -Filtered Worklist = SSNCIDD 
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- To display all DNA profiles again, select the [ALL] tile 

4.3.2 Population and Removal of Samples from a Review Worklist 

A sample will populate a review worklist when a 'Profile Review' process is ordered by the 
Profile Analyst. This process will also trigger the removal of the sample from the PDA 
worklist. 

Samples will be removed from the review worklists by one of the following rules: 

1. Validating the 'Profile Review' in the Exhibit Testing table 
2. Clicking on the '[CLICK TO REWORK]' field in the 'Profile Review' result when 

ordering further processing, see Figure 36 
3. lncorrecting the 'Profile Review' 

4.4 Exhibit Report Review 

The review and validation of results transfers evidentiary information to the clients via the 
validation of report line(s) for an exhibit. This process involves the review of various 
aspects of profile interpretation which include: 

• External notes/information 
• Exhibit image(s) 
• Exhibit descriptions 
• Examination/processing 
• DNA profile interpretation 
• Report line(s) 

4.4.1 Notes and Information 

External notes/information such as- and Government Medical Officer (GMO) notes 
will be stored against a 'Case File Notation' usually created by a Property Point staff 
member. This information can be located by selecting the 'Case Management' tab and 
searching for a 'Note' that is linked to the specific exhibit you are reviewing. The following 
steps outline this process: 

SAlK- GMO notes 

Select the 'Case Management' tab, 
Navigate to the entry with 'Report Type' NOTE and the comment 'SAlK medical 
notes' or equivalent (see Figure 6). 
Click on the 'Forensic Officer' ID associated to the record to reveal a 'Case Report' 
page with the GMO notes as a '.pdf' file (see Figure 7) 
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Forensic Case File Record Case Management 

For ensic No: - QPRIME No : 

Ca s·e Man age•ne111,t 
l - l I l Entrie s 

-KELLER 

.SAl K m edica l root •es 

Re port Dabe Uro it 

19/ 06/ 2017 FSS -
Figure 6 - GMO Notes Navigation 

Forensic Case File Record E"amination Summary Case Management 

Forens iic No : QPRIME No : 

Ca s e Repo rt 

Report Ty pe 

0 Case File Ted oro ica l Rev ie>"t 0 No Exa m iroat i oro ( NFA ) 

0 Case File Ad m iro Rev ie•t 0 St at e m er>t/Ted m i ca I Report 

0 Case Pri orit isat ior> ( DNA) 0 St at emer>t ( Peer Rev ie>"t) 

0 Prooto Pri rot Req,uest 0 Oo1.1rt Atte mla roce 

0 MI R Activ it y Re port 0 Case Oorofe re roce Report 

Oom m e r>t s 

SAIK m ediica l notes 

Fil es 

.SAl K . pdf 

Figure 7 - GMO Notes '.pdf' 

Click on the '.pdf' to open the GMO notes 
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4.4.2 lmage(s) 

The review of exhibit images/photos is completed by Evidence Recovery staff, where any 
discrepancy is investigated and resolved (see section 4.4 of QIS: 33771 'Examination of in­
tube sample (Forensic Register)'. However, it is good practice for the Reviewing Scientist 
and the Profile Analyst to check this information as well. 

All exhibits received within the laboratory will have images loaded to the FR by the QPS 
officers of the packaging and where applicable the exhibit. The images will be located in 
the 'Exhibit Images' table, on the 'Exhibit Record' page of an exhibit (see Figure 8). These 
images should be assessed to ensure they meet the requirements of the laboratory; image 
quality, correct image attached to the record and the description matches that registered in 
FR. 

E~ hi bit Images 

Images 1 - 1 I 1 

Figure 8 - Exhibit Images 

Where additional images are required for quality aspects or as part of an examination they 
will be added to the FR in a number of ways dependent on the sample type. 

In-tube Samples 

For in-tube samples, additional photos will be added against a 'Notation' by an Evidence 
Recovery staff member. If a 'Notation' has been added it will be located in the 'Exhibit 
Testing' table, see Figure 9. 

Exh ibit Testing 

20/06/20 17 07 :33 Resu lt • S RP - Submitted-res ult s pending 

20/06/ 2017 13 : 3 1 DNAEXT [ WL] ._._ QIAsymphony Pre-Lys is 

Figure 9 -Further Images 

The image can be viewed by clicking on the 'JPG' in the 'Testing' column against the 
'Notation' or by following the steps listed below. 

- Click on the Date/Time stamp 

- Click on the JPG attachment to view the additional image; see Figure 10 

- The 'Notes' table will detail the reasoning for an extra image; see Figure 10 
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Forensiic No :- QPRIME No: 

Exh ibit Re co rd 

L·oc.at ed I O".tllE-r 

t il e fl oor in master bedroom en-s uit e 

Ex l-.ibit N.ot e..s: 8: FSS Ad v ice 

victJim report ed t o have been assault ed in en-s uite 

Te5t ing I Ana l¥ 5i5 

Prooe.ss s. bm SubT y pe 

0 4/ 12/ 20 17 OS :04 Notation 

Csse and t ube 

120 17-12- 04 OB: 05 CURRENT SYSTEM 

Figure 10 -Additional Image 
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Whole Items 

Whole items include, but are not limited to, a Sexual Assault Investigation Kit (SAlK), a 
package containing multiple cigarette butts, or a piece of fabric required for semen analysis. 
Where additional images are required these will be added in the following ways: 

Extra photos of packaging, or general images taken of the exhibit will be stored in the 
'Exam Images' table within the Examination List table on the case management side of the 
FR. The following steps detail how to locate this information: 

Click on the 'Forensic Officer' ID of an entry (see Figure 11) 
Navigate to the 'Exam Images' table (see Figure 12) 

o Click on an image to open the image 

Examiinat ion IU~st: 

10/05/~017 POS 

Figure 11 -Stored lmage(s) 

Exam Images 

Note: One or more ima 

Figure 12 - Exam Images 

Alternatively, the same entry can be listed under the 'Examination Summary' tab, along with 
all other 'Examination/Reports associated to the case. To view these images complete the 
following steps: 

Page: 14 of 123 

Select the 'Examination Summary' tab to display 'Examination/Reports' table (see 
Figure 13) 
Where multiple entries exist against an Occurrence Number, locate the item of 
interest (see red box) 

The 151 icon (green circle) indicates that images exist under this entry 
Click on the employee ID associated to the entry to display the image(s) 
Images will be located in the 'Exam Images' table (see Figure 12) 
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Case Filles ( Stat:istics Equ(pment ( Personnel! Forms Mai1n Menu 

Exarnir>ation Sununa..,. 

For ensic No : QPRI ME No: 

!Examination I Reports 
1 - 5 I 5 Ent ries 

Forens ic Offiicer Date A. Deta iils - 27/04/2_017 OD 
f orce11sic an dl Sc ie111tifi c Services 

Underpants PSD 

28/04/ 2017 OD 
f me11sic an dl Sc iellllifi c Services 

SA EK Kiit Test SAl K Kit FSS 

10/ 05/ 2017 @ • 
f o rce11sic an dl Sc ie111tifi c Services 

SAEK Kil: Test SAl K Kit 2 FSS I 

r 

Quality 

Figure 13- Whole Item Images (SAlK) 

1 r 

Linked Reference 

Images detailing screening results will be added against a 'Notation' or a specific 
'Technique/Result', both of which can be located in the 'Exhibit Testing' table. 

In general, a photo displaying an APpositive area on a fabric will be added against a 
'Notation' whereas an image displaying microscopic information will be added against the 
'Microscopic' technique. The following example using a High Vaginal swab details how to 
locate and view an image associated to a 'Microscopic' examination: 

Navigate to the 'Exhibit Testing' table (see Figure 14) 
Click on the 'Date/Time' stamp against the 'Microscopic' technique or result 

o This will open the microscopic result 
Navigate to the 'JPG' attachment (see Figure 15) 
Click on the 'JPG' to open the image 

10/D!il2017 liill1 05 lto~m& .. m 

lQ/05/2017 14:07 Ruult 

lQ/05,12017 1<: 07 iMici'O:KO~C 

I 0:1/;1017 11•07 A~lyth;J~ I ~hi 

I 05/'1017 11 •01.! !)llAiiJCT [W~J 

11/05/2017 13 :56 RniiM.Ift t: Lflit. DNA. IQ [ ] 1:11/ 05/2017 ll o08 P ... 

2510$12017 09 ::>2 OMEXT --·Oiffon>"doll • ••I• ONA IQ 

l'/ 05/2017 O!' :n 'S~!kiJ!m~ 

Figure 14- Microscopic Result Image 

Res ult 

POS 

POS 

POS 
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Nobt-:s 

Whole Sperm: 3 · 
Sperm Heads: l+ 
Epitlhelial C~lls: 3+ 
Othll'r : N/A 
M<~g ifrcatlion : 4 001 

I ""'-tt•&vn.,nt• 001-J~ I 
Figure 15- Microscopic Result 'JPG' 

Note, the same steps will be used to view an image associated to a 'Notation'- simply look 
for a 'Notation' in the Exhibit Testing table. 

4.4.3 Descriptions 

Labelling information can be cross referenced, by comparing the information contained on 
the exhibit package from an image(s) to the information located on the 'Exhibit Record' or 
'Exhibit Detail' tables. 

Packaging photos containing labelling or an adhesive label with the item description can be 
found as per information in section 4.4.1 and 4.4.2 of this document. 

Where discrepancies exist, which have not been highlighted, follow the process detailed in 
section 4.4.15. 

4.4.4 Review of Examination 

Although a review of the examination will have been completed by Evidence Recovery, it is 
important to assess the examinations performed on each exhibit/sample in conjunction with 
examination strategies, where applicable, formulated from the history of the case. 

This section will describe where to find examination information, strategies and records for 
exhibits. The following sections will focus on a whole exhibit with sub-samples such as a 
Sexual Assault Investigation Kit (SAlK), and a simpler exhibit, an in-tube. 

SAlK 

A SAlK consists of multiple components which if required for DNA profiling will be 
registered into a stand-alone exhibit for reporting purposes. Each of these components will 
have their own examination records with the SAlK containing information/records such as 
notes, packaging details, additional images and an examination strategy, discussed in 
section 4.4.1. 

The review of a SAlK, from a paperless perspective, will usually commence from a sub­
sample which has populated a review list. The following will explore the review of a SAlK 
starting with the High Vaginal swab, progressing to navigating through the FR to gain 
information about the SAlK and the individual components. 

-High Vaginal swab (HVS) 

Entering the HVS from the 'Profile Review Worklist- PP21' will display the HVS summary 
screen (see Figure 16). 

Page: 16 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~ Queenslaf)lhgg Qlf. Governm61P 



WIT.0019.0012.217 4 

Procedure for the Release of Results using the Forensic Register 

Worklist Batch Sample .. 
Ex hib it Deta il 

Ex hib it Testing 

...... S:LJO E 

Re all ocate Ly sis DNA lQ ( ) 1 1/0~2017 11: 08 P ••• 

Ex hib it Move n1 e n t 0 I Imag e attached to t h e 'M icroscopic' process as a 'j p eg' 

D at e I Ti m e [ Movem ent [stat ion [ Cont inu ity Off ice r [ Fo re M ic Off ice r 

10/ 05/2017 14 : 01 IN FSS Fo"'n.sic DNA Analys is 

Figure 16- HVS Summary Screen 

From this screen the reviewer can access examination information about the sample: 

0 click on the barcode to get to the 'Exhibit Record', which contains information 
such as: 

o 'Exhibit Movement' - storage information 
o 'Examination List' -details of the examination; date, time, duration, forensic 

officer, etc 
o 'Link Chart'- shows all associations to original exhibit, eg, SAlK barcode, 

other sub-samples and barcodes generated during the evidence recovery 
and analytical processes- Figure 17). Navigate to the SAlK or associated 
sub-samples by hovering over the barcode and clicking 

o 'Exhibit Testing' table- discussed below 

U n,k. C llil a rt 
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f) Evidence Recovery testing and results can be viewed by clicking on the 
'Date/Time' stamp associated to the specific technique. The procedure under QIS: 
34298 'Validation of Examinations (Forensic Register)' discusses how the exhibit 
examination validation process occurs and lists all relevant standard operation 
procedures in the 'Associated Documentation' section 

o 'Item Exam' process will display information about the examination 
conducted on the HVS, including a physical description of the item, 
consumable 'Lot No', sample priority, examining scientist ('Change Log') and 
the reviewing scientist (see Figure 18) 

o 'Microscopic' process will display information about the microscopic 
examination performed (see Figure 19) 

• A 'JPG' file may be attached as displayed by the information circled in 
blue 

o 'Result' will display result line information for the item (see Figure 20) 
o 'Analytical Note' process will display notes entered by Evidence Recovery for 

downstream Analytical processing (see Figure 21) 

Ex.aMii'IUion SuMfl'l-llr~ 

Forensic NO~- QP!UME No: 

E)( hibit ~ecord 

TC!sting/ .Analysis 

O>~t. ~roun 

10/1)5/ 2•0 17 14 :OS lte-m Exam 

The entire swab head was stained with .. . 
The 5wab · ead was mode:ratel)> stained. 

SultlO 

The entire sw:ab head was sam pl@'d fGr furt er analysi-s. 

SAVAGE, C 

Figure 18 - Item Exam 

SvbTy~ Ectv t~ltnot No 
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4401.32 RYAN, A PS D FSS 

Pr-ocess SubTy pe Equipm ent No 

10/0 5/ 20 17 14 :07 Microscopic SLIDE -
Result s of Micms;copy E>< am i r>at ion 

• .S perm ate>z;oa \<'/e re d et e cted. - No .sperm ate>z;oa \<'te re d et e cted. No re sult . 

~ Reagents 

~~~1 ~1 ----~----~----~--~ 
Notes 

Whole Sperm: 3 
Sperm Heads: 3 
Epit helial CellcS: 3 
other : N/A 
Magnifi catlion : x4 00 

I 
Atta chment : OOl.J PG (§] 

Storage Ra ck ID 
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Figure 19- Microscopic Process Records 
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Eoumin61:10n Summary C Uo: Mo n .lg"'m irlt 

Forensic No; QPRlME No: 

E:x lhibllt Re!;lo .. d 

10/CIS/2017 14 :07 

Police il;~t,~l't 

SPii'DNA • Micro positive for sperm. Submitted~resuits pending 

t«>t ... 

A;tt.,tomo~nt ' 

$t~~!l" R.l!d: IO 
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Figure 20- Result Line 

Li ed NO . 

llrio;t rl ty 

• 1 :!: :li 

~Queens~ 03 ~· Governm61t1 



WIT.0019.0012.2178 

Procedure for the Release of Results using the Forensic Register 

Forensi c No: - QPRIME No: 

Exh"bit Recot~d @ 

E':lc l>lbit B<~rolde CilteSjOI'o' Onc;riptlon P;nt5 - Swab HV 1 

Testing/.A!nt;~~lysis .. FSs.DATAFTc-u (o'-c], Ps.o FSs. 

01;1\ ~H ~ubJ:D s bTyp6 81, ipment No 

U fOS/ 2017 11 :07 Analytical Not!! 

NilteJi. 

~:d & hold Efrac 

Att~4;nrne : 

S:t:wilil! P. c~:k 10 Pwlt ~n T~be L~~<t Nil Votum11 ( ~~) Prl~ ritv 

• 1 ]. J 

VALJOATEO 

Figure 21 -Analytical Notes 

Q Analytical processes undertaken on the sample will be recorded in the 'Exhibit 
Testing' table. The process along with the batch ID will be displayed 

o The individual batch can be selected to open the batch to reveal information 
about the sample position, operator, batch status, and consumables 

8 The 'Exhibit Movement' table shows the storage of the HVS sample within the 
laboratory 

- SAlK (whole exhibit) 

Information pertaining to the SAlK can be viewed by navigating to the SAlK barcode via one 
of the following steps: 

0 cut and paste the parent barcode into the search field; top righthand corner of 
page OR 
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Click barcode of HVS 0 which displays the 'Exhibit Record' page and from here 
o navigate to the 'Link Chart' and click on the SAlK barcode 
o click on the 'Exhibit Register' tab and search for the SAlK barcode and select 

Once on the SAlK page, testing/results can be viewed by clicking on the 'Date/Time' stamp 
associated to the specific information required within the 'Exhibit Testing' table (see Figure 
22): 

Exlil ibiit Testiing 

1 0/ 05/2017 13 : 35 

1 0/ 05/2017 1.3 :4 2 Item E><a m T he packa QinQ a nd .sea l \>te re o b • •• 

Figure 22- Exhibit Testing table 

SAlK examination strategy by clicking the 'Notation' technique (see Figure 23) 

Forens l~ Cue File Re~~rd 

Fo:nE!IiSiC NO~- QPRIME o: 

Exhibit Record 

Kit 

Mites 

SAIIK exam strategy • exan1ine ·swabs fur semen I 
AR • a!Jree ~~i th SAliK st,rater.w 

I I Attil~ m• nt : l01711~1o-oGeo&lG371 .pdf [il 
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Packaging and seal information by clicking on the 'Item Exam' technique/process 
(see Figure 24) 

Forensic No: 

ExhibCt Record 

I E!!:hibit B:~~rc* icaugory 

SAlK Kit 

e stf l Ql J AIUI I.y ils 

Oi!hl 

10/ (15{20 17 13:42 

Note:s 

QPREME: No: 

"fest 'SAlK Kit 2 1 

PnK•'~'~ s~tbro Suli~'II'PI' 5~;~u i~•n.t No 

(tern eXailll1 

Th@ p;;~ckaging .and se.al W@f@ o'bsli!I"Vl@'d 00 I::Je i tact. 
Ope @d by pro;perty Jl(lint 
SAlK oontai s 3 !i: s~,~,~.abs: 
HV, LV, wh1al ~ e:x nni~ec:! 

Attii!'"hm•nt • 

Figure 24 - SAlK Packaging Details 

Examination summary by clicking on the 'Forensic Officer' ID in the 'Examination 
List' table (see Figure 25) 

Page: 23 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~Queens~ 06 ~· Governm61t1 



WIT.0019.0012.2181 

Procedure for the Release of Results using the Forensic Register 

Pe<tsOnn"'l Forms 

Fo•oool< c .. o f'llo il:o<or~ 

QPRIMENo:······ 

Forca m;k Exa m in ation 

e .. m Oow l!t Tlmo 

10/ 0S/20 17 13; 36 

&~mi,..t i<m l """\ioo • Sune J Sub;IK't Type 

Forensic: and Scientific Servi ces 

(I Gt-~1 ll ~ ........ I( Vtbl<!lo I 
ltKoR!i"'l ~thood 

l!:ro.t:4:Cpfl: 

~· ·"""''''" 
Gol Wt 

-~ Lift 

ton su.n 

X·Ftl>y 

ForOMi< ugltt 

Br:.1mi t i4n QPrimf!· Summ.arr 

&.a.mi.Mt ion Ne t.H 

SAlK contains: 
HVS 
LVS 
Vulval swab 

ec.,..rt C..mp111l10<>/ Oo~orm l.,..~l on 

Lo~"t FI Pri"t 0 Oocumont 

Toolm•rk 0 Gin~ 

Shoo: f TfN () P<>lrmH 

8otli ia l (] ll io l~i<.~ l 

Si- fil h.1 N- Ll Au!I:MI"'tieltoiO il'll 

Hol'ld"l'ili"' [) ll lood Pottotn 

Hair [) ~ iul Fit: 

lldi<le iD [) FifiiHiri"'"' 

sko ~> 1• 1 I Ernt [) &plooi•• 

cho~mi ..., l u lliire 

Q;;) AG!il QPfimO' ForoMi< 5uppl 

IIICTll•ll 2 

l.lltontl Colloctod C 

Figure 25 -Examination Summary (SAlK) 
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4.4.5 Exhibit Overview of the Case 

An overview of all exhibits and samples associated to the case can be displayed in a 
number of ways. This information is located on the case management side of the FR from 
the 'Exhibit Register' tab. 

Clicking on the 'Exhibit Register' tab will display an exhibit list of all exhibits (scene samples 
and reference samples) for the case regardless of whether that item has been received at 
the laboratory or not. See Figure 26; note that the information has been taken from a 
training case and will not display items collected by QPS not transferred to the laboratory. 

r '( 
Case Files l Statistics l

,. 
Equipment Personnel Jr-

Forer.sic Case File Record E:-:amir.ation Summary Case Management 

For ensiic No : •••••• QPRIME No : 

Exll ibit U st 
1 - 20 I 32 Entri e-.s 

Bar.oode Category Date 

Epit llelia l Fra ct ion 17/ 05/2017 

O F f-I VS - - NCE 

24/ 05/2017 

EFRAC O F LVS····[ .SAl K TEST VICTI M) - CE 

•••• Epitl>~? li a l Fra ct ion 

EPITf-I ELIAL FRACTIO N Q f-I FSS BA 

•••• Epit lleli al Fra ct ion 

EP!T ELIAL FRACTIO N Q f-I FSS 

•••• Ot l>er 

SUPERNATANT···- UMBI LICUS - f'KE 
I>ST !>OS r-.otning to ceJ>ort on Ql>ri me 

03/ 05/2017 

03/ 05/ 201.7 

10/ 05/ 2017 

- Ca9eFil e 09/ 06/ 2017 

Prop~?rty Tag Fi lm No 

PA RENT BA RCO D 

PA RENT BARCOD 

TRAJNH'fG CA.S E F'OR FS.S DNA ANALYS IS FO RENSIC D r1A Ar1ALYSIS - NCE 

- S,.ta b 

VULVAL TEST V ICTIM 

10/ 05/2017 •••• 

VULVAL - Fo re nsic a nd .S ·c i ~?nt i f i c .S·ervices 

Figure 26 - Exhibit List 

Forms lC Main Menu 

Employe-e Lo cat ion - PSD 

- PS 

PSD -

PSD 

- FSS Ret l.lm oo 

- PSD 

- PSD 

Information specific to Forensic DNA Analysis processing can be viewed by the following 
steps: 

Click onto the 'Exhibit Register' tab to enable the dropdown menu 

Navigate to 'DNA Analysis' which will open another dropdown menu 

Select one of the following options (See Figure 27) 

0 
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o 'Single Source' -filters list to display DNA profiles nominated as a single 
source at the GMIDx plate reading phase 

o 'Mixed Source' -filters list to display DNA profiles nominated as a mixture at 
the GMIDx plate reading phase 

o 'Undefined' -filters to display DNA profiles with no or incorrect GMI Ox 
comments 

o 'Reference' -filters list to display reference samples associated to the case 
o 'Evidence Cert- Profiles' and 'Evidence Cert- Analysis' are discussed in 

section 8 
o 'Case File - Preview' - generates a combined pdf of all DNA profiles within 

the case 
o 'Image Report'- displays all images taken and stored by FSS staff 

Case Files Statistics Equipment Personnel Forms Main Me nu 

Forensic Case File Record Exam ination Summary Case Management 

Forensic No: ••••• QPRI ME No: 

Exhib it List 
Area Exh ibits 

1 - 2 I 2 Entries 

I 
Examination Section 

Relationsh ip/Pri ori ty 
Barcode Category Date Property Tag Film No Em p l!!ft"' ______ _ 

- Trace DNA Kit eJ 08/ 11/ 2017 .. AII Exhibits 

EXH A- PLASTI C ON THE MASKI NG TAPE ON THE FRONT DOO R - 104 CRONI N RD HI GHFI ELDS Single Source 
Mixed Source 

•••• Trace DNA Kit eJ 08/ 11/ 2017 - Complex 

EXH B - PLASTI C ON THE MAS KING TAPE ON THE SCREW DRIVER LOCATED ON THE OFFI CE FLOOR Undefined 

Reference HI GHFI ELDiiS··· 
QHSS POS• CO MPLEX MIXED PROFILE UNSUITABLE FOR INTERP OR CO MPARISON 

Evidence Cert - Profi les 

Evidence Cert - Ana lysis 

440028 12 :08 PM 21/12/2017 ~ Case File - Preview 

I Image Report __ ____. 

Figure 27 - DNA Specific Item Information 

Alternatively, the FR displays a web of information titled 'Link Chart'. This can be opened 

by clicking on the ~ icon (see Figure 28) on all exhibits received for testing on the 
following pages: 

Exhibit Testing page on the sample management side 

Exhibit Testing page on the case management side 
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.1.. 
UKF 1 , 

I r !Ill I 

11111 

I! ! 

Figure 28 - Link Chart 

4.4.6 Interpretation of the DNA Profile 

It is important to perform an independent assessment of the DNA profile prior to reviewing 
the result obtained by the Profile Analyst. Procedures for the interpretation of a DNA profile 
are not included in this document, however, guidelines for the scientific interpretation of 
DNA profiling results can be found in QIS: 17117 'Procedure for Case Management'. 

Information required to perform DNA profile interpretation within the FR is located within 
QIS: 33773 'Procedure for profile data analysis using the Forensic Register'. This 
document will highlight the functions and areas within the FR to gather the information to 
perform DNA profile interpretation and review. 

Table 2 is a list of areas and functions within the FR used to complete DNA profile 
interpretation and the corresponding section within document QIS: 33773. 

Function 
Basic PDA function 

Quality control 
GeneMapper ®Record 
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#of Contributors; DNA profile resolution 
and upload; Reference comparison; 
Analytical batches; status indicators 
Profile PDF; GeneMapper information; 
amendments to the Genemapper file 

Table 2 - PDA Information Repository 
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6.1 
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4.4.7 Further Processing of the DNA Profile 

During the assessment of a DNA profile the reviewer may consider that further 
processing/reworking is required to either gain more information from the sample, check a 
specific component of a DNA profile or update the profile interpretation based on the receipt 
of a reference sample, conditioned mixture interpretation. If this is a consideration, then a 
discussion between the Profile Analyst and the Reviewer will follow. If it is decided that no 
further testing is required and the reasons are clear then the review is to continue without a 
note. 

A note can be added to the 'Notes' or 'Sample Notes' field on the PDA page if there is a 
specific piece of information about the profile that will aid in future interpretation/reporting of 
the DNA profile. 

Where it is decided that further processing is required, the Profile Analyst will order the 
appropriate rework as per section 11.2 within QIS: 33773. An accompanying note can be 
added to the 'Notes' field on the PDA page if desired. 
In order to remove the sample from the review list the Profile Analyst will click on the 
'[CLICK TO REWORK]' (see Figure 36) button in the Profile Review process located on the 
Exhibit Testing table. 

Reporting results after the completion of further processing or an interpretation update, 
specifically conditioned mixture interpretation, ensure the first result line is "Sample 
Undergone Further Testing" or applicable as per QIS: 34229 'Explanation of Exhibit Results 
for FR'. In this situation, the original result has been superseded and it is a requirement 
that the full complement of result lines describing the updated result are to be added. 

4.4.8 Calculations and Notations 

4.4.8.1 Calculations 

A calculation will be entered at plate reading stage where a VAR/OLA/ULP/XOVER is 
calculated. This information will be located as a 'Calculation' in the 'Exhibit Testing' table, 
see section 11.7 in QIS: 33773. In most situations, this result will be validated however on 
occasion the original calculation may have been edited by the Profile Analyst and will 
require validation- details of which can be found in section 11.7, QIS: 33773. 

For a DNA profile which has been determined to be 'Complex Unsuitable' and has a 
'Calculation', the Profile Analyst is to add a comment such as "Complex profile, calculation 
review not performed" against the 'Calculation record. This comment is to be inserted at 
the top of the 'Comments' field so it is easily seen by the Reviewer. 

4.4.8.2 Notations 

A 'Notation' can be used to record notes against a sample and should be checked by the 
Reviewer for extra information about the sample being reviewed. This information will be 
located as a 'Notation' in the 'Exhibit Testing' table, see section 11.8 in QIS: 33773. Note, 
a 'Notation' will self-validate. 

4.4.9 Profile Data Analysis Page Information 

Once an independent interpretation of the DNA profile has been completed, the Reviewing 
Scientist will compare the information entered on the PDA page by the Profile Analyst. 
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Any information within the PDA page highlighted as being potentially incorrect needs to be 
discussed with the Profile Analyst. If the Profile Analyst is unavailable at the time the 
Reviewing Scientist can add a note to the 'Notes' field within the PDA page to highlight to 
other reviewers that this sample is being managed. This information will be visible in the 

'PDA Notes' field within the review worklists (see 0 Figure 3). 

This information is summarised in Table 3 and shows links to the associated sections 
within QIS: 33773. 

Profile Interpretation- PDA page Information Section 
All batches visible; 
All batches have a green square or a red 

Profile Analysis 
square with appropriate batch 
acknowledgements* 
PDFs available 
Edits to GMIDx file accompanied with notes 
Number of contributors; 

Profile Interpretation Table 
STRmix decon available (if applicable); 

7 
Resolved Profiles match decon output 
information 
Profile Interpretation; 

Profile Record Table 
FR Database matching; 

8 Nomination of upload; 
Suffix added to all copied down profiles 
Reference samples associated to case 

(indicators ' • or · • .a. displays when DNA 
profile available and validated and if a crime 
scene sample has been nominated for upload 
that matches the reference sample; 

Unknown profiles nominated uploaded to 
Case Profiles Table NCIDD ( • .._ ); 9 

Associations between Unknown profiles and 
Reference Samples completed where 
applicable; 

Matching DNA Intel samples added to CPT 
where applicable 

Sample Notes 
Details about the DNA profile and DB search 
information 

Notes 
Information about DNA profile; eg, 'Complex-
D18' 

Table 3 - PDA information 

* Where a batch comment has not been reviewed by the Profile Analyst, the Review 
Scientist is to acknowledge the batch comment. If there is a critical element that could 
have affected the sample processing or interpretation strategy and there is no note from 
the Profile Analyst, the Reviewing Scientist needs to discuss this with the Profile Analyst 
to ensure the point is covered. A batch acknowledgement should then be added prior to 
the results being validated. 

4.4.9.1 Profile Interpretation and Profile Record Information Difference- PP21 vs P+ 

As of January 2018 all Priority 3 samples were amplified using the PowerPiex® 21 DNA 
amplification kit due to ProfilerPius® DNA amplification reagents no longer being 
manufactured. Information specific to Profiler® Plus processing has been retained in this 
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document as this information may still be required for sample management and or reporting 
purposes. 

When reviewing a P+ sample vs a PP21 sample there are some inclusions and absences of 
information the reviewer should be aware of, particularly when moving from P+ to PP21 
sample review and vice versa. 

The major difference in sample management between PP21 and P+ samples is the use of 
STRmix for PP21 and the translation of this information to the 'Profile Interpretation' table, 
the 'Profile Record' table and the 'Case Profile table'. The following information highlights 
these differences. 

'Profile Interpretation' and 'Profile Record' tables 

The difference in information contained within the P+ and PP21 pages is listed below as 
well as displayed in Figure 29 (P+) and Figure 30 (PP21). 

Extra tile, 'MiU', in the P+ page 

Use of STRmix pdf field in the PP21 page 

Resolved/deconvoluted contribution information in PP21 page 

Mixture ratio between major and minor contributions in the P+ page 

Different suffixes 

) """ "" - '!\!! No reso lved oontritJutio n.s 

Dl .WA F<;A -·· DS 0<1 01& 0! Oll D7 

, ... l, 11.17 :u.::a: :r ll.lZ 3.-JO lJ.24 U.l:! I.U 11. 12 

'I ''· ' 7 17.0 :te.O 

IU lt•l 
I .. , 

~l. l5 

,,, 

p 
:.t..lJI 17. >& 

p 
1.:5r: '7 r~hl 

.""T-------, 
I M i:du re ratio I 

Figure 29- P+ PDA Information 

" - c~ ~ •OC:O..D •m.,.. 

0.0 12. 12 LO 

.; • C;>T .; .. occoo •mlotoc 

,,, 

• 

• 
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} STRmi:< pdf I f STRmi:< deconv oluted contr ibut ion& I 
Profil e lnterp•etation 

Cotttri 'butors I Pric'Hie I STRml•-1 I Notu 

l.)j 0 2 0 :; 4 ' I Cl< "" otJ O sT I ~ I j 
0 3 01 06 013 """"e 016 018 0 2 CSF ~l l'ltC THO I vwA 10 21 0 ? 0$ TPOX 0 8 0 12 01~ FGA 

1 14. 11 l?.l.l?.l o.o o.o 0.0 1.2. 14 H ,O 0 .0 o.o o.o ?.8 IS, l 8 0.0 0.0 11,0 0 .0 8. 13 18.22 0.0 0.0 

2 1'-C 13:. 1.4 0.0 0.0 0.0 , ,0 0.0 0.0 0.0 0.0 9-3.0 • • • 0 o.o 0. 0 11.0 0.0 0.0 20.0 0.0 0.0 

Proflle Record 

Am•l 03 01 o• DU P•ntE 0'111§. 1018 0 2 CSF ..... w T>< Dl YWA. 02 1 07 05 TI>OX OS 012 019 ..... 
· -~ l'-4. 17 !7. 3.1?.3 12. 17 8. 0 0 .0 12. 14 ll. !Ei 17 . 23 11. 0 o.o ?,8 1,. ! 9 31.2. 3.2:. ::! 0.0 l! .. ll 0.0 8. 13 1S.ZZ 13. ~ Ei 0. 0 

O NAln h :l <li + CPT ~ + 11CIOO • i nt.t l • 
X IS.O :1. 3.. 14 20.1 ~ 0.0 0.0 9. 11 :14.0 1$.0 0.0 0.0 9.3.0 14.0 2$.~ 0.0 11.0 0.0 12..0 20.0 1.2. 15 25.0 

- UK 01 _, +CPT ..j'j + NC IOO - int.tl • 

I N'o mi:<ture ratio table P 
Figure 30 - PP21 PDA Information 

Case Profile table 

The difference in information contained within the P+ and PP21 CPT can be seen within 
Figure 31 (P+) and Figure 32 (PP21): 

I Case Profiles 

Case Profiles 

Figure 31 - P+ CPT 

STRmi>c LR pdf LR proposit ion ind icators and 

condit ioned mixture ch eck box 

Figure 32 - PP21 CPT 

4.4.10 Review of Result Line Information 

Reference 
comp-ll ri ~on r<."' s u l t 

LR d isp lay Selection bo~es for inclusion in 

STRm b: LR ca lcu latio ns and GMID~ 

f i l es 

Result lines are a reflection of the interpretation of the DNA profile (discussed in 4.4.6 and 
4.4.9) and it is the responsibility of the reviewer to check that all the information in the PDA 
page has been translated into the appropriate exhibit results in the 'Exhibit Testing' table 
(see Figure 33) prior to release. 

r.;, 
EJ 
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The following key 'Records' will serve as a check list for the reviewer to ensure all aspects 
of a DNA interpretation have been captured and ultimately communicated to the clients: 

• Result 0 = Information from the 'Profile Record' table (automatically entered by the 
FR) 

• Result(s) f) = number of exhibit result lines to describe the DNA profile 

• NCIDD 8 =upload information (barcode with suffix) 

o The NCIDD line is important as validation of this line will drive the profile to 
the NCIDD worklist 

• Profile Review E)i = validation triggers the sample to be removed from the profile 
review worklist 

A list of the accepted result lines (Exhibit Results) and their expanded comments are 
located in QIS: 34229 'Explanation of Exhibit Results for FR'. Section 18 within QIS: 33773 
explains how to enter a result line. Figure 33 is an example of expected result lines for a 
given DNA profile interpretation. 

17/ 05/20 17 OB: 54 0 Re.s• lt 

17/ 05/20 17 OB: 54 

17/ 05/20 17 OB: 5B 

17/ 05/20 17 09 : 00 

e { Re.s• lt 

Re.sl.ll lt 

e NCID D 

• •••••• IUKF1 [ + NCID D) [ + NCID D Uploa d ) 

• lSS - S ingle sou rce DrtA pro f il e 

• lSSNCD - NCl DD upl()ad si11gle S()urce DNA prof il e 

• Uploa··· 
17/ 05/ 20 17 09 : 0 2 e Prof il e Re- ...- ie "'' • 

Figure 33 - Result Line Example (Single source upload) 

UKF1 

Likewise, the FR has a built in Review Robot which can be utilised to check that the 

appropriate result lines have been entered. The Review Robot icon w is situated at the 
top righthand corner of the PDA page and Exhibit Report page and when clicked, will open 
a table titled "Exhibit Profile Result Mnemonics Check", see Figure 34. 

Exhibit 1P11ofl le R suit Mn emonics Cille.ol!! 
Comparison of reported re:su ts to Glkulated expe:cte:d results 

5~.-.:ode r>~o: •••• Fot"tnsiC r.~o : •••• 

R~~ Ex~lld ~sult 

(ii JMX 3M X Thre-e l)t!'rs:on mixed DNA proli le •••• 

(ii .2~1XNCD 2MXNCO NCIOO uplo~d • mixed DNA proli le •••• 

tJi J~IX7 3MX7 J p rson m•:< ~rofi le • wpport for ~~tJ"ib > l 00 bi~igfl ..•• 

• J~IXF>IC 3M)(N!; J pet'SOn m·~ · SY~J)OrU n<>n conttib\!tl<ln .... 

t) EWE XC ~DEXC S1ngle e11 1den~ l!lmple e~luded . ... 

Figure 34 -Review Robot table 

A green tick associated to a result line, as displayed in Figure 34, indicates that the correct 
result line has been added for the DNA profile interpretation. A red cross against a line 
indicates that the incorrect result line has been added and that reassessment of that result 
is required. An example can be seen in Figure 35. 
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Exhibit Profile Res ult M nemoni cs Check 

Comparison of re ported resu lts to ca lcula ted expected resu lts 

Ba rcode No:--- Forens ic No:·--· 

Re ported Expected Result 

0 MIX Mixed DN A profil e . ... 

f3 NSIP No s ta t ist ica l inte rpre ta tio n performed . . .. 

Figure 35 -Review Robot table (Incorrect Results) 

Once the Reviewer confirms the DNA profile assessment and is satisfied all result lines 
have been entered are correct, the result can be validated. Review of the results is 
completed by the following process: 

Click on the 'Date and Time' stamp associated to the 'Profile Review' record. 

This will display a 'Testing/Analysis' table with two validation bars (red) and one 
rework bar (grey) (see Figure 36) 

o Clicking the '[CLICK TO VALl DATE ALL]' will allow the reviewer to validate 
all results in one go, including NCI DO records 

o '[CLICK TO VALIDATE]' will validate the line that has been entered on. 

Once the appropriate red validation tab has been clicked the [CLICK TO VALIDATE] 
bar will change to green and display [VALIDATED] (see Figure 37) 

o 'Date/Time' stamp along with the identification of the reviewer will appear 
underneath the [VALIDATED] bar (see Figure 37) 

In turn the previous orange square against the result(s) will change green to signify 
that the result(s) has been validated (see Figure 38) 

Upon validation of the 'Profile Review' result the sample/DNA profile will be removed from 
the profile review worklist. 

Note- When reviewing an NCIDD delete result line, ensure the "Linked No" field is left 
blank. Information within this field will not allow the result line to be sent to QPS and 
prevents all other DNA profiling result lines from transferring to QPS. 

Police Report 

PRNCID - DNA prof il e removed from NCIDD 
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Testing I Analysis - AM ES, C PSD FSS 

Dat e Process SublD SubType Equipment No 

23/ 10/ 20 17 11 :42 Prof ile Rev iew 

Notes 

Attachm ent : 

Storage Rack lD Posit ion Tube Lot No 

Change Log 

2017 10 23 11 :4 2 CURRENT JAM ES, C 

[ CLICK TO REWORK] [ CLICK TO VALI DATE] 

I 
03/0 ll017 1li ~ 

0310:5/!01,. 13~46 

Figure 36 - Testing/Analysis table 

VALIDATED 

Figure 37 -Validated Result Line (Validated Bar) 

Volume (IJ L) Priori ty 

0 1 ®2 

[CLICK TO VALIDATE ALL] 

Figure 38 -Validated Result Line (Square Indicator) 

Acknowledgement of Result by DRMU 

DNA results released to the QPS are reviewed by DRMU as part of the QPS quality 
assurance. A statement can only be released when all results associated to the case have 
gone through this external review. A result will be shaded green once this quality control 
has been complete, as per Figure 39. 

1

2 1/ 0 2/2 0 18 14 :29 

21 / 02/ 2018 14 :29 

Re s ult 

Re s ult 

• iSS - Single source DNA profil e UKM1 

• lSSNCD - NCIDD upload single source DNA profile 

Figure 39 -Acknowledged Result Lines 

0 3 
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A result line will only ever show the date and time the line was added, even after the result 
line has been validated. Information regarding the Peer Review date can be found by 
completing the following steps: 

- Click on the barcode at the top left corner of either the PDA page or the Exhibit 
Testing (page displaying the result lines) page which will open a separate page 

- Scroll down to the table "FSS DNA Analysis" which has the validated result lines 
incorporating the review date, no time will be displayed, see Figure 40 

FSS DNA Ana lysis 

Lab No Resu lt I Status Linked No Peer Review 

3 1 Su bm itted - results pending REV 10-Sep-1 8 

32 Two person mixed DNA prof ile REV 28-Nov-18 

33 2 person m ix prof ile - support fo r contrib > 100 bil lion REV 28-Nov-18 

34 2 person m ix prof ile - support fo r contrib > 100 bil lion REV 28-Nov-18 

35 Single evidence sa m ple excl uded REV 28-Nov-18 

36 Single evidence sa m ple excl uded REV 28-Nov-18 

37 Single evidence sa m ple excl uded REV 28-Nov-18 

Figure 40 -Result Line Review Date 

4.4.11 Urgent (Priority 1) Requests 

Routine Urgent Requests 

The requests for urgent processing will come via Inspector of DNA Management Unit (or 
higher) and are forwarded to the Managing Scientist and Team Leaders. A phone call may 
accompany these requests. Details regarding the urgent request (eg. Number of samples, 
estimated arrival time, status of reference samples) should be forwarded to all Forensic 
DNA Analysis Management Team staff and Forensic Property Point supervisor where 
appropriate. The case will be allocated by the Reporting Supervising Scientists and 
appropriate RequesUTasks created in the FR. 

Urgent requests are for a 5-day turnaround time (TAT); however, Forensic DNA Analysis 
will attempt to release results within a 3-day TAT (ie. by 4pm on the third day of 
processing); however, this is dependent on the types of samples and examinations 
required, the time of receipt and the availability of other information eg. Item ownership 
information. The interval is until the time the initial result is reported. If the sample requires 
a rework, an appropriate result can be used to explain the preliminary result. These 
reworked samples should be reported as soon as they become available. 

If the urgent items are not in the possession of Forensic DNA Analysis, then Forensic 
Property Point staff must be alerted to the likely time of arrival and should communicate 
with Forensic DNA Analysis staff when the exhibits arrive. 

If a reference sample is received for the case, these should have the DNA priority elevated 
to enable a profile to be obtained before, or soon after the crime scene profile. 
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NB. Priority 1 is used for client requested and internally-raised urgent processing. If 
internally-raised, approval from Supervising ScientisUTeam Leader is required. 

Urgent Result Communication on Friday (only) 

lif priority 1 urgent on a Friday, email DNA 
Management Unit in the morning with the relevant 
barcodes and 1me prior to the 3pm and call DNA 
Management if the results are likely to be released later than 3pm. 

When results are reviewed, email DNA Management that results have been released and 
alert them whether there are actionable results, or not. Suggested wording is 'the electronic 
transfer includes actionable results' or 'the electronic transfer includes non-actionable 
results' depending on whether there are results for comparison or not. 

Streamlining to Reporting Urgent Samples 

A streamlining strategy may be employed in consultation with a line manager. It is useful 
when a large number of urgent samples are being processed at the same time. 

If we receive a number of urgent samples for a case and the results are all indicative of the 
same unknown profile, select the most suitable and probative profile for interpretation and 
loading to NCIDD and any matches will be reported on this sample within the urgent 
timeframe. Liaise with the QPS to determine if these remaining results can be downgraded 
to High Priority (Priority 2) status. This will enable the reporting scientists to allocate their 
time to interpreting and reporting other urgent samples. The allocated scientist will ensure 
the results for all downgraded samples are reported in a timely manner. 

A reference sample from the complainant, for example from a sexual assault, as well as 
ownership of the item is critical for the interpretation of any DNA results obtained. Without 
these, interpretation of the resulting DNA profiles is limited and may not provide information 
that can be loaded to NCI DO. If urgent samples are all indicative of the same unknown 
profile/s, and the reference sample of the complainant has not been received or is still 
undergoing processing, only the most suitable DNA profile will be chosen for interpretation 
in order to obtain a DNA profile loadable to NCI DO. This will enable critical information to be 
sent back to the QPS for the urgent case, and the reporting scientist to allocate their time to 
interpreting and reporting other urgent P1 samples. The result interpreted in the absence of 
the reference sample or ownership information will be re-interpreted and reported along 
with the remaining results once the reference sample is completed. 

These strategies will only be implemented on a case by case basis AFTER communication 
with Inspector DNA Management Unit, or S/Sgt DNA Results Management Unit. 

4.4.12 Incorrect Result/Record 

A 'Result', such as a result line, which has been ordered in error is unable to be deleted 
from the 'Exhibit Testing' table and can be dealt with in one of two ways. If the 'Result' has 
not been validated it can be reused, ie, another result line entered. If however the 'Result' 
has been validated it is to be incorrected which will be highlighted by a strike through 
rendering the line unable to be accessed. 

The same applies to a 'Record' such as an NCIDD record; it can be reused if not validated 
however if it is validated it will need to be incorrected. 
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An incorrect can be performed by the Reviewer or Profile Analyst only if the result has not 
been validated. Where the result has been validated then the incorrect process has been 
restricted to staff at a HP5 level and above. 

The correction process is described in section 13 within QIS: 33773. 

4.4.13 Suspect Checks 

Review and validation of a suspect check follows the same process as described in 
sections 4.4.4 and 4.4.9. The differences are listed below: 

- The use of specific 'Suspect Check' result lines, listed in QIS: 34229 

- The Suspect check reference profile will not be displayed in the CPT 

- The STRmix file(s) is added to the FR under a 'Notation' or added to the result line, 
the latter is preferable 

4.4.14 Review of Exhibits Highlighted as Requiring No Further Testing 

Queensland Police may decide at any stage of DNA processing that testing is no longer 
required. QPS will update the 'Forensic Triage' field to 'No Testing Required' which will 
automatically enter the 'No further work required as per advice from QPS' (NWQPS) result 
line against the exhibit. 

The process on how to action an exhibit that is no longer required for testing is described in 
Appendix 7. 

4.4.15 Request for Further Information 

If a discrepancy has been found not previously noted, this will need to be investigated prior 
to releasing the result. Most discrepancies can be actioned by communicating with the 
relevant QPS Forensic Officer or a QPS Officer within the DNA Management Team via a 
"ReguesUTask" (see Figure 41 and Figure 42) or email- a RequesUTask is the preferred 
method of communication. A Request/Task is completed by the following: 

- From within a Forensic Case File Record (CM side) select the Case Management 
tab 

- Select Add Record 

- Select 'RequesUTask' 

- Add the QPS Officer's ID into the 'Case Officer' field 

- Select 'Review' from the 'Request Type' 

- Add notes to the 'Comments' section describing clarification being sought 

- Save the record 
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Fore~sic Case File Record E~ami~atio~ Summary Case Management E~hibit Register 

For ensiic No : - QPRI ME No : 

Ca 5e Repo rt New Reco r d Mode 

Re port Ty pe 

Cas-e File Tedmic,a l Rev ieN 

Case File Ad m in Re v ie\'"1 

Cas-e Pr iori t isat ion [ D NA) 

Photo Print Request 

M! R Activ it y Re port 

No E:or,a m inat ion [ NFA ) 

St ,abem ent/Ted m i c,a l Re port 

St ,abem ent [ Peer Rev ie\'"t ) 

FO ! I L"'g'a I A ction 

Suspect Nom inat ion 

F'Dre nsi c Unit Ex,a m inat ion No 

PSD 

Court C1 CM Prio rit y L 

Jo b I R€>[juest Ty pe FPP A ll oc,a t ion St,a t us 

.-. 
C l,a n L,a t:l 0 S imple 0 Ad m in/Te cll i · Unall oc,ated 0 E:or,a m inat ion Com plet e 

I lli cit D ruQ 0 Com plex 0 Col t:! C<l s-e Re quest 0 .St<~ t·em ent Com plete - 0 0 0 Tr,a ce Ev id ence P,at ernit y Re porte r Re,a t:ly Te cll Rev ie\'"1 Com plet e 

• F·orensi c D rtA 0 Coroo nia l 0 Rev i el.l'te r 0 Ad m in Rev ie" ' Com plet e 

Nam e 

A nti Tamper Se,a ls [ se,a ledl ·e.x llibit s l,a be lle t:l in part : J Ret urn Pro perty Point 

Bri nQ- up D,ate Court D,ate Co urt Ty pe Prm:eet:l ings L·oc,ati on 

lim lim .,. '!' 

Hi Joim , I ll :av e ll ot ed :a discrepancy bet ween t he l:abeli llg on t he exhibit p:aclk:a gillg :a lld t ile illfmm :atlion 
regi siered ill t ile FR. Call you please cl arify . Regards, Adri:a ll 

Figure 41 - Request for Information 

Once saved the 'Exhibit /Item' table will appear 

Associate the exhibit by selecting the 
add the exhibit(s) barcode to the table 

icon within the 'ExhibiUitems' table and 

'!' 
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Save the record (see Figure 42) 

Exhibit l Ue1rns 

Figure 42 -Adding Exhibit to Request for Information 

This request will be sent to the nominated QPS Officer for actioning, possibly via the same 
record. This will add a flag to the Profile AnalysUReviewers 'Personal Work List'. 

Request via 'Email correspondence' 

- This action can be completed from the 'Exhibit Record' of the sample in question 
within the Case Management side of the FR if corresponding with the Forensic 
Officer 

- Simply click on the email icon 
'Forensic Officer' field 

associated to the QPS Forensic Officer in the 

- This will open up 'Outlook' and correspondence can be completed via the 
Queensland Health email system -write a short, concise description of the query 
and send 

Await return correspondance and document this within the FR 

Save the email as a pdf via the 'Microsoft Print to PDF' printing option and upload as a 
'Notation' against the case (ensure to add information to the 'Comments' section). 

4.4.16 Quantification Initiated Result Release 

Samples with no DNA detected, quantitation values <0.001 ng/ul, will be released with the 
result line "No DNA Detected" and will be actioned as per process described in section 9.1 
of document QIS: 34064 'Miscellaneous Analytical Procedures and Tasks'. All other 
samples with quantitation values >0.001 ng/ul will be amplified. 

4.4.17 Miscellaneous Information Release 

Release of Quantitation Results - Quant and Hold Data 

Samples may be elected by QPS to be held after quantification, the results of which are 
used to assess other DNA processing techniques offered outside of the laboratory- most 
commonly utilised for cold case investigation where the samples are old. 

The process is initiated by a 'RequesUTask' to either the Team Leader for Cold Cases if 
unallocated, or the case scientist. The 'RequesUTask' will list the samples that the "Quant 
& Hold" strategy applies. These samples will be highlighted in the FR by the addition of a 
comment against the 'Exhibit Notes & FSS Advice' section such as "***Quant & Hold***" or 
similar. The following steps for processing and result release will occur: 
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1. Evidence Recovery staff will add an 'Analytical Notation' with a comment alerting 
Analytical staff that the sample is to be held after the Quantification process is 
complete - "Quant and Hold" 

a. It is advised that the case manager follow up on the samples to ensure the 
Analytical Notation has been added to all samples listed in the initial request 

2. Collate quantitation information from all samples into Microsoft Excel with the 
following information - quantification information is located on the PDA page of the 
individual sample in the 'Profile Analysis' table under the column 'ng/ iJL' 

a. Barcode 
b. Description of sample 
c. Total quantitation result (TSAQty) 
d. Male quantitation result (TYQty) 
e. Degradation Index (TSADeglndex) 
f. IPCCT 
g. Volume Remaining (extract volume which will default as -80 IJL) 

3. It is recommended the excel spreadsheet titled "Quant and Hold_09032021_Larkin" 
located G:\ForBioi\AAA Forensic Reporting & lntei\AAA Cold Cases Missing 
Persons be used to collate the information requested 

4. The information is to be directed to QPS Homicide Cold Case Investigation Unit 
Forensic Co-ordinator via a 'RequesUTask' 

a. It is important to create a new 'RequesUTask' and not respond via the initial 
'RequesUTask' as once the task is completed the information will disappear 
from the FR- information will exist for the officer initiating the 'RequesUTask' 

b. Information to be reviewed prior to adding to the 'Request/Task' 

5. Reporting officer to add the result line "QPS Advise No Further Work Required -
Results Available" (NWQPSR) at the same time as the 'Request/Task' 

a. If the autogenerated result line "No DNA Detected" (NDNAD) or "DNA 
Insufficient for Further Processing" (DIFP) is added, NWQPSR is no longer 
required 

6. Reviewer to review result line at the same time the 'Request/Task' is sent 

Information regarding the quantification process employed in the laboratory can be sourced 
via the procedure QIS: 34045 'Quantification of Extracted DNA using the Quantifiler® Trio 
DNA Quantification Kit'. 

Covert Samples Authorised as Reference Samples 

Certain cases, such as Cold Cases, may have a covert sample registered by QPS for use 
as a reference sample. This sample will be identified as 'covert' by information added to 
the "Exhibit Notes & FSS Advice" field by QPS or in the absence of this information, a 
'Notation' added by FSS staff advising of the specific category. 

Results of any comparison are to be transferred to QPS via Intelligence Reports only- no 
exhibit results are to be sent. See QIS: 33773 for full details. 

Release of results via email 

Where information is released via email, such as an Intel Report, minimum requirements 
are to be incorporated: 
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Results must be as a PDF document 
The phrase "The pdf document in this email is the report issued by Forensic and 
Scientific Services. Any other attachments or information provided is not considered 
to be the issued report." must be added to the email. 

5 Statement of Witness 

An overview of the following process, from statement request through to report publication, 
has been created and saved as Appendix 1. 

A process for reporting and reviewing statements under 'Working From Home' conditions 
has also been created and saved as Appendix 9. 

5.1 Casefile Creation and Tracking 

A casefile should be available at the time of statement drafting. If not, a request can be 
ing the generic Admin email account 
The file is compiled by the Administrative Team as 

per instruction detailed in Section 9 of document QIS: 34248 'Administrative Team- Case 
File related duties using the Forensic Register'. This section also lists the contents of the 
casefile created by Administrative staff. 

If however, the reporting scientist needs to create and register the casefile themselves, 
instructions are available in Section 9 of document QIS: 34248. 

Further images and other information can be printed from the FR following the processes 
referred to in section 9.6 and 9.7 of document QIS: 34248. 

5.2 Statement Request (REQUEST) 

A statement request is created to identify that a statement is required for the case. A 
request can be completed with or without a 'Case Officer' in mind. This may be initiated by 
entering a FR number, the Occurrence number or exhibit barcode located on a worklist, eg, 
'Unallocated All' list or by searching on an exhibit barcode and then navigating to the Case 
Management tab. 

This action will be used primarily by QPS to communicate that a statement is required but 
will also be used by a HP5, SSLU or case manager whenever the need arises- Addendum 
statement following receipt of additional reference sample(s) or crime scene sample(s); 
Evidentiary Certificate request; etc. 

Where multiple FRs exist under the one Occurrence number, SMU will replicate the 
statement request on each of the relevant FRs. It is suggested that the reporting scientist 
check the 'Related Case Files' field within the 'Forensic Case File Record' tab for the 
existence of multiple FRs and where required create a 'Statement Request' for each FR. 

The following will focus on a request made to the reporting scientist. Information 
concerning managing the statement request will be described in section 7 'Statement 
Worklists and Milestones'. 

5.2.1 Creating a Statement Request and Allocation to a Reporting Officer 
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This process will usually be initiated by the Queensland Police Service (QPS) or a HP5 or 
above, however, it can be completed by a reporting officer (HP4). 

From within a Forensic Case File Record (QPS page) select the Case Management 
tab 

Select Add Record and the following will display (see Figure 43) 

( Case Files J' Statistics ' [ Equipment ) ( Personnel ) ' Forms J[ Main Menu 
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Forensic Cose File Record E"•minotion Summ•r~ Ca•e Management 

For ens iic No : -

Ca se Re p ort 

Re p e>rt Ty pe 

Cas-e Fi I e T e d u oi ca I Rev i ev1 

Cas-e Fi le A<llm i r> Re v ie"' 

Ca.se Prior iti.sat ior> ( DNA) 

Pilot e> J>ri r>t Re~Liest 

MI R Activ it y Re port 

QPRIME No : 

rfo E><a m ir>a t i cm [ NFA ) 

Sta t em er>t/Ted m ica l Repe>rt 

St a t em e r>t ( Peer Rev ie••) 

Court At ber>da r>ce 

CaS'e Corme ne r>ce Report 

Select Report Type Above 

Figure 43 - Statement Request 

r E"hibit Register 

New Reco r d Mode 

.Suspect Nom ir>at i cm 

Select Request/Task which extends page content to display the following fields and 
complete the following fields 

Complete the following fields (see Figure 44): 

0 Case Officer- allocated case analyst if known 0 
o Date Required- due date for statement f) 

o Request Type- select Statement Q 
o Priority- select priority as appropriate 8 
o Job/Request Type- select Forensic DNA Q and relevant case type Q 

• Note case type options will not appear until 'Forensic DNA' is 
selected 

Note- fields f) and 8 are not required to complete the request. 
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Case Fi!es stalistics 

FoRr.~ic Cue Fi le Record 

Forensk No: -

case Report 

Report Type 

Date 

Case Fil "' Tedmical Review 

C..;• Fil "' Ad in Re .. ;.,., 

C..n Priori 1s.atiol' ( DI-IA) 

Photo 1!>"1 nt IRe<:~ st 

MIR A cti\' i Report 

Forensic Offic:er 

Equipmemt Personnel 

QPRIME No : 

No E•amiootion ( NFA) 

Stat.,me - ed1 i cal R.e!)Ort: 

Sbl'btm<l!nt ( PIJ•r Rt• ltw) 

Co~rt A,tt;.endan<le 

ea ~e Ca nfere!K'e Report 

ForeMic Unit Da t!e P.<!.quirea I 
06/ 04/20 :1. 7 - PSD 2710412017 liill 

Fonns Main Menu 

New Record Mlode 

Ca5'E!' File Notat ion 

FO I I l.egal Actoo 

Su:S;p<~~d: Nomination 

S S Contact 

• R.e,quest I T;o•k 

Exam i ili!tion No Ca="! Offi"!r 

0 _ 

Request Type • -------------------8 --.---------------j 
Sx m • Stateme t P.niew Cou rt Clll llri ori t y l ( • H I 0 que~t Complete 

Jc;b I Requnt Type (J I 
FPP Allc;c'lltic;n S t~bU5 

.-
Clan Lab 17 Sim ple n Admi Tech • Ur>a llocat ed n Examinat ton Com J)lete 

l llk i t D rug lJ Gom plex 0 Codd Case Request 0 Statem ent Gomplete 

TraQe 1:\' id11 I'ICe Pa·eemi 0 R.eporter R.ndy 0 Tech R.e .. i t w Com1plete 
• Fol't'nslc DNA Coror~la l l R.t"l•~'" ( Adrnll' Ftevlt w CQ;mpl11:t1 

Figure 44 -Statement Request Fields to Complete 

Save the record 
This record can be later updated by selecting Edit and saving any changes 

When a record is saved a 'request number' (displayed below in red box of Figure 45) will be 
visible in the top right hand corner of the screen. This number can be entered into a search 
field which will navigate to that specific request. 

Note- A 'request number' will be generated when saving any request. 

Foreosic Case File Record 

For ensiic No 

Case Re port 

Re port Ty pe 

0 Case Fil e Te d m ica l R.ev ie1.<1 
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If a reporter is nominated, this request will populate the nominated reporters Personal Work 
List (PWL). If a reporter is not nominated, the request will populate the 'Unallocated 
statements' list. New requests, regardless of the type (case management, peer review) will 
be highlighted in the staff member's PWL as per Figure 46. The number within the red 
circle indicates the number of new requests. 

Forensic Services ' ' I I 

Case Files ) [ Statistics J [ Equipment Personnel ) l Forms Main Menu 

Personal Work List Unit Work List 1 r Reference 

Figure 46 - PWL Highlight 

Upon entering your PWL you may find numerous requests. Figure 47 shows three such 
requests sorted on request date and displaying further details such as Occurrence number 
and FR number. Two of these requests are for statement compilation and release. 

[ Case Files ) [ Statistics ) [ Equipment ) [ Personnel : f 

Forensic Register Personal Work List Unit Work List 

P I A- FSS Forensic DNA Amlll¥ sis ( P SD ) 

Cas,e Mana gem ent 
1 - 3 I 3 Ellt r i E>s 

Forms : f Main Menu 

Reference 

Rep <>rt Date Rep <>rt T y pe LJn i t C as e O ff i oe r E:-: .a m i l'la t i o n Da te R.Je.qui re,dl 

13/ 08/ 2 0 10 REQU EST QH S 

1 361 .S - E:ca m Requ:e.st 

27/ 03/ 20 17 REQU EST PSD -- Statem ent Ret<u:e,st 

04/ 0 4/ 2 0 17 REQU EST PSD 

- 07:59AM 05/04/2017 164.112.251.224 

Figure 47 -Requests on PWL 

Note -Where multiple requests and records exist, the list can be filtered to sort specific tasks 
by clicking on the 'Personal Work List tab and selecting the applicable result. Clicking on the 
'Personal Work List' tab and selecting 'Default List' will bring back all Case Management 
entries. 

5.3 Statement Record (REPORn 

The statement REPORT is the record of the task of writing a report being completed. This 
record also stores the statement document and updates milestones involved in the creation 
of the statement. This record should be created by the person preparing/issuing the 
statement. 
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Note, the statement record creation applies to all types of reports; Statement of Witness, 
Addendum statement, Evidentiary Certificate and Intelligence Report. Furthermore, the 
amount of statements able to be created against a case is limitless. 

5.3.1 Creating a report record 

From within a Forensic Case File Record select the Case Management tab 

Select Add Record and the following will display (see Figure 48) 

QPRIME No 

cas:e Report Ne Y Record Mode 

R~ port Ty,_. 

CIH Fil4 T!Kt. i,.t R!t" it,u No Elo:-ii!m i N~tion ( FA) C.u Fife N\ot l ,lion 

Cau Fil• · ilmi l\ A:oi! viol!.- • Sta tem• e.c:hnic.a l Report <E-- FOl / l ,t-e,al ctiOI'I 

Cis. Priori l is.alilol' ( OWl) Stat•rnut (Pnr R•vie11) Sup,Kt 1-lom ir>alioFI 

P~to Pri t R~~a~ Co rt Att•mdaroc:e SMS Contact 

1>\JR. Acti" l ty R.11! port Cia Co:r:~fl!r..Me ~port flf!quo~~t I T.ulc 

Figure 48 -Creating Statement Record 

Select Statement/Technical Report (see Figure 48) which extends page content 

Complete the following fields (see Figure 49): 

o Case Officer- allocated Reporting Scientist 0 
o Date Required- due date for statement (optional) 8 
o Priority- select priority (optional) Q 

Add a description to the Comments field to aid in distinguishing linked RECORDs where 
multiple reports are requested eg, 'Statement'- further information is available in Section 

5.8 of this document e 
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Forensic No: Q IPRIME No : 

Case Report 

NO Sxam iMtiOn ( NFA) 

Cis. Filt: Adm i R•vil:w 

C-l!H li'riorl t l ~ltilo" ( Or-IA) 

Photo l'rint lteq;uest 

• Stat•man T•chnic;aol R.•port 

St t.l'm rLt (Peer "'""'••-tl 
C:o"rt Atte ....!a IKe 

F'O! I u••l Action 

5 u;spoed ""'mlnatlon 

Ca"'"' Ool\fe:renc::e Re port 

"" "bit IIOJ<hibit category 

[)a t e o f Birth CNJ 

Stat ement Q 

Figure 49 -Fields in Statement Record to Complete 

Save the record 

Upon completion, this will create a record under the case management tab for that specific 
case, as displayed in Figure 50: 

05/ 04/ 20 17 REPORT PSD -PIPPIA 

.St atement 

0 4!/ 0 4!/ 20 1 7 REQU EST PSD 

BENSTEAD - .STATEMENT REQUE.ST 

Figure 50 -Statement Record under Case Management tab 

5.4 Drafting a Statement 

5.4.1 Updating Reporting Scientist Information 

When issuing a report it is important that the reporting scientist's personal and professional 
information is visible on the front page of the statement. This information should include the 
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full name of the Reporting Scientist, their qualification, membership to an applicable society 
and other relevant courses. 

The following steps outline how to enter and or update this information: 

Navigate to and enter the Personnel tab 

On this screen enter your personal record by either entering your Employee No or 
Surname into the appropriate fields and press enter. 

o Alternatively, by clicking on the icon this will achieve the same result 

Select Edit Record 

Employee Name Update 

The FR only has fields for First Name and Surname however issuing a Statement of 
Witness and other report types requires that the full name of the Reporting Scientist is used 

Add First and Middle name to the First Name field (see Figure 51) 

Tr~ ining Record r Cours e Record 

PIPPIA. Adri<tno Antonio 

Edit Reoordl Mode 

Figure 51 - Employee Name Update 

Updating Professional Credentials 

Navigate to the table titled Statement Preamble 
Add information as a block of text (see Figure 52) 

I \"las a\""ta rd!e<d a Bachelo r of A ppli ed .S<:i ence ( B iologl'() f rom Centra l Q ueensla m:l Univ e rsit y . I a m a m ember of t f>e 
A UJstra lia n a ndl Ne\""1 Ze.a la rldl Fore rlsic .Scienoe .S·ociet y . I 1\a ve oom plet ed a \""modl\""mrk irlgl oomse spe-cia li sing in d ove t a il 
j o ins. 

Figure 52 -Professional Credentials 

Save the record 

Open the statement, as per instructions in section 5.4.2. The block of text within the 
'Statement Preamble' will be displayed as point 3 (see Figure 53). 

., 
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I, Adriano Antonio IP PPIA, of Brisbane in the· State of Queensland, do solemnlyalldl sincerelydec:lare mac:. 

1. I am employeclbyForenslc arilr:ISdei"Gfil: Services (FSS) a1 Coopers Plains, B~lcSbane. 

2. I hold the po.sition of scienti>st in ttle Forens i:c DNA Analysis Ia b oratory of FSS. 

3. 1 was awa rcre Cl a 8aehel041' of Ap,pliecl Scieooe {8iol01]f}'from Central OueenSia nc1 uniwrsly. 1 am a member of tl1 e 
Australian andNewzealanr:l Fo:f1ensicScieooeSodety. I harve completed awoodlMJI'IIOOg coursespedalisino.;J in 
dove tail jo ins . 

4 . This is my statement in relati on to lhe alleged ,offence thatO()currenceNurrber;- ef ers_ The 
<lefendamtls ill Ulis ma11.er arecaerenefirs:tnal'rllll1 ~defen<l!lumal'rllll1 ) aM (Cietenefi rst2 defenelsumame2). The 
complailn,ant:in tnis maner is (complainanlflrs tname collllta·nantsLirname~ 

5. The resu Its ,of lihe scienlifi,c ex a lllinalims mm d.l ctoo in the I abo ratory are as fo II ows: 

Figure 53 - Statement Preamble 

Separate each portion of information into individual points - entering will create another 
numbered bullet (see Figure 54). 

I, Ad Ilia no Antonio PHJPI!A, ofi Brisbane ill U'Je state of Qu.eensland, do solemn(¥ and sincere'ly decl1ue that:-

1. I am employed by Forensic and Solenlitic:Services ~FSS) at Coopers Plaim,8risbane. 

:2. I hold the pos ition of sci enlist in the Forensic DNA Analysis labmaimy of FSS_ 

3. 1 was awa~deCI a eacnelorof Applied Science (Bi:oiOgy) fromCenttai 'QUieen~ancl university. 

4. I am a member ot· the Aus1ra•lia n a rn dl Ne Zealand Forensic Stlel"l!te So ol ety. 

5 . I have comp lete ~ a woodwmkingoourse specia~ s in gl ·n d'ovetailjoins _ 

6. This is my statement in relation to th'e allegeCI offel'l oe ~at Occurrence M IJ mb~ refers. The 
derendallli1!s In ~h is matter are (deferncflrslname1 defenc!sumame1) and (c!efen(flrsl2 defendsumame2). The 
complailllalilt in ~his maHer is (&QJDJlJ]il~~ 

Figure 54 -Statement Preamble Amended 

Now that the Reporting Scientist personal and professional information has been updated, 
it's time to continue authoring the statement as per section 5.4.2. 

5.4.2 Drafting a Statement 

IMPORTANT NOTE: Once you have opened the statement template, save your statement 
as a word document before making any changes, as this will ensure the formatting is 
maintained. 

Click on appropriate REPORT record in the Case Management tab 

Select the Microsoft Word icon ~ to compile a draft statement 
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o The Microsoft Word icon will be available as soon as the record is created 
OR if unable to write the statement at that stage, at a later date navigate to 
the record under the case management tab and click on the Forensic Officer 
identifier associated to the entry labelled REPORT, see Figure 50 

Open this document (statement may take a while to open and will be visible at the 
bottom left corner of the screen) 

liiill'l ForensicStatement-FR .... doc 
'E..1 691 KB 

I 

The statement is ready to open when the above display changes to the following 
image 

l ~ ForensicStatement-FR .... doc • J 

Save the statement to an appropriate network drive as a 'Word Document' [default 
is a Rich Text Format (*.rtf] format, using the 'defaultfilename_your initials' 

This document can be worked on at any stage as required until ready for uploading 
to the FR 

Certain information will be automatically pulled into the statement and include receipt 
information, the appendix, preamble information, examination information and the DNA 
profile interpretation. This information should be reviewed to ensure that it is complete and 
correct. Any additions or subtractions to this should be completed by the reporting scientist. 

Any additional details such as opinion evidence will be added by the reporting scientist. 

Appendix 8 contains suggested wording for reports created for results obtained using 
PowerPiex®21 and STRmix. 

Receipt Information 

Receipt information will be displayed in the draft statement automatically, however in the 
event this does not occur the following steps can be used to locate this information to add 
to the statement. 

Navigate to the Exhibit Register tab and highlight the DNA Analysis drop down 
menu 

Highlight the Evidence Cert- Analysis 

This will open a text document containing receipt information along with analytical batch 
information of all samples that have undergone processing within the laboratory. Receipt 
information will be displayed at the top of this document. Cut and paste the required 
information into the statement. 

Note, the barcodes associated to a receipt will also contain sample description which 
historically, was not displayed within the receipt information of the statement. The reporting 
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officer has the option to remove this information and only have it display in the body of the 
report. 

Individuals Nominated for Report 

The FR has only one field for complainant nominations. It is suggested that information 
within the Case Management tab be reviewed to see if there are extra individuals to be 
listed in the report. QPS have also advised that it is acceptable to use 'Regina' as the 
primary complainant in the report where multiple individuals are listed. 

Appendix Information 

The appendix contains information on procedural overview and test methodology and 
replaces the need for a separate preamble and appendix, as completed in the past. The 
appendix is automatically generated by the FR, however this information is not current and 
needs to be removed from the statement. An appropriate appendix can be selected from 
Appendix 2 and content not applicable to the case removed. 

Appendix 2 has three appendices available for use in a statement specific to the DNA 
profiling system used and the STRmix version utilised. 

Examination Information 

Examination information such as screening and confirmatory tests specific to the case can 
be viewed by following the process detailed in section 4.4 of this document. This 
information should be manually added to the statement as required. 

5.4.3 Uploading a Draft Statement 

Page: 50 of 123 

From within a Forensic Case File Record select the Case Management tab 

Select the statement record identified as REPORT in the Report Type column by 
clicking on the Forensic Officer identifier (see Figure 55) 

Case Files , l Statistics : [ Equipment : l Personnel J L Forms ) ( Main Menu 

Forensic Case File Record 

Fo r ensiic No : 

Case Ma 1~agement 
1 - _ I 2 Entries 

Fo rensic O ff i ece r 

PIPP!A -BEN STEAD 

E:-:.:.mination Summary Caoe Management I E"hibit Register l 

QPRI ME No : 

Report Dat e Re port Ty pe Un it Ca9e O ffi cer E~am i nat i cm Date Re LJ ircedl 

REPORT PSD 

04/ 04/ 20 17 REQU EST PSD -.STATEMENT REQUEST 

QHSS AUSLAB Update 04/04/2017 13:04 - 08:54AM 05/04/2017 164.112.251.224 

Figure 55 -Uploading Draft Statement 

On the Statement/Technical Report record select Edit Record 

Upload the statement and select the 'Draft Complete' checkbox (see Figure 56) 
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Stabem ent I Tecnni ca I R·eport Status 

~ Draft Com plete 0 Te,cn Rev ie1-1 Com plete 0 Peer Rev ie1-1 Com plete 0 Result s Pub I i.snedl 

Figure 56 -Uploading Draft Statement 

Upload the document by using the Choose File option under Related File section 
OR by dragging the document from the stored location to the area to the right of the 
'Choose File' box (see Figure 57) 

Re lated! Fil e [ Note : Mo if ie date/ t im e 1-1ill be .set t o uploa date/ t im e] 

ChooSJe File I No fil e chosen 

Figure 57 -Uploading Document 

o Figure 58 depicts a draft statement successfully uploaded to the FR 

Fil es 

1326 kb 13/ M /17 09 :49 D 
09: 55 AM 13/ 04/2017 164.112.251. 224 

Figure 58 -Uploaded Draft Statement 

Save the record 

The report record will be updated to show a 'document' icon indicating (Figure 59) that a 
document is available under this record. 

C8s@ Files Personnel Forms Main Menu 

Forti!Joc Cut Foltlhcord 

f;orensic No=····· QPRIME o: 

case M<l llage!lrlent 
l. -5 / 55n u - '~ 

05/ 04/ 20!1!7 REPORT~ PSD 

- 04/ 04/ 20 7 REQUEST PSD -ue 

QHSS USLAB Uti(Ute 04 041:WP 13 04 

Figure 59 -Statement Record with Uploaded Document 

If the reporting and reviewing scientist decide that the review process will be completed 
externally to FR and no draft statement will be uploaded at this point, it is still important that 
the 'Draft Complete' box is ticked (see Figure 56) when the statement is ready to be 

Page: 51 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~Queens~ 34 
~· Governm61t1 



WIT.0019.0012.2209 

Procedure for the Release of Results using the Forensic Register 

reviewed. This is required for the creation of the REVIEW record outlined in section 5.5.1 
of this document. 

If this task is not complete then this -==============--'1,1 field will not 
appear in the REPORT record and the reviewing scientist will be unable to create the 
REVIEW record. 

5.4.4 Requesting a Statement Review 

Once a draft statement has been completed the reporter is to create a request for 'Review'. 

A REVIEW request can be created by completing the same process as detailed in 5.2.1 
with a modification- selecting 'Review' in the 'Request Type' field. If the Reviewing 
Scientist is known, add the staff members details in the 'Case Officer' field (see Figure 60) 
otherwise leave blank. Adding a date to the 'Date Required' field will ensure the case is 
added to the 'Unallocated Review' worklist in order of priority and will also highlight the date 
for statement release to a reviewing scientist on their Personal Worklist. 

Equipme-nt Personne l 

Forensic No :- QPRIME No :······· 

l~equut VP'R 

0 

Jo-b I Req est TY·f'E f~ llceatlcn 
. 

Clan Loh Simple Ad'.m ln/TKh • i.Jnall ~•ted 

Jl licit El~ Comi)ln col <t can fl•q •st 
Tra.-.e !:vl.deMe l'~t:em i - P.ep<ute~ Reody 

• fc~ns;i~ DNA Co-ro-ni1l IR.tviewer 

Figure 60 -Requesting Statement Review 

Forms Main Menu 

New Recor d Mode 

C"..II,R F1le f'lctablcn 

FOI I l.iw<;~~ l A~io 

Su!!p<!~t Nom lMtion 

Status 

( E~aml "" ' ""Complete 
{ SY.t-tm•nt Comi)lt t+ 

L Tech Re·y ie~l Comple-te 

{ Admin Rtvit w C'Ompltt>t 

Upon completion, this will create a record under the case management tab for that specific 
case (see Figure 61): 
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case Files Statistics Equipment PersonMI Forms 

Forensic No :- QPRIIME No :······· 

case Man gement: 
1 - 5 J 1! E" t ri n 

05/ 04/ 2017 REQUEST 

04/ 04/ 2017 REQUEST 

PS D -
REVIEW R.SQ EST 

PSD 

PSD -

Main Menu 

QHSS AUSlAB Upod.ate 04 04 2017 13:04 - 1 20 AM 06/04/2017 164.112.251.224 

Figure 61 -Statement Review Record 

Where a reviewer is allocated, the request will populate the reviewers PWL and be 
displayed for their attention as follows (see Figure 62): 

Forensl~ Register Personal Work L•st Unit Work List 

440121 CAUNT - FSS Forensic DNA Analysis ( PSO) 

case Management 
1 - 9 I 9 Entri es 

05/ 04/ 2017 REQUEST PSD 

Referen~e 

- 09:44 Af-t 05/04/2017 1&4.112.251.224 

Figure 62 -Statement Review Populates PWL 

Where a reviewer has not been nominated, upon saving, this request will populate the 
'Unallocated Reviews' worklist. Case reviews can be self-allocated or allocated by a HP5 
or above and is completed by simply adding the reviewing scientist's FR ID to the 'Case 
Officer' field (see Figure 60). 

5.5 Statement/Report Peer Review 

The statement peer review record will document the technical and administrative review 
completed on all aspects of examination, DNA analysis lab processing, DNA profile 
interpretation and the drafted statement. All casefiles/statements require a peer reviewer 
before the information is able to be released. 
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5.5.1 Creating a Statement Peer Review Record 

This action is to be completed by the staff member assigned to perform the peer review and 
is detailed as follows: 

Navigate to the REPORT record located under the Case Management tab, Figure 
63 and enter the REPORT record which will display as per Figure 64 

- 22/ 09/ 20 17 REPORT D PSD 

A DA MSON 

Forensic o:-

'CClse Report 

Can f il• · cfm[ >I!Yir~ 

tau Prh1tit lu t i1m (DI 

22/09/ 2017 

Figure 63 -Find REPORT record 

QPR!ME No: 

<~mi.uticn ( t.FA) 

"' St«~~tem>l!ll ec; · ~ill ill! port 

SUt •n (Pet r -Yit 1 

COurt Att. <~POll 

Clst1 CoroftNf\Ot R4port 

Figure 64- Creation of REVIEW record 

C.u IFilt tolobt l ~n 

FOJ I L .. l dfon 

su-o~ped r mina o 

Click on add icon associated to the 'Add Statement (Peer Review)' field, 
highlighted in the red box of Figure 64, to create a REVIEW record as displayed in 
Figure 65 

1!1 
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QPRIME o: 

ew Record Mode 

, •... 

Bv p l4dlng lhls (h.t.c bm.: yo •""' ~anflrmlng tm't a Tfth R.evl t M.~ bt•n ~cndude.d f.:~cr· 
II • a miN ·o s by is <ds.e Offinr. 

By s.o~ IKting t ls ct-u bo;.; '1'04.1 ar. Cl 1tming tN't a P>to~r evi l! 1 !>at: bun c.ond ted 
and that th• nal ~bt•men 1i •'t.ta~~ th. St•~m•n ec (•1 R•part •n ry· and Is 
s itab • for ,..,.~a. 

Figure 65 - Statement Peer Review Record 

The 'Statement (Peer Review)' report type will be automatically checked. 

Add your FR ID to the 'Case Officer' field 

Add a note to the 'Comments' section - eg, Statement 

o this is optional but can aid to distinguish between REVIEW records where 
multiple reports exist for case 

Save the record 

The REVIEW record will now be associated to the REPORT record and be visible against 
the case under the 'Case Management' tab as per Figure 66. 

Page: 55 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~ Queenslaf)dJ 38 
~· Governm61t1 



-wn.so 

A OAMSO!r.l 

WIT.0019.0012.2213 

Procedure for the Release of Results using the Forensic Register 

lttport O~be R..eport: Tyl)e IJnlt C~H 0 ~ ce r 

28/ 09/2017 RIEVEEW PSD -
26/ 09/2017 ~EQUEST PSD -REV! eo"ol REQU"!ST 

Figure 66 -REVIEW record 

~mll\\~ 'tlon 

03/10/2017 

5.5.2 Accessing a Draft Statement 

From within a Forensic Case File Record select the Case Management tab 
Select the statement record identified as REPORT (Figure 67) in the Report Type 
column 

o Be sure to select the right one where multiple REPORT records exist 

Enter the record and select the drafted statement, displayed as a document icon 
(Figure 68), to download the draft statement 

- 26/ 06/2017 REP ORT PSD 

CAUNT 

Ca5e Report 

Re p m t T y pe 

0 C a1s:e Fi l e Te d ·m ica l Re ·v i e-,...1 

0 
0 
0 
0 

C a1s:e Pr io r i t i s:at i o n ( D NA) 

PhobD Pr in t Re quest 

MI R Act iv ity Re p o rt 

Stateme At I T e d m ica l Repo rt StatlllS 

Figure 67 -REPORT record 

0 No E• a m i Aatio A ( NFA ) 

~ S tate m e m/T e d m ica l Report 

0 S t atem e m ( Peer Re v ie ••l 

0 Court Atreooa r>Oe 

0 C a1se Gon fe re rtOe R<e p Drt 

Da t·e Re qui re-d 

-
440121 CALJNT - PS D 5 0074B6 [l ~ 

0 Ca~e Fil e Nota t i o fl 

0 
0 
0 
0 

FO ! / Legoa l A ct i o " 

S Uispe:ct NDm i n atio n 

S M S Com act 

Prio r i t y 

OOOOOO H 

0 Dra ft Compli•te 0 TrBch. Re v ielo"t Compl e-te 0 Peer· Rrev i e .,., Com p le be 0 Resu lt s Pu b li s fle.dl 

Comme nts 

.s t atem e nt.d!oc 
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5.5.3 Perform the Review 

Perform a technical and administrative review as per the laboratory protocol as per 
document QIS: 34322 'Technical and Administrative Review of Records Created in the 
Forensic Register'. 

Note: This section is not intended to describe the requirements of a review, just where to 
find information to perform the review and where to record notes from said review. 

5.5.4 Recording Notes of Review 

Following the review of the statement and associated samples, the review and provision of 
feedback, where applicable, can be completed via the track changes function associated to 
Microsoft Word against the drafted statement. Corrections regarding typographical errors 
through to technical observations and suggestions can be recorded against the draft 
statement as per the below steps. 

Note: If the draft statement review process has been completed using a hardcopy then this 
step is not applicable - this is the current preferred method of feedback within the 
laboratory. 

Open the word document and add comments/suggestions using track changes 
(Figure 65) 

o Navigate to and click on the 'Review' tab in the tool bar of the word 
document 

o Navigate to the 'Tracking' group 
o Click on 'Track Changes' 

Save the amended document using the format defaultfilename_your initials_Review 

Upload the reviewed document against the 'REVIEW' record as per the following: 
o From within a Forensic Case File Record select the Case Management tab 

o Select the REVIEW record, select Edit Record 
o Upload the document by using the Choose File option and browsing to the 

location where the reviewed document is temporarily stored OR by dragging 
the document from the stored location to this area on the page 

o Save the record 

Communication to inform the Reporting Officer that the draft is now available for 
assessment post review can be completed in person or email or you can transfer the review 
REQUEST through the FR which will populate the reporters personal work list. The latter 
can be done by the following steps: 

- Navigate and enter the Review REQUEST 

- Amend the 'Case Officer' field to reflect the reporters FR I D 

- Add an appropriate comment to the 'Comments' section 

- Save the record 

Bouncing the Review REQUEST between the reporter and reviewer can be completed 
indefinitely until the request has been marked as complete. 

Page: 57 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~Queens~ 40 
~ Governm61t1 



WIT.0019.0012.2215 

Procedure for the Release of Results using the Forensic Register 

5.5.5 Reassessment of the Reviewed Draft Statement 

This process refers to the acceptance or rejection of comments/suggestions and 
corrections added by the reviewing scientist. The following steps outline how to access an 
electronically reviewed draft statement. 

From within a Forensic Case File Record select the Case Management tab 
Select the statement record identified as REVIEW in the Report Type column 
Select the Microsoft Word icon to download the draft statement (Figure 69) 

o Where multiple documents exist, select the latest version 

Fil e-s 

1.328 kb G!7/ f!J4/ 1.7 1.4 : 36 D 

Figure 69 - Reviewed Document 

Open document and assess suggestions/corrections 

Save document and upload against the REPORT within the Case Management tab 
as per section 5.4.3 

Note: This step can be repeated as many times as required until a final draft has been 
agreed upon by the reporter and reviewer. 

5.5.6 Completing a Peer Review Record 

This step is completed once the review process has been completed; eg, information within 
the statement has been accepted by both parties as being true and correct and the review 
of all exhibits completed. Completing a REVIEW record drives the milestones displayed 
against the case within the Statement Review work list as detailed in section 7 'Statement 
Worklists and Milestones'. 

From within a Forensic Case File Record select the Case Management tab 

Select the peer review record identified as REVIEW in the Report Type column 
(Figure 70) 

Forens ic C.:.s:e File Record E:•a min.ation Summary C.ase Management 

!Forensic No : - QPRIME No : •••••• 

,ca,se M;ulagenle nt 
1 - 6 / 6 ent rl •~ 

Fo~ns Ec Offl c:e r U"lt Ruort Type 
r-------~--------~--~------------

~~~PIA 

~I PPIA 
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Select Edit Record 

Change the Case Officer I D to reflect the reporting officer (Figure 71) 
o Will allow the completion information to be transferred to the REPORT record 

Select the Tech Review Complete and Peer Review Complete checkboxes (see 
Figure 71) 

Case ReiPort 

No lb:a m ina tion ( 1\11' ) 

Stat e m "" Technical Re J>Ort 

• Stat~me"t ( l'eer Roi:vi w) 

CO!\J rt Att;:nd•nce 

Cu• ConF• ... nc• Report 

Ca ~e File Nota tio 

FOI I l ega l ctian 

S LJ>~ect t Qmina~i<>n 

~i'll o:st I Tu 

I"'""' I""' c. .... ~ 

I'"'"' S•~m• 

Pee r Revie w i'te;qLJi re m e nts 

f7 Tech Rev ie l-t Comple te 

t .... Pur Re.,. le w ·CoMpl•t• 

Save the record 
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Bv seledl~ thb cn.ckbo)! vo ,.,.. «~rof l rMi"SS tklt • Pur Re"' l•~~ kls 1Mn1 QOM dtd 
1 nd t"at tM. f. n.a l stliti!Ment is .-tt.lc t:d to t"• St..bt m nt/Technic.al R• port •ntry al'ld Is 
·suieable for re ln~. 

Figure 71 -REVIEW Record 
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Foreosic Case File Record Ca•e Management 

Forensiic No :- QPRI ME No: 

Case Report - CAUNT - PSD 

Re pmt Ty pe --{):lJ 

0 Ca se Fi le Tedonica l Rev ie•t 0 ND E><a m inat iDn (NFA ) 0 Case File NDt at ion 

0 Case File Adm in Rev ie\01 0 .St at ·em ent,/Ted m i C<l I Re pDrt 0 FO I I Leg<l l A ctiDn 

0 ea,se Pri Drit isa t iDn ( DNA) ~ .S t..tem ent ( Pee r Re .,. iew) 0 S LOSped NDm inat iDn 

0 Prmt D Pri rot Re u:est 0 Court Attendance 0 .S MS Oont<l ct 

0 MJR Activ it y Re pDrt 0 Ca se eonf.ere nce Re pDrt 0 Request I Ta.sk 

D<l t e F<>rensic Off ic·er F<>rensi c Unit Dur<lt i em Ex<l m inat i cm ND Case O ffi ce r 

07/ 0 4/ 2 0 17 -~ PSD IJO: IJO -
Ex nibit E< ni b it Cat ·eg:Dry D<lt e Re quire d Pri Drit y 

L \!) 0 u u 0 0 u H 

CDmm ent s 

Fi les 

FDrensi cs t .. t em ent- Te st e j c rev i e•t.d <>e>< 13.28 k b o7/ fJ4/ 17 14 :36 D 

sta t emern,t /Report Reviewed 

Fore nsic Off icer I Dilte ls t..t LOs 

~ Peer Rev ie•t Complet e I 0 Result s Publisne-cl 

02:40 PM 07/04/2017 :J4: 01 PM 12/04/2017 164.112.251.224 

Figure 72 - Saved Details in REVIEW Record 

Information from the completion of the REVIEW record will transfer to the associated 
REPORT record. As shown in Figure 73, the ID of the reviewer and the date the record 
was completed will be displayed in the REPORT record. 
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Forensic: No: 

i ~a I Rev iew 

E><hibit E>< h:ibit Category 

QPIUMc o : 

e:c nia. I ft.111!polt 

Stlt11m1nt (Pur FlA .. ~. ) 

C-oOJrt Attend~ r><:!e 

C-ase Confe~eoce Re pc:rt 

Ci abe Requi~d 

1m! 

I"'". 
I. 

O!se File NotaJti o 

FOJ I u;;~l Ac:ti on 

SIJ!SP'fld Nomll"l't ion 

Fl«< e;,t I T<~;5k 

exarniN tion No 

Pri ori t y 

! 0 ....... u u 0 

o.s, or Birth Ct.J 

Figure 73 -Review Information Transferred to Report Record 

Update the REVIEW REQUEST as per 5.5.7. 

5.5. 7 Completing the Review Request 

-

Once a task has been completed, the request within the FR must be completed. This 
action drives the milestones for the case within the Active Case Files work list as detailed in 
Section 7.1.3. This is completed by the following steps: 

Navigate to the Case Management tab and select REQUEST (Review Request) 

Select Edit Record -

Check the following boxes (Figure 74): 

0 Request Complete 0 

0 

0 

0 Tech Review Complete 

0 Admin Review Complete 

H 
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caseFi lts 

FQrensic No: - QPRlME No: 

CNe<FIIe 

<:as• Fil+ Admin hvitu 

C.:• P ~ritlst ion ( 0 

Phct~ ~nt Re ue5t 

MlFt Adtivoty Flt',po:rt 

l lli<:it 0"'0 

11!c;l Evi-dtnoR 

.I F~r.ru;lc 0 

Slmp!e 

C.ompl"" 

P.t.m· 

No E!ltc~~~m lna~iGn ( F. ) 

S~MMI.rt . 4!di'tn.ical IJ)Ort 

St6t.m•nt ( P..u • hiM) 

Court li'I:.Mir.nce 

I. 0 

" ilnllll.oa~ 

I tPQfter 

Revle11•r 

Rti:l t. 

R•adv 

Figure 74- Completion of Review REQUEST 

Save the record 

5.6 Statement Finalisation 

Forms 

FOI I IA9al Actio 

Sv-c;t r. . min.at ~n 

Main Menu 

i•" COmplt • Q 
.I :dm[n oll:n e I Ccmpl•t. e 

When the reporting and reviewing scientists have agreed that a statement is ready for 
release, the document is to be published in the Forensic Register before the original is sent 
to the client. This process is completed by the Reporting Scientist in conjunction with the 
Administrative Team. 

Information regarding publishing a statement and finalising a REPORT record can be found 
in document, QIS: 34249 'Forwarding Statements and Evidentiary Certificates for Cases 
within the Forensic Register'. 

5.6.1 Printing the Final Statement 

The Reporting Scientist is to print the final statement. The Reporting and Reviewing 
Scientist are to sign the relevant sections on the statement; 'Case Analyst' and 'Peer 
Analyst' fields respectively and the bottom of each page including the 'Justices Act 1886' 
section. The signed, final statement will be added to the casefile and transferred to the 
Administrative team to complete the publishing of the statement. 
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The casefile is to be tracked to the 'Admin In-tray- Statements' as per the tracking process 
detailed in Section 19.1 and Appendix 7 of the document QIS: 33773. 

5.6.2 Publishing a Statement and Completing the REPORT Record 

Once the final version of the report is completed and is ready for release to the QPS, the 
following process will be completed by an Administrative Officer: 

- Scan a copy of the signed document (PDF) for publishing - section 6.6, QIS: 34249 
- Upload the PDF copy of the statement to the FR- section 6.8, QIS: 34249 
- Transfer of the hardcopy, original, signed statement to the applicable external 

officers, DPP, QPS- section 7, QIS: 34249 

Publishing the statement completes the REPORT record and also drives the milestones for 
the case within the Statement Review work list as detailed in section 7.1.4. 

If however, publishing of the statement is to be completed by the reporting scientist, the 
following process shows how to complete this task. 

Page: 63 of 123 

Navigate to the Case Management tab and select the REPORT record - displays as 
per Figure 75 

Select Edit and select the Results Published checkbox 

Upload the signed PDF as per section 5.4.3 
o To PDF the report, scan the document on a photocopier with scanning 

capabilities. Send the PDF of the signed report to your email and upload the 
file to the FR 
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Forensic No : -

Case Report 

Report Type 

Cas~> Fili! Admin IR!!v li! ~t 

05/ 04/ 20 17 

Exhibit 

Comments 

Forensi cStat~m~ 

ForensicStateme 
For!!nsicStateme 

Exhibit Cate;;~ory 

QPRIME No : 

No Examinati on (NFA) ., 
Stah•m"" T~>chnica ll Report 

Statem nt ( Peer Re 111 iew) 

Court Atte rnla nee 

0 Cue Confere nce Report 

Date Requ ired 

Figure 75 -Completion of REPORT Record 

Save the record 

5.6.3 Completing the Statement Request 

Case Fi ll? Notation 

FOI j L ~al Acti on 

Su!'pect Nornip.ation 

SMS Contact 

u RequEst J Task 

Priority 

L • 0 \. ... ' ~ u 0 

Once the statement has been signed and has been sent to the Administrative team to 
publish, the Statement REQUEST must be completed by the Reporting Scientist. This 
action drives the milestones displayed against the case within the Active Case Files work 
list as detailed in Section 7.1.3. This is achieved by the following steps: 

Navigate to the Case Management tab and select the 'Review Request' REQUEST 
- displays as Figure 76 

Select Edit 

Check the following boxes: 

o 0 Request Complete 

H 
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0 8 Statement Complete 

A 

Court Ct.\ Priority ~ 0 0 

Job I Request Ty pe F' i>i> All<=>tion Status 

Clan l a1b :!.. Sim pl _ C Admif\1' ech • Ylla llo<:ated 0 Examinatroll Comple lf) 

lll l~ l t On.rg Com pi_;.; 0 Cold" Cue l'iie<quo!!:St (t, Stoiltement Complete 

Tra~• 5vld.riC:It Plitltrl'li'ty R~tpo1tu R;~ta4y ll T~tch l\evl1t1t Compl11t11 

• Forensl~ 0 NA Coror>il l R ~l~wer I Admin Revle<~ C-omplet'!l 

Figure 76 - Completion of Review REQUEST 

5.7 Request for Multiple Reports 

In the event multiple reports (eg, Statement of Witness and Evidentiary Certificate) are 
requested at the same time, these can be listed under the one request. However, each 
report requires an individual REPORT and REVIEW record. This will allow greater flexibility 
in the event: 

Multiple reviewers or reporters are required due to differing competencies 
One of the reports is requested to be released prior to the other reports 

5.8 Distinguishing between Multiple REQUESTs and RECORDs 

In the event multiple records and requests exist within a case eg, statement along with an 
Evidentiary Certificate, it is suggested the following approach be applied to aid in 
distinguishing linked requests and records. 

When creating a request or record, the officer should add a 'title' in the Comments section 
appropriate to the report being completed. The addition of a title against each 
REQUEST/RECORD is recommended to aid in distiguishing between reports within the 
Case Management tab, described in section 5.3.1, Figure 49. This is achieved by adding 
a specific title in the Comments section when selecting the Report Type (see below). 

A RECORD or REQUESTcan be edited at any stage to add a comment and will display as 
per Figure 77. 

Cas e Mana1g e m e nt 
1 - 3 I 3 5ntri e ~ 

i'oreM iC Offic_r Report Date Re port Type u it 

- 04/ 05/ 2017 REPORT PSD 

PIPPIA -

I Ev ident iary Certif icate I 

- 04/ 05/ 2017 REPORT PSD 
PIP PIA 

I Statement 

case, effie r Examina t ion Oat Requi d 

Figure 77 -Distinguishing between Reports 
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5.9 Reallocation of Reporting Scientist and or Reviewing Scientist 

Where the reporting scientist and/or reviewing scientist are no longer able to complete the 
task, new scientists will be allocated. 

Reallocation can be completed on the associated REQUEST by changing the 'Case Officer' 
field to the new reporter/reviewer- see section 5.2.1. A RECORD on the other hand is 
unable to be amended and will require that the existing RECORD be closed off. 
Technically, this is unable to be achieved therefore the next best thing is for the original 
reporter/reviewer to add a comment to the RECORD to state the report/review is being 
completed by another scientist. 

The scientisUreviewer can add a comment to the effect "Statement reallocated for 
reporting/reviewing" as per point 4 of section 5.3.1, Figure 49. 

6 Filtering of Report Types within a Case 

Every request, record, note, etc created for a case can be viewed by clicking on the Case 
Management tab within a case. This list of Report Types can get congested and trying to 
find a specific record, request or communication can be difficult. This is overcome by 
filtering on the Report Type by completing the following: 

Click on to the Case Management tab 

Navigate down the list to report type 

Select one of the Report Types (see Figure 78) 

Case Files , [ Statistics 
' 
( Equipment [ Personnel ) [ 

Forensic Case File Record E:-:amir.-E~tior. Summ.:.r't Case Management 

Forms )[ MainMenu 

Fore ns iic No :····· QP RIME No : . My Reports 
A ll Reports I 

--------------------l Ur>it Reports 1------------
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PSD 

PSD 

T•chnlal R.nt•r.fli 

E'J!IIIIIB· 
St.t!tm.-nt: ll!cVH'fft. 

CIM Pnc.nti ... b6r~ 

Mntlloqw 

RHiult R•podl. 

C.aNa~ IIIIlS 

Aud:~b S!tlitus 

mER._.. 

PSD 5"'- Nom"'"t.o"' 
r.QjO' 1JtCi6ti"tf: R:f90"b 

REVIE\'1 REQL eo .. -

05/ 04/ 2017 REPORT PSD 

05/ 04/ 2017 REPORT D PSD 440 12 1 

04/ 04/ 2017 REQUEST PSD 440028 

STATEMENT REQUEST 

Figure 78 -Filtering Reports 
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The filtered list will look like the following (Figure 79) based on a filter on 
'StatemenUReports 

Case M•u~ agement 
1. - 2 I 2 Entries 

F·ore r>sic Office r -PIPPIA 

Re port Date Report Ty pe 

05/ 04!/ 2017 REPORT 

05/ 04!/ 2017 REPORT D 

PIPPIA -Fi r.st .statem er>t 

Ur> it Case Off icer E><a m i r>ati or> Dat e Requi r·ed 

PSD 

PS D -
Figure 79- Filtered Display 

To revert back to viewing all the Report Types, simply click on the Case Management tab 
and select 'All Reports'. 

7 Statement Worklists and Milestones 

Worklists are used to manage requests to produce a statement, along with active cases. 
The following information will describe how worklists can be used by the laboratory, in 
particular, the managing scientists (HP5 or HP6) to gather information on how a request 
and or a full case is progressing based on the achievement of milestones. 

The Unit Work List tab is located on the main menu page and contains all the worklists 
used from a case management perspective. 

7.1 Unallocated Statements 

This list identifies cases with a statement request which have not been allocated to a case 
analyst (Figure 80). 

This worklist can be accessed as follows: 
Main Menu 
Unit Work List 
Unallocated Statements 

Case Files Statistics Equipment 

FSS Forens"c DNA Analysis ( PSD ) 

Unallocated Statements 
1 - 1 I 1 Entries 

f'orensic No Report Date Report Tvpe Uni t 

Personnel Forms Main Menu 

Un1t Work List 

Case Officer Examinat ion D·ate Req ui red Priori tv 

Figure 80 -Unallocated Statements list 
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The HP5 or above, will allocate to a reporting scientist as per section 5.2.1. This will 
populate the Personal Work List of selected scientist. 

7.2 Unallocated Reviews 

This list identifies cases which have statements drafted and are awaiting a scientist to 
perform a review. 

This worklist can be accessed as follows: 

Main Menu 

Unit Work List 

Unallocated Reviews 

Cases are predominatly self allocated but can be allocated by a HP5 or above as per 
section 5.4.4. This will populate the Personal Work List of selected scientist. 

7.3 Active Case Files Worklist (Case Files PSD) 

This list identifies cases with a request allocated to a particular scientist based on the Case 
Officer field of the REQUEST record (Figure 81). 

The worklist also contains information on the job type (rape, paternity, etc), report date, due 
date and the milestones for the case: 

- FPP = receipt of items 

- Exam = Examinations completed as requested 

- Stmnt = report/statement 

- Tech= peer review 

- Admin = peer review 

A traffic light system reflects when a milestone has been achieved - green box indicates a 
part of the process has been completed and a red box means a task is yet to be achieved. 

This worklist can be accessed as follows: 

- Main Menu 

- Unit Work List 

- Active Case Files 
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PI PPIA.A 
Job Type Report Date Due Date Type FPP Exa m Stmnt Tech 

Murde r (Inc. attempts ) 10/ 12/ 2018 CM ( Reporte r) • • • • 
Rape 09/ 08/ 2019 Review • • • • 
Murde r (I nc. attempts ) 26/ 08/ 2019 0 1/ 10/ 2019 Stateme nt • • • • 
EFRAC 04/ 09/ 2019 07/ 10/ 2019 Stateme nt • • • • 
EFRAC 06/ 09/ 2019 08/ 10/ 2019 Stateme nt • • • • 
Rape 06/ 09/ 2019 04/ 10/ 2019 Re view • • • • 
EFRAC 09/ 09/ 2019 09/ 10/ 2019 Stateme nt • • • 
Robbery Offences 16/ 09/ 2019 16/ 10/ 2019 Stateme nt • • • • 
Rape 17/ 09/ 2019 14/ 10/ 2019 Court • • • • 
SWAB 18/ 09/ 2019 11/ 11/2019 Court • • • • 
Robbery Offences 23/ 09/ 2019 14/ 10/2019 Review • • • • 

Figure 81 -Active Case Files list 

Statement Review Audit Worklist (Statement Review PSD) 

This list identifies cases with an allocated Case Officer and records the progress of the 
case via the milestones achieved within RECORDS- REPORT and REVIEW (Figure 82). 
A traffic light system reflects when a milestone has been achieved- green box indicates a 
part of the process has been completed and a red box means a task is yet to be achieved. 

This list will update according to the following fields on the REPORT record and REVIEW 
record: 

Case Officerfield- records the case (listed by the FR number) to a scientist 

Draft Complete checkbox (section 5.4.3)- records the 'Draft' milestone 
o Unallocated: Case Officer field is blank and the case appears yellow on the list 
o Allocated: Case Officer has reviewer entered (recorded in Allocated column) 

Tech Review Complete' and 'Peer Review Complete' boxes checked and Case Officer 
filed updated to reporter's ID (section 5.5.6) =records the 'Tech' and 'Peer' 
milestones 

'Results Published (section 5.6.2) = records the 'Pub' milestone 

This worklist can be accessed as follows: 

Main Menu 

Unit Work List 

Compliance Audits 

Statement Review Audit 

Admin 

• 
• 
• 
• 
• 
• 
• 
• 
• 
• 
• 
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Case Files :c Statistics --.., [ Equipment 

Forensic Register l r Personal Work List 

stateme nt Review PSD 

Offi:cers 

PIPPIA.A 

F·ocer.si cl'fe> Job Type 

Assa u'lt 

Mi.scell a nem.1s 

Mi sce-11 a AE<DL.Il5 

Task Dat e 

19/ 1 0/ 2 016 

D4/ 04/ 201 7 

27/ 03/ 201 7 

[ ):-Personnel , 

Unit Work List 

D u;e Dat e A ll ocat ed 

Figure 82 -Statement Review Audit 

Forms l~ Main Menu 

I Reference I 

Draft Te en P;:.er PL.Ib 

• • • • • • • • • • • • 

8 Evidentiary Certificate Statement 

8.1 Certificate Details 

Refer to Section 95A Evidence Act 1977. 

This is a certificate (in an approved form- see Appendix 4) that must be signed by an 
authorised DNA Analyst. 

A list of current staff who hold appointments (in accordance with Section 133A of the 
Evidence Act 1977) as DNA Analysts is held with the Managing Scientist. Refer to QIS: 
25608 'Appointment and Cancellation of State Analysts' for details on the process to gain 
approval for a Reporting Scientist to become a DNA Analyst and the process for publishing 
in the Government Gazette. 

It states that any of the following is evidence of the matter: 

Receipt and testing of the item/s 

Stated DNA Profile (specific barcodes should be requested by QPS) 

That the DNA Analyst examined the records relating to the receipt, storage and testing 
of the item/s in relation to the matter including any test process that was carried out by 
someone other than the analyst 

Confirms that the records indicate that all quality assurance procedures for receipt, 
storage and testing for the item/s that were in place in the laboratory at the time of the 
test were complied with. 

8.2 Sample Batch Information 

This is to be completed as per the following: 

Navigate to the Exhibit Register tab and highlight the DNA Analysis drop down 
menu 
Highlight the Evidence Cert- Analysis 
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This will open a Html document containing receipt information along with analytical batch 
information of all samples that have undergone processing within the laboratory. 
Processing notes that have been added to batches will also be displayed. 

This information is to be checked as part of DNA profile interpretation. There is no 
requirement to print this information as signing of the DNA Evidentiary Certificate by the 
DNA Analyst confirms that they have read the relevant batch information. 

8.3 Storage 

Storage of the individual samples and the corresponding sub-samples, spin baskets, slides, 
etc, can be viewed and reviewed from the 'Exhibit Movement' table located on the Exhibit 
Testing page on the sample management tab of the FR. Navigating to the individual 
samples/sub-samples is detailed in Section 4 of this document. 

8.4 DNA Profile Table 

A table of the DNA profiles generated for sample(s) requested as part of the Evidentiary 
Certificate are to be added to the bottom of the Evidentiary Certificate report. This is to be 
completed as per the following: 

Navigate to the Exhibit Register tab and highlight the DNA Analysis drop down 
menu 
Highlight the Evidence Cert- Profiles 

This will open a html file with all the DNA profiles generated for each individual sample for 
the case. This information is to be exported into an Excel spreadsheet and formatted. Add 
a header and footer with the appropriate details: 

Header = QP number 
Footer= Reporters name; page number eg, '1 of 6' and the date 

8.5 Report Drafting 

Drafting of the DNA Evidentiary Certificate requires the use of an external template which is 
provided as Appendix 4. Open a new word document and add the template, fill in the 
required fields and upload the draft evidentiary certificate to the REPORT record as per 
Section 5.4.3 of this document. 

Ensure the applicable appendix, listed in Appendix 2, is added to the certificate ensuring 
the title "Appendix 1" is displayed. 

Receipt information can be found on the same document produced for batch reviewing. 
Refer to section 8.2 of this document for instruction on navigating to this information. 

Once the document has been opened the receipt information can be located at the top of 
the page. Copy and paste this information into the appropriate sections of the Evidentiary 
Certificate. 

8.6 Workflow for Report Creation and Release 

Requests and records used during report drafting, report review and publishing are outlined 
in Sections 5.2, 5.3, 5.4.4, 5.5.1, 5.5.6 and 5.6.3 of this document. 
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The report review process is detailed in section 5.5 of this document. 

Finalisation and publishing of the report is outlined in Section 5.6 of this document. 

9 Paternity Reporting 

9.1 Report Drafting 

Drafting a Paternity Report is completed as per the process described in section 5.4 and 
applying the appropriate appendix to the statement found in Appendix 2, ensuring to 
remove unnecessary content. Example wording for a paternity report can be found in 
Appendix 3. 

Receipt information can be found on the same document produced for batch reviewing. 
Refer to section 8.2 of this document for instruction on navigating to this information. 

Once the document has been opened the receipt information can be located at the top of 
the page. Copy and paste this information into the appropriate sections of the paternity 
report. 

9.2 Workflow for Report Creation and Release 

Requests and records used during report drafting, report review and publishing are outlined 
in Sections 5.2, 5.3, 5.4.4, 5.5.1, 5.5.6 and 5.6.3 of this document. 

The report review process is detailed in section 5.5 of this document. 

Finalisation and publishing of the report is outlined in Section 5.6 of this document. 

10 Intelligence Reports 

If there is information that may not be included in a statement for evidentiary reasons, an 
Intelligence Report may be produced. This report type should be approved by a Senior 
Scientist (or higher), and the Senior Scientist of the Intelligence Team should be notified if 
work is to involve NCIDD. These reports must go through the same peer review process as 
required for all results released from the laboratory. 

Intelligence Reports regarding general casework should be directed to the Senior Sergeant 
DRMU. 

Intelligence Reports written regarding Quality issues should be directed to the Inspector 
QPS DNA Results Unit (QPS). These are generally written by the Senior Scientist of Quality 
and Projects and reviewed by a Team Leader. 

Matches on NCI DO that are below our standard match reporting stringency can be reported 
to DRMU via Intelligence Reports. 

For further detail refer to document QIS: 34308 'Procedure for Intelligence Reports and 
Interstate/Interpol Requests in the Forensic Register'. 
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11 Civil Report 

Refer to QIS: 10629 'FSS- Quotation and acceptance of work' for general procedure. 

On rare occasions, the laboratory may receive requests for civil work to be conducted. This 
may be in the situation of a case where a criminal component has been finalised and a civil 
component is ongoing, or if a profile generated in the laboratory is requested to be 
compared to DNA profiles generated from other laboratories in, for example, cases of 
disputed parentage. 

Acting upon these requests is at the discretion of the Managing Scientist. 

Upon receipt of the request, either the Managing Scientist or Team Leader will confirm 
arrangements for the work with the requesting party. In confirming this, a written request 
from the requesting party should be received and timeframes should be negotiated. A cost 
will be involved and the requesting party should be informed of this. 

11.1 Negotiation of Timeframe 

The timeframes should be consistent with the timeframes for criminal work. If the matter 
had a criminal element that meant the processing was complete at the time of the request, 
then this should be factored into the negotiated timeframe. 

11.2 Approval Process 

The Managing Scientist or Team Leader are to complete the form QIS: 20401 'Quotation'. 
This may involve clarification from the requesting party for ABN and other official terms and 
contact points. 

Depending on what testing is required, the fee for service will vary. For further advice on 
costing, HSQ Finance may be consulted. 

This Quote is approved by Executive Director FSS or higher. 

When an approved Quote is received, this should be emailed to the requesting party before 
any work commences. Acceptance of the Quote should be saved on the network and 
added as a 'Casefile Notation'. 

11.3 Report Format 

Civil Court reports do not have the same format as Statements of Witness issued for 
criminal work. Civil work uses the Uniform Civil Procedure Rules 1999 and the format 
should meet the requirements of these rules. 

Some differences to criminal reports include: 
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Forensic DNA Analysis is not currently NATA accredited for civil paternity work; 
therefore, the NATA logo should be removed. 

The Justices Act 1886 should be removed 

Details of procedural overview and test methodology can be detailed in the report by 
choosing an appropriate appendix used in Criminal matters, refer to Appendix 2 for 
an example- NATA references should be removed if the matter is a civil paternity. 
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The addition of information on 'Analytical Processes' and 'Quality', detailed in 
Appendix 5, can be added to the Appendix selected in the previous point- has 
been requested by legal officers in past occasions. 

Include the Uniform Civil Procedure Rules 1999- Sect 428. See Appendix 6. 

The Magistrates Court of Queensland may request an Affidavit (Form DV25) to be prepared 
in cases of alleged Domestic Violence in accordance with the Domestic and Family 
Violence Protection Rules 2014, Rule 35. The Affidavit will require a witness signature of 
Justice of the Peace, Commissioner for Declarations or Solicitor. In these cases (Civil), the 
Statement of Witness is not the format for the information to be presented regarding DNA 
findings. The same information can be transcribed into the template of Form DV25. The 
current version of the template should be sought in consultation with QPS or the requesting 
party. An example of the template is G:\ForBioi\AAA Forensic Reporting & lntei\Specific 
Casework\Civil Casework. 

11.4 Issue and Invoice 

When the work is complete, the report should be issued as per Section 11.5 below. At this 
time, the requesting party should be emailed to inform them that the work is complete and 
that an invoice will be issued. 

The Managing Scientist or Team Leader should emai 
them to organise issuing the invoice to the requesting pa 
approved quote in this email. This email can be saved within the FR by uploading it under 
a 'Casefile Notation'. 

11.5 Workflow for Report Creation and Release 

Requests and records used during report drafting, report review and publishing are outlined 
in Sections 5.2, 5.3, 5.4.4, 5.5.1, 5.5.6 and 5.6.3 of this document. 

The report review process is detailed in section 5.5 of this document. 

Finalisation and publishing of the report is outlined in Section 5.6 of this document. 

12 Crime and Corruption Commission (CCC) or Ethical Standards unit of the QPS 

Due to the confidential nature of these cases, clarification from the QPS requesting officer 
needs to be sought for the appropriate reporting method- result lines vs Intelligence report 
Vs email. 

This report type shall be approved by the Managing Scientist or Team Leader prior to 
drafting the report, but will generally be Intelligence Reports sent directly to the Inspector of 
the QPS DNA Management Unit. In rare situations, the requesting party may bypass the 
Inspector QPS DNA Management Unit. 

Information on authority to upload to NCIDD, and whether Reference Samples will be 
received should also be sought - QPS will most often make an assessment on this if DNA 
results are obtained. 

This report shall be addressed directly to the Inspector QPS DNA Management Unit, or 
nominated person and begin with (or equivalent): 

" RE : SSFXXXXX (Complainant Jane Smith) 
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I am writing to summarise the results of examination conducted in the Forensic DNA 
Analysis laboratory at Forensic and Scientific Services in relation to the above alleged 
XXXXXXX incident/s." 

This report may include the following statement elements to assist in the understanding of 
the results: 

Receipt details of reference samples and exhibits 

Preamble (Role of a Forensic Scientist, DNA Profiling and appropriate blood or semen 
preambles) 

List of Reference Samples (and results) 

Results of testing for exhibits submitted 

Items not examined 

The report should end with "This information has been peer-reviewed in accordance with 
standard laboratory Quality Assurance protocols". 

This report must go through the same peer review process as required for all results 
released from the laboratory. The report should be saved within the FR under a 'Notation' 
or 'Casefile Notation' depending on whether the information is for a single sample or 
multiple samples. 

13 External Testing (Example Low Copy No. or Mitochondrial DNA) in Statements 

If the results of tests not performed in the laboratory are included in reports, the source of 
these results shall be clearly and unambiguously identified in the report/statement. This would 
be a rare event. 

If external testing is discussed with the QPS Investigating Officers, these discussions need to 
be disclosed to the Inspector (or delegate) of QPS DNA Results Management Unit, or the 
S/Sgt of the QPS Quality Management Unit. Authorisation for external testing must be given 
and arranged by QPS. 

14 Statements with Coronia! Samples 

Within the FR, coronia! samples will be associated to an Occurrence Number and as such 
receipting and sample information will be pulled into the statement. 

14.1 Coronia! and Disaster Victim Identification (DVI) Statement 

The report will be the same as a standard statement detailed in Section 5 of this document. 

The originals of these types of reports are hand-delivered to the Coronia! Support Unit 
(QPS). A copy of the report is retained in the casefile (as per Statement of Witness above). 

The formaUtemplate for DVI Preliminary Reports is in QIS: 23955 'Disaster Victim 
Identification DNA Reports'. 

14.2 Workflow for Report Creation and Release 
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Requests and records used during report drafting, report review and publishing are outlined 
in Sections 5.2, 5.3, 5.4.4, 5.5.1, 5.5.6 and 5.6.3 of this document. 

The report review process is detailed in section 5.5 of this document. 

Finalisation and publishing, this aspect of statement release is subject to further input from 
the reporting scientist competent in performing this task in conjunction with QPS officers 
within the Coronia/ Support Unit (CSU) and the State Coroner. 

15 Tracking of Casefiles 

15.1 Casefile 

Where a physical casefile is available this needs to be tracked throughout the reporting and 
review process as per 'Appendix 9 - Creating and tracking a casefile', QIS 33773. 

16 Court 

16.1 Request to Provide Testimony 

Where a reporting scientist is required to provide expert testimony, communication can be 
completed in the form of a request which will populate the scientist's Personal Work List. 

The request can be created by a member of the Scientific Services Liaison Unit (SSLU), a 
HP5, an officer of the Queensland Police Service or by the FSS reporting officer. The 
request will be completed by the following steps (Figures 83 and 84): 

From within a Forensic Case File Record select the Case Management tab 

Select Add Record and the following will display 

[ Case Files 1[ Statistics ) : : [ , Equipment . Personnel 1[ Forms ) [ Main Menu 

Foreosic Case File Record Ca•e Management 

Fo rens iic: No :····· 

0 Caee File Ts d m ica l Rev i ew 

0 Case File Adm i r1 Rev ie>-t 

0 C a9e Pri orit isat iorl ( DNA) 

0 Prmt o Prim Re quest 

0 MJR Activ it y R!eport 

QPRIME No 

0 riD Ex:a m i r~a t i o r1 (NFA ) 

0 St :at e m errt/T€<d m i c:a l Re port 

0 St :at e m em ( Peer Re v ie\01) 

0 Court Atte r~da r~c.e 
0 Ca se Oor~ferer~ce Re port 

Figure 83 -Court Testimony Request 

0 Ca.se Fil e Not:at iDrl 

0 FOJ / Le>ra l Ad ior1 

0 Suspect Nom i r1at ior1 

0 S MS Oom :a ct 

~ R!eq;uest I Ta sk 

Select Request/Task which extends page content to display the following fields 

Complete the following fields: 
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o Case Officer- allocated case analyst if known 0 
o Date Required- due date for statement (optional) 8 
o Request Type- select Court Q 
o Priority- select priority as appropriate (optional) 8 
o Job/Request Type- select Forensic DNA 0 

Note- fields 8 and 8 are not required to complete the request. 

Fm en.si c Off ice r Foren.si c Un.it Dat e RBQIL.I ire-d E~a m i n.at i o n. No Ca9e Off ice r 

0 2/ 0 5/ 2 0 17 FSS 3 1/ 05/ 2 0 17 e 
f-R_e CJI_u:_e_st_T_v_Pe ___________ O _____ G _____ .--------------1 

0 E><a m 0 Stat em em 0 Re v ie"'' ~ O!mrt 0 CM Priorit ,. L 0 0 ~ H I 0 Re.qu:est Com plete 

] o b I Re qu:est Ty pe FPP A ll ocat io n. Stat ll5 

0 Cla n. La b 0 .Sim ple 0 Aclm i n./Te cfo ~ Un.all ocated 0 E><a m in.at ion. Com plete 

0 I lli cit D rug1 0 Com plex 0 Col t:! Ca5e 0 Re CJiu:est 0 .St ate m en.t Com plete 

0 Tra ce Ev id en.ce 0 Pa te m it \' 0 Re porter 0 Rea dy 0 Ted o Rev ie\'t Complete 

~ Fo re n.si c D r4A 0 
0 

Ooro n.ia l 0 Rev iell'te r 0 Ad m in. Rev iew Com plete 

Figure 84 -Court Request Specifics 

Save the record 

16.2 Recording Details of Court Appearance 

Following the provision of testimony, details regarding the evidence can be captured within 
the FR via a Case Report record (Figure 85 and 86). Fields within this page are 
searchable and can be used for datamining, collating time spent away from normal duties 
and how many times staff had to provide evidence. Although the Date will contain the date 
at which the report has been generated this field is able to be amended to reflect the date 
court was attended. 

The 'Comments' section, in particular, can be used to capture specific information in the 
form of suggested key words to allow this function to work optimally. As such, key words 
will be used to detail questions posed during evidence in chief and cross examination. 

A word document may also be uploaded to this page after the record is saved. 

The following steps will be used to create the Case Report page: 

From within a Forensic Case File Record select the Case Management tab 

Select Add Record 

Select Court Attendance which extends page content to display the following fields 

Page: 77 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~Queens~ 60 
~· Governm61t1 



WIT.0019.0012.2235 

Procedure for the Release of Results using the Forensic Register 

Case Re p ort 

Report Type 

f1 Case File Techni:cal Review 

[1 Case File Adm iin Review 

f1 Case Prioritiisation ( DNA) 

[1 Photo Print Request 

0 MER Actiivity Report 

0 3/ 04/2018 

CourtType 9 
Dis t ri ct Court 

Comments 

Dmation ill box - 00:50 
DIPP = Joh n Smith 

0 
n 
0 ., 
0 

Pmceedings 

!Hearing 

Defense = Da pheny Wright 

Evidence in Chie f : 

- I PPEA - PSD 

No Examination (NFA) n Case File Notat i:On 

Statement/Technical Report n FOI / Leg a I Act i:O n 

Statement ( Peer Revi:ew) n Suspect Nom ination 

Court Attendance n SMS Co nta ct 

Case Conference Report 0 Request I Tas k 

e Appearance 0 Location 0 
Person Bri sbane 

Pm fille I nterpretat ion = w l1y profil e changed f rom Complex Unsu itable t o 3 person m iixture 
STRm ix = explaiined process and was asked about weight ings of allelic com binat ions 
Database = Explained why Aust Caucasian DB was quot ed and the other- lOBs ut ilised 
Transfer- = diigita ll penetration and whether DNA t ransfer f rom an us to vag ina expected 

Cross Examinat ion: 
STRm ix = was system va lidated by external pa rtiies 

--{::] 

Tra nsfer- = posed mult iple scena rios; could DNA on d iig1it persist for- ex tended period of t ime and 
if so, cou ld foreign DNA be a result of shaking ha nds 2 hours prior 
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Figure 85 - Court Report Details 

Complete the following fields: 
o Duration- total time of court appearance (time presenting evidence + time 

waiting to give evidence- time in box will be captured in the Comments 

section) 0 
o Date Concluded f) 
o Court Type 8 
o Proceedings 8 
o Appearance - enter whether required in person, on the phone or via video 

link 0 

o Location- free text field for town/city 0 
o Comments- as discussed above, this section will be used to summarise the 

question encountered during evidence and will be used for datamining (use 

of key words is required) G 
Save the record 
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Note -when adding information to the Comments section only add information that is 
significant, eg, no need to record questions relating to name, length of employment and 
other such standard information. 

Furthermore, a Word document is able to be uploaded to the court report in the same way 
the statement is added to a Report record (see section 5.4.3, Figures 57 and 58) 

Upon saving, the record will be viewable from the Case Management tab under the 'Report 
Type' COURT. 

Ca5e Marnagen1ern,t 
1. - 1. I 1. Em ri es 

Fo rensic Off ice r 

PIPPIA 

Report Dat e Unit Cas-e Off ice r E><a m inat ion Date Re 'lluire d 

PSD 03/ 05/ 2017 

•••• Ev i ence in Chief : Prof il e l nterpretat i :>n = "'hy 
prof il e chang;e cl f ro m Com pie.>< Unsu ita ~ l e t o 3 person m i ~ture STRm i>< = ex plainecl pro ce ss a ncl l."tas aske d a bourt l."te ig;hting,s 
of a ll e li c oombinat ions Data~a.se = E><pla ined v1hy Aust Caucasia n DB v1as quoted a ncl t he ott.er DBs urtili s-ed Tra nsfer = 
di g:it a l pertetrat ion a rtcl l."thet t.er DNA t ra nsf e r f ro m a nus to va g:ina e><peded Cro s.s E><a m ina t ion : STRm i >< = Nas syst e m 
va li clat e-::1 ~Y e :oct e rnal part ies Tr [ oom ••• ) 

Figure 86 - Court Report Record 

16.3 Court Monitoring/Evaluation 

Every Reporting Scientist should have their testimony evaluated every 12 months where 
possible. The evaluation can be performed by another Reporting Scientist, a court official 
(DPP or Defence) or QPS Officer. 

The first page of the QIS: 17047 'Court Testimony Monitoring Evaluation Form' should be 
filled out by the assessor. This paperwork should be given to the Reporting Scientist's Line 
Manager or Team Leader to identify any potential training gaps. The second page should 
then be filled out by the Line Manager and Reporting Scientist and any plans for further 
training to be documented. The details of the case number, date, type of court, assessor 
should be added to QIS in the PO module under the 'Other' tab. This should be sent to the 
Line Manager for verification. The original paperwork should be kept in the Reporting 
Scientist's training folder. 

If court testimony is infrequent such that an evaluation has not been conducted in a 12 
month period, the next court appearance should be assessed. Alternatively, a moot court 
could be held with the Reporting Scientist and two competent senior staff, ideally the Line 
Manager and Team Leader. 

If there was an unusual court experience, or different questions to ones normally expected, 
a report of that court appearance should be provided orally at a Forensic Reporting and 
Intelligence Team meeting. This will allow debriefing from what are sometimes stressful 
events, the sharing of 'real' court questions and current court trends, the refinement of 
answers through discussions, and the identification of possible areas of improvement for 
the work unit. It will also help with public speaking, an essential component of court 
testimony. 
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16.4 Case Conference Record 

Records of case conferences can be added to the FR. To create a record follow the below 
steps further displayed in Figure 87 and 88): 

From within a Forensic Case File Record (QPS page) select the Case Management 
tab 

Select Add Record 
Select Case Conference Report and the following page will display 

Operation: 
Crisp/Occurrence No. : 
Forensic Regist er No, : fft. 

Date: 
Tim~: 
Place: 

Attendees: 
DNA Unit : 
QPS 1nvest1igaJtive Team: 
QHSS FSlU: 
QHSS Bj!Jiogy: 

Toxicology: 
Path o1ogy: 
Chemistry: 

Figure 87 - Case Conference Detail 

Complete the following fields: 

0 

0 

0 

Duration - total time of conference 0 
Date Concluded f) 
Case Officer 0 

New Record Mode-

CUt Fi ll Noto~t i Ofl 

FOI f LA.gal Action 

0 Comments -Information discussed during meeting EJi 
Note -the comments section contains pre-set sections that can be used as a guide. 
Extend the field to see these options 
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Save the record 

Furthermore, a Word document is able to be uploaded to the court report in the same way 
the statement is added to a Report record (see section 5.4.3, Figures 57 and 58). 

Upon saving, the record will be viewable from the Case Management tab under the 'Report 
Type' CASECON (see Figure 88). 

15/ 12/ 2017 l cASECON - - 15/ 12/ 2017 -PIPPIA 

PSD 

Operation : Crisp/ OccurTence No. : Forensic Register No. : FR Date : Time : Place : Attendees : DNA Unit : QPS I nvestigative 
Team : QHSS FSLU : QHSS Biology : Toxicology : Pathology : Chem istry : Presentations by (name & topic) : Priori t isation, location 
& status of analysis of exhibits : General Discussion I Questions : Action I tems ( list, descri ption, actioning officer ) : (cont ... ) 

Figure 88 - Case Conference Record 

17 Further Documentation Requests 

This section refers to the release of information such as audit trails, specific information 
regarding sample processing or opinion evidence. 

A written request should be obtained from DPP or QPS detailing what is specifically 
requested, ideally with item barcodes listed. When information is received by QHFSS via 
QPS, or the Office of the DPP (ie. another government department), information can be 
provided directly to the requesting party. When written requests come directly to QHFSS 
from Defence Legal representatives, it must be referred on to a Senior Scientist or Team 
Leader and also forwarded on to QHealth legal (Legal Unit) who will ask the Defence Legal 
team to subpoena the information. It is preferable to avoid this by asking the Defence Legal 
team to direct their requests through DPP or QPS. 

When providing subpoenaed inf 
Correspondence email address: 
ensure the information is provid 

through FSS 
o will track its progress to 

If an audit trail is requested and it is subsequently considered part of the casefile, the pages 
should be numbered and have the case identifier added. If it is not considered part of the 
casefile, there is no need for page numbering or identifying numbers to be added, refer 
QIS: 17117. It is however recommended that this occurs as it is helpful if/when it is referred 
to in court proceedings. 

Documenting the specific information release and the review of this information can be 
completed in the FR by creating a "RequesUTask". The authoring scientist will state the 
request and the information released within the Request/Task and the scientist performing 
the review of the information released can add a line in the RequesUTask specifically 
stating who performed the review and when. Alternatively, a Report Record and Review 
Record can be created in the same way a statement is drafted and released. 

If Standard Operating Procedures and internal reports are provided, it is recommended that 
these are marked to be used in the matter it was requested for only. A watermark is a 
suggested way to make this point clear. 
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The requested information can be saved on disc and password-protected. This can be 
performed on a computer with Adobe Professional. The Investigating Officer will need to be 
informed of the password to open the files. 

It is recommended that the Reporting Scientist negotiate with the requesting party a 
suitable timeframe for the release of the information. This timeframe should be verified by a 
Senior Scientist or Team Leader. 
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18 Associated Documentation 

QIS: 17117 - Procedure for Case Management 

QIS: 23752 - FSS Court Training Program 

QIS: 23955 - Disaster Victim Identification DNA Reports 

QIS: 25608 - Appointment and Cancellation of State Analysts 

QIS: 29009 - Statement of Witness template- blank- no NATA endorsement 

QIS: 29010 - Statement of Witness template -stamp 

QIS: 29011 -Generic report template 

QIS: 29024 - Use of offline Forensic Reporting templates 

QIS: 33744 - Forensic Register Training Manual 

QIS: 33773 - Procedure for profile data analysis using the Forensic Register 

QIS: 34045 - Quantification of Extracted DNA using the Quantifiler® Trio DNA 
Quantification Kit 

QIS: 34064 - Miscellaneous Analytical Procedures and Tasks 

QIS: 34229 - Explanations of Exhibit Results for FR 

QIS: 34245 - Reference Sample Result Management 

QIS: 34248 - Administrative Team- Case file related duties using the Forensic Register 

QIS: 34249- Forwarding Statements and Evidentiary Certificates for Cases within the 
Forensic Register 

QIS: 34281 -Procedure for the Use and Maintenance of the Forensic DNA Analysis 

QIS: 34298 - Validation of Examinations (Forensic Register) 

QIS: 34308 - Procedure for Intelligence Reports and Interstate/Interpol Requests in the 
Forensic Register 

QIS: 34322 - Technical and Administrative Review of Records Created in the Forensic 
Register 
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Adrian Pippia 

Amendments 
First Issue 
- Remove reference to P+ from Section 4.1 
and 4.2 
- Latest barcode searching tools added to 
section 4.4.1 
- SOP added to Section 4.4.4 for info on 
exhibit examination validation (red dot '2') -
addition of SOP 34298 
- Further information on validation options 
added to 4.4.1 0 
- Addition of section 4.4.11 - Urgent 
Request workflow 
- Section 4.4.13 - SOP 1704 7 replaced 
with 34229 
- New section 4.4.16 added to describe No 
DNA Detected and Insufficient DNA 
process 
- New section 4.4.17 added to describe 
Quant and Hold release of results and 
covert samples 
- Update to Section 9.1 -Paternity draft 
report using all-inclusive appendix instead 
of preamble 
-Addition of due date to 'Review Request' 
to Section 5.4.4 
-Section 11.3 Civil Report has been 
updated 
- Appendix 5 has been stripped of all but 
two paragraphs that can be added to 
appropriate Appendix 
- Section 17 -SOP 18034 replaced with 
23752 
- Associated Documents section updated 
with above SOP additions and removals 
-Appendices 3 and 4 removed, preamble 
no longer separate to appendix in report 
- Appendix numbering updated and cross 
referenced within body of SOP 
Sections 4.1, 4.1.1 and 4.2 -"Profile Data 
Analysis Review Worklist" amended to 
"Profile Review Worklist" as per FR title 
Section 4.4.6 - Removed wording 
"Described in section 7" 
Removed info re QFLAG checks as 
documented in SOP 34281 
Section 4.4.7- Use of Sample Undergoing 
Further Testing result lines 
Section 4.4.9- Batch acknowledgement by 
reviewing scientist 
Section 4.4.13 - update to how PDF s can 
be uploaded to FR 
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Adrian Pippia 

Section 4.4.17 - Communication for Cold 
Case to be directed to Cold Case 
Coordinator 
Section 5.2 - Existence of multiple FRs 
Section 5.4.2 - Listing multiple 
complainants in report 

Section 5.4.2 -Addition of suggested 
wording for statement (Appendix 8 created) 
Section 8.5- Addition of appropriate 
appendix titled "Appendix 1" 
Section 15.1 - reference to Appendix 7 
amended to Appendix 9 
Section 17 -Addition of new section 
regarding further documentation request 
Associated Documents- updates 
completed 
Appendix 2 - removed VarNOC appendix; 
update to Paternity paragraph 
(propositions) 
Appendix 7- Instruction added for NTR of 
a PM sample 
Appendix 9 added -work from home 
information 
Appendix 10 added - offline statement 
Section 16.3- reference to SOP 23752 
removed 
Added header to page 1 
Appendix 2 
- additional phrasing added to statement 
appendix para "Forensic Biologist"; "The 
signed Statement is the report issued by 
Forensic and Scientific Services. Any other 
attachments or information provided is not 
considered to be the issued report". 
-"Semen stains" updated. 
Appendix 2 - Health Support Queensland 
removed from laboratory structural. Lab 
referred to as "Forensic DNA Analysis, 
Forensic & Scientific Services" 
Section 11 
- Magistrates Court of Queensland may 
request an affidavit (Form DV25) to be 
prepared in cases of alleged Domestic 
Violence in accordance with the Domestic 
and Family Violence Protection Rules 
2014, Rule 35 
Section 4.4.15 
- update to process of seeking information 
on ownership. 
Section 4.4.16 
- update to current DNA profiling 
procedure. 
Section 4.4.17 
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- addition of "Release of result via email" 
information added 
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20 Appendices 

1. Drafting, Review and Release of Reports (Statement, Evidentiary Certificate, etc) 

2. Procedural Overview and Test Methodology (Statement Appendices) 

3. Draft Paternity statement 

4. DNA Evidentiary Certificate 

5. Example of combined preamble and Appendix for Civil casework report 

6. Uniform Civil Procedure Rules 1999 - Sect 428 

7. Actioning an Exhibit that is No Longer Required for Testing 

8. Suggested PowerPiex®21 (and STRmix™) statement wording 

9. Working from Home- Statement drafting, reporting and reviewing tasks 

10. Offline Statements 
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20.1 Drafting, Review and Release of Reports (Statement, Evidentiary Certificate, etc) 

Drafting and Release of Report (Statement, 95A, Intel Report, et c) 

Feedback loop 
until final report 

achieved 

Complete 
Report Request 
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20.2 Appendix 2 - Procedural Overview and Test Methodology (Statement Appendices) 

APPENDIX (Statements Issued using Profiler Plus®) 

Procedural and technical overview of DNA profiling at Forensic DNA Analysis, 
Forensic & Scientific Services 

Accreditation 

The DNA Analysis Unit first achieved accreditation by the National Association of Testing Authorities (NATA) 
to conduct forensic DNA analyses in 1998, and has continuously maintained NATA accreditation since this 
date. NATA ensures continued compliance with the accreditation requirements through routine 
reassessments (every 3 years) and surveillance visits (18 months). 

NATA Accredited facilities are assessed against best international practices based on the ISO/IEC 17025 
standard. Laboratories that demonstrate compliance with the standard have shown that they can 
competently perform activities and testing within the scope of their accreditation. 
The parameters assessed during accreditation include: 

• Organisation and management 
• Quality management system 
• Personnel 
• Evidence management 
• Methods and procedures 
• Quality control and Proficiency Testing 
• Equipment 
• Reporting of results 
• Procurement of services and supplies 
• Accommodation and safety 
• Security and access 

For details of the current ISO/I EC 17025 Standard, refer to Standards Australia. 

http://www.nata.com.au 

Chain of Custody 

All DNA Analysis Unit case files and exhibits are electronically tracked, monitored and securely stored to 
ensure that the appropriate chain of custody and continuity measures are maintained. The Queensland 
Police Service (QPS) case number and sample submission information is provided by the QPS via an 
electronic interface to QHFSS, and this information is cross-checked against labelling on exhibit packaging. 
The packaging and labelling of any exhibit is checked and recorded before the sample is sent for DNA 
analysis. 

Entry into the DNA Analysis Unit is restricted to authorised persons only, via electronically encoded swipe 
access cards. The DNA Analysis Unit forms part of a Queensland Health campus site which has access 
controlled and monitored by a security team. Records of Visitors to the DNA Analysis Unit are retained. 

Technical information relating to DNA profiling at the Forensic DNA Analysis, Forensic & Scientific 
Services 

DNA (STR) Profiling 

STR (Short Tandem Repeat) profiling is the standard technique currently in use for forensic DNA analysis. 
Deoxyribonucleic acid (DNA) is a complex chemical found in almost all cells of the body. It carries genetic 
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information which governs a person's physical and biochemical characteristics. Half of a persons DNA is 
inherited from their mother, and half from their father. A person's DNA is the same in almost all cell types in 
their body, so that DNA recovered from someone's blood will normally be the same as DNA from their hair 
roots, saliva or skin cells. 

Except for identical twins, each person's total DNA is unique to themselves, although current DNA (STR) 
profiling techniques do not allow the analysis of the whole of someone's DNA. Instead, specific regions (loci) 
of the DNA are tested which contain short sequences of DNA (STRs) repeated a number of times end to 
end. The number of times a particular STR is repeated at each locus (region of DNA) will tend to vary 
between people, and it is these differences which allow DNA from different people to be compared. 

A method known as the Polymerase Chain Reaction (PCR) is used to amplify specific STR regions of the 
DNA to produce many copies of the original DNA template. In this way, minute amounts of DNA isolated 
from small or degraded samples can be greatly increased to potentially yield a sufficient quantity of DNA to 
obtain a DNA profile. 

The DNA Analysis Unit currently uses a DNA profiling system called Profiler® Plus which tests nine regions (loci) of 
DNA containing STRs, and a tenth region which provides an indication of the gender of the DNA source. Another 
DNA profiling system called COfiler®, although not routinely used at QHFSS, is available if required. The COfiler® 
system includes two of the regions included in Profiler® Plus, with four additional STR loci. For a list of the loci 
included in these DNA profiling systems, please refer to Tables 1 and 2 below. 

Interpreting DNA Profiles 

The individual components of a DNA profile can be represented in a graphical form as a series of peaks, 
which are measured and given a numerical designation by comparing them against standard sizing DNA 
components, processed alongside each sample. 

If less than the ten regions of DNA tested are present in a DNA profile, this is referred to as a partial or 
incomplete DNA profile. When more than one person has contributed to a DNA profile, this is referred to as 
a mixed DNA profile. 

A DNA profile obtained from biological material such as blood, semen, saliva or hair can be visually 
compared with a DNA profile obtained from a reference sample from a person. If each of the individual 
components within the two DNA profiles have the same corresponding numerical designations, the DNA 
profiles are said to match each other. If the DNA profiles match then that person, together with anyone else 
who has the same DNA profile, can be considered as a potential source of the biological material. 

If any of the components of the two DNA profiles are different when compared, then the two DNA profiles do 
not match and the person can normally be excluded as a possible source of the biological material. 

The term match does not impart increased significance to the result it describes. Although it may be 
considered highly unlikely that two unrelated people happen to have matching full DNA profiles, without 
testing every person in the population we cannot know exactly how many people may share matching DNA 
profiles. 

The Use of Queensland Caucasian Data 

The evidential significance of obtaining a match can be evaluated by estimating how common or rare the 
DNA profile is within a specific population. This can be calculated by estimating the frequency of occurrence 
of each component in the DNA profile and using a mathematical formula to multiply these frequencies 
together. 

No assumptions are made as to the ethnic origin of any DNA obtained from alleged crime scenes. The DNA 
Analysis Unit routinely uses Queensland Caucasian data, taken from the largest sub-population in 
Queensland, for statistical calculations. Calculations using Queensland Aboriginal and Asian data can be 
provided upon request. 
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It is laboratory policy to use the Queensland Caucasian data unless the alleged incident occurred off the 
Queensland mainland, in which case figures from the Queensland Caucasian and Queensland Aboriginal 
data would both be quoted. 

The statistical figure applied to DNA profiles will depend on how closely related people are. The closer the 
biological relationship (eg. siblings), the greater the chance that the people in question may have DNA 
profiles which share matching DNA components. However, due to the random nature by which DNA from 
each parent is combined in their offspring, the probability that two siblings would share the same 
components at all regions tested is very small. As the relationship becomes more distant, the probability of 
two relatives having matching DNA profile becomes smaller still. If it is proposed that a relative should be 
considered as an alternative source of DNA, the best course of action would be to obtain a reference DNA 
sample from the relative in question, for DNA profiling and comparison. 

Validity of the Caucasian Data 

The population frequency data used for statistical interpretations in the laboratory have been validated for 
use by external Forensic Statisticians Dr Simon J WALSH and Dr John S BUCKLETON. The report of their 
findings is held in the laboratory and is available upon request. 

DNA (STR) profiling systems available at the Forensic DNA Analysis, Forensic & Scientific Services 

Table 1: Profile!® Plus multiplex system, list of loci: 

Abbreviated Name I Scientific Name II Chromosomal Name I 
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D3 D3S1358 3 
vWA HUMVWFA31/A 12 
FGA HUMFIBRA 4 

Amel AMELOGENIN Sex X andY 
D8 D8S1179 8 

D21 D21 S11 21 
D18 D18S51 18 
D5 D5S818 5 

D13 D13S317 13 
D7 D7S820 7 

Table 2: COfiler® multiplex system, list of loci: 

eviated Nam"" 

D3 
D16 

TH01 
TPOX 
CSF 
D7 

Amel 

Scientific Name 

D3S1358 
D16S539 

TH01 
TPOX 
CSF 

D7S820 
AMELOGENIN 

Chromosomal Name 

3 
16 
11 
2 
5 
7 

Sex X andY 
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APPENDIX (Statements Issued using PowerPiex® 21 and STRmix v2.0.6) 

Procedural and technical overview of DNA profiling at Forensic DNA Analysis, 
Forensic & Scientific Services 

Forensic Biologist 

It is a forensic biologist's role to: 

1. Report on the examination of items submitted in relation to a case for the presence of 
possible biological material. If identified, a sample of the biological material is analysed 
in an attempt to obtain a DNA profile. 

2. Report on the DNA profiles obtained from samples submitted by the Queensland 
Police Service (QPS) in relation to a case. 

Any DNA profiles that are obtained from these samples are compared with the DNA 
profile obtained from an individual's reference sample to assess whether or not the 
individual may be a contributor of DNA. Where multiple reference DNA profiles are 
analysed for a case, they are all genetically different to each other unless otherwise 
specified. That is, they all possess differing allelic designations- see the DNA Profiling 
section below. 

The signed Statement is the report issued by Forensic and Scientific Services. Any other 
attachments or information provided is not considered to be the issued report. 

Examinations 

Unless otherwise stated, the examinations of items for biological material were 
conducted by staff within the QPS. Sub-samples from these items were forwarded to 
Forensic and Scientific Services (FSS), Health Support Queensland, for the purposes of 
conducting DNA analysis. 

The descriptions of items and/or samples submitted to Forensic DNA Analysis by the 
QPS, and listed within this Statement, are derived from the descriptions entered by the 
QPS into the Forensic Register. 

Receipt details are listed for items reported in this statement, including reference 
samples where relevant. The period of testing on these items is from the date of the first 
submission, to the date of this Statement. Details of specific dates of testing are retained 
within the Laboratory Information Management System (LIMS). Where relevant, any 
items that are still in progress at the time of issuing this Statement are identified and final 
results will be reported in an addendum Statement. 

Forensic DNA Analysis operates under the agreement that the QPS are responsible for 
item prioritisation, sample selection, selection of screening/sampling methods, anti­
contamination procedures and the application of Standard Operating Procedures 
(SOPs) on work undertaken on the items/samples prior to submission to the Forensic 
DNA Analysis laboratory. As such, forensic biologists may not be able to provide 
information or opinion on possible biological origin of DNA profiles that may be obtained 
from these samples. 
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At the discretion of the QPS, some items may be submitted to this laboratory for the 
purposes of both examination and DNA profiling. These examinations are performed in 
accordance with the SOPs of this laboratory. For these items, contemporaneous notes 
are made during the examination by the examining scientist and these notes form part 
of the casefile. 

Forensic DNA Analysis casefiles and any samples remaining are available for 
independent examination and/or testing upon request. 

As a representative of the laboratory, I am only able to comment on the processes 
performed within Forensic DNA Analysis. 

Chain of Custody 

All Forensic DNA Analysis case files and exhibits are electronically tracked, monitored, 
and securely stored to ensure that appropriate chain of custody and continuity measures 
are maintained. The QPS case number and sample submission information is provided 
from the QPS via an electronic interface to FSS, and this information is cross-checked 
against labelling on the exhibit packaging prior to processing. 

Entry into Forensic DNA Analysis is restricted to authorised persons only, via electronic 
proximity access cards. Forensic DNA Analysis forms part of a Health Support 
Queensland campus site wherein access is controlled and monitored by a security team. 
Records of visitors to Forensic DNA Analysis are retained. 

Accreditation 

Forensic DNA Analysis first achieved accreditation by the National Association of 
Testing Authorities (NATA) to conduct forensic DNA analyses in 1998 and has 
continuously maintained NATA accreditation since this date. NATA ensures continued 
compliance with the accreditation requirements through routine reassessment (every 3 
years) and an intermediate surveillance visit (at approximately 18 months between 
reassessment surveys). 

NATA accredited facilities are assessed against best international practices based on 
the I SO/I EC 17025 standard. Laboratories are deemed able to competently perform 
testing and analysis activities if the laboratory demonstrates that it meets compliance 
with the standard within the scope of their accreditation. 

The parameters assessed during accreditation include: 

• Organisation and management 
• Quality management system 
• Personnel 
• Evidence management 
• Methods and procedures 
• Quality control and Proficiency Testing 
• Equipment 
• Reporting of results 
• Procurement of services and supplies 
• Accommodation and safety 
• Security and access 
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For details of the current ISO/I EC 17025 Standard, refer to Standards Australia. 

http://www.nata.com.au 

DNA Profiling 

Deoxyribonucleic Acid (DNA) is a complex chemical found in almost all cells of the 
human body. It carries genetic information that determines the physical and chemical 
characteristics of a person. Forensic DNA Analysis uses two main systems for the 
generation of DNA profiling results. In this case, the PowerPiex® 21 System was used, 
which examines 21 regions (loci) of DNA, 20 of which contain highly variable short 
tandem repeats (STRs). The 21st region gives an indication as to the genotypic sex of 
the donor (for details see Table 1). The generation of a DNA profile involves a method 
known as the polymerase chain reaction (PCR), which is used to produce numerous 
copies of these specific regions of the DNA. In this way, minimal amounts of DNA 
isolated from small or degraded samples can be increased to a level where the DNA can 
be detected, profiled, and compared with DNA profiles from other samples. 

The individual components (alleles) of a DNA profile are represented by a series of 
peaks on a graph that are measured and given a designation, using standard sizing 
ladders. A person will have two alleles (represented graphically as peaks) for each locus, 
one inherited from the biological mother and one inherited from the biological father. 
However, if the same allele is inherited from both parents, only one peak will be 
graphically represented at that locus. 

A DNA profile obtained from biological material such as blood, semen, saliva, hair or 
cellular material (eg. touch DNA) can be compared with the DNA profile obtained from 
the reference sample from any person. 

T, bt 1 p a e : 

1-\uurt::vrated Name 
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Amel 
D3 
D1 
D6 

D13 
Penta E 

D16 
D18 
D2 

CSF 
PentaD 

TH01 
vWA 
D21 
D7 
D5 

TPOX 
D8 

D12 
D19 

PI ®21 ower. exR sys em, ts o oct t r t t 1 · 

Scientific Name 

AMELOGENIN 
D3S1358 
D1S1656 
D6S1043 
D13S317 
Penta E 

D16S539 
D18S51 

D2S1338 
CSF1PO 
PentaD 

TH01 
HUMVWAFA31/A 

D21S11 
D7S820 
D5S818 
TPOX 

D8S1179 
D12S391 
D19S433 

Chromosomal Name 

Sex (X andY) 
3 
1 
6 
13 
15 
16 
18 
2 
5 

21 
11 
12 
21 
7 
5 
2 
8 
12 
19 
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FGA HUMFIBRA 4 

Statistical Analysis of DNA Profiles 

STRmix™ is an expert statistical DNA profile analysis system developed and validated 
in Australia and New Zealand. Forensic DNA Analysis uses the STRmix™ software to 
assist in the interpretation of DNA profiles and the calculation of likelihood ratios for DNA 
profiles generated using the PowerPiex® 21 system. 

In order to statistically evaluate DNA profiles, it is necessary to make a reasonable 
assessment of the number of people who may have contributed DNA to that DNA profile, 
based on the information observed. 

If there is no indication of a contribution by more than one person, then a DNA profile is 
described as being from a "single contributor''. If less than 40 alleles present in a DNA 
profile, this is referred to as a "partial" or "incomplete" DNA profile. If there are indications 
of two or more contributors, then a DNA profile is described as being a "mixed" DNA 
profile. 

DNA Profiles Assumed To Originate From One Person (Single Source) 

A person can be excluded as a possible source of the biological material if the alleles of 
the crime-scene DNA profile are different from corresponding alleles of the person's 
reference DNA profile. If the corresponding alleles of the crime-scene DNA profile 
contain the same information, then that person, along with any other person who has 
the same reference DNA profile, can be considered as a potential contributor of the DNA. 

The evidential significance of such a match is assessed by considering two competing 
propositions: 

Proposition 1: The crime-scene DNA originated from the person of interest. 

Proposition 2: The crime-scene DNA originated from someone other than, and unrelated 
to, the person of interest. 

The resultant figure (termed the 'Likelihood Ratio') compares the two opposing 
propositions. The likelihood ratio describes how likely the DNA profile obtained from the 
biological material is to have occurred if Proposition 1 were true (the DNA originated 
from the person of interest) rather than if Proposition 2 were true (the DNA originated 
from someone other than, and unrelated to, the person of interest). 

The likelihood ratio is calculated by taking into account the characteristics of the DNA 
profile and the frequency of occurrence of the individual alleles that make up the DNA 
profile. 

If less than the 20 STR regions of DNA are observed in a DNA profile, the likelihood ratio 
will be smaller than the likelihood ratio calculated for a full DNA profile obtained from the 
same individual. In other words, the more incomplete a DNA profile is, the greater the 
likelihood that the obtained DNA profile could have come from someone other than, and 
unrelated to the person of interest. 

Page: 95 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~Queens~ 78 
~ Governm61t1 



WIT.0019.0012.2253 

Procedure for the Release of Results using the Forensic Register 

DNA Profiles Assumed To Originate From More Than One Person (Mixed DNA 
Profiles) 

In order to assess whether a person may or may not have contributed to a mixed DNA 
profile, a set of competing propositions (similar to the single source DNA profile example) 
are considered. For example, for a two-person mixture: 

Proposition 1: The crime-scene DNA originated from the person of interest and an 
unknown person, unrelated to the person of interest. 

Proposition 2: The crime-scene DNA originated from two unknown people, both 
unrelated to the person of interest. 

The likelihood ratio provides a statistical assessment of the possibility that the DNA 
profile obtained was the result of a DNA contribution by the person of interest. 

The likelihood ratio will not always favour Proposition 1 (the DNA originated from the 
person of interest and an unknown person unrelated to the person of interest). The 
likelihood ratio could favour Proposition 2 (the DNA originated from two unknown people 
unrelated to the person of interest). 

In certain circumstances, if the ownership of an item is established or if the sample was 
collected from an identified person's body, then it is possible to make the reasonable 
assumption that the identified person has contributed DNA to the resultant mixed DNA 
profile. In these cases, a mixed DNA profile can be 'conditioned' on the DNA profile of 
the assumed contributor, such that the presence of the alleles corresponding with the 
assumed contributor's reference DNA profile can be factored into the statistical 
interpretation. This may facilitate a more meaningful statistical analysis of potential 
second and/or third contributors to the DNA profile. In this situation, the likelihood ratio 
is based on the following propositions: 

Proposition 1: the DNA has originated from the assumed contributor and the person of 
interest; 

Proposition 2: the DNA has originated from the assumed contributor and an unknown 
individual unrelated to the person of interest. 

When a DNA profile is deemed unsuitable for interpretation it may be described as 
'complex'. This can occur under the following circumstances: 

• When a DNA profile could have a large number of contributors and therefore it 
is difficult to exclude individuals and/or determine whether a person could be 
a potential contributor to the DNA profile 

• When there is very limited information available and/or the quality of the profile 
is poor. 

If further information is received, such that render the assumptions used in an analysis 
invalid, the DNA profile will require additional statistical interpretation. 

Datasets Used in Statistical Analyses 
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Three validated datasets consisting of DNA profiles obtained from individuals of the 
Australian Caucasian, Aboriginal, and South-East Asian populations are used to 
calculate the likelihood ratio. A population correction factor, 9 (theta), is applied to all 
likelihood ratio calculations in order to correct for the common genetic ancestry of people 
within a particular population (sharing of DNA components inherited from a common 
ancestor). The nationally agreed figures for theta are 9=0.02 for the Australian 
Caucasian dataset, 9=0.03 for the Australian South-East Asian dataset, and 9=0.05 for 
the Australian Aboriginal dataset. In Forensic DNA Analysis, likelihood ratios are 
calculated using all three datasets and the most conservative value is reported. 

In addition to theta, the calculation of the likelihood ratio also includes an allowance for 
the sampling variability of the population dataset. In other words, if a new population 
dataset were generated, this allowance factors in any difference the new dataset might 
make to the likelihood ratio. 

The above-listed values for theta cannot account for close blood relatives. Closely 
related people, such as siblings, will have a greater chance of sharing similar 
components within their DNA profiles. However, due to the nature of parental DNA 
recombination during conception, the probability that two siblings would share the same 
40 alleles would be very small. As this relationship becomes more distant, the probability 
of two relatives having the same DNA profile becomes smaller still. If it were thought that 
a close blood relative might have been a contributor of DNA, the most meaningful 
approach to interpretation would be to submit the reference sample from the relative in 
question for DNA analysis and subsequent direct comparison to the crime-scene DNA 
profile. 

Often the calculated likelihood ratio produces numbers of thousands (1 OOOs) or even 
millions (1 OOO,OOOs) of billions. To avoid the use of potentially confusing mathematical 
terminology, a "ceiling figure" for the likelihood ratio of 100 billion is used (this is called 
"truncation"). For example, a calculated likelihood ratio of "150 000 billion times more 
likely", would be reported as "greater than 100 billion times more likely". The actual 
calculated figure can be provided upon request. 

Parentage Testing and Statistical Calculations 

In a disputed paternity matter, DNA profiles are obtained from the foetus/child, the 
biological mother, and the putative father(s). Based on the assumption that the 
nominated mother is indeed the biological mother of the foetus/child, it is possible to 
determine which alleles within the DNA profile of the child could have originated from 
her. Therefore, the remaining alleles within the foetus/child's DNA profile must have 
originated from the biological father. These are called obligate paternal alleles. 

If the DNA profile of a putative father does not contain the obligate paternal alleles at 
three or more of the DNA loci tested, then he is excluded as a potential biological father 
of the foetus/child. 

If the DNA profile of a putative father does contain the obligate paternal alleles at each 
of the DNA regions tested, then he is not excluded as a potential biological father of the 
foetus/child. This means that this putative father could be the biological father. 

A statistical analysis is performed to calculate a Paternity Index. The Paternity Index (PI) 
is a ratio of two probabilities conditional upon different competing propositions. 
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Proposition 1. The alleged father is the true father (and the mother is the true mother). 

Proposition 2. A random person who is not related to the alleged father is the ture father 
(and the mother is the true mother). 

The PI reflects how many times more likely it is to see the evidence (i.e. the child's DNA 
profile) under the first hypothesis compared to the second proposition. 

For an inclusion of paternity/maternity the PI must not be less than 1000, according to 
ISO!IEC 17025 Application Document, Legal (including Forensic Science) -Annex, 
Parentage Testing for the Australian Family Law Act. See www.nata.com.au 

Touch DNA I Transfer of DNA 

When a person touches a surface, it is possible for their DNA to be transferred onto that 
surface. This transferred DNA can often be recovered (sampled) by a swab, tape lift, or 
excision depending upon the nature of the surface in question, and the sample can then 
be subjected to DNA profiling. 

This transferred DNA can originate from cells or cellular material within sweat and/or oils 
on the skin. The generation of a DNA profile will depend on many factors. These include 
the amount of DNA transferred, the nature of the surface being touched, and the amount 
of genetic material available for transfer. The persistence of any transferred genetic 
material to a surface will depend largely upon the nature of the surface and the 
conditions the surface has been subjected to in the time between deposition and 
recovery of the DNA. For example, DNA could be lost from the surface by washing or 
mechanical action such as abrasion. 

It therefore follows that the inability to obtain a DNA profile from a touched surface does 
not necessarily mean that a person has not had contact with the surface. It is possible 
for a person to contact a surface without a detectable amount of their DNA being 
transferred or subsequently recovered for analysis. 

Blood Stains 

Potential bloodstains are located in the laboratory by means of their visual appearance 
and the use of a presumptive chemical test (Tetramethylbenzidine - TMB). A positive 
result with this test is a good indication that blood may be present, however it does not 
provide proof as other substances are known to give the same result. 

Semen Stains 

Semen is the collective name for the mixture of spermatozoa (sperm) and seminal fluid. 
The presence of semen on an item can be indicated by using a presumptive chemical 
test that detects a major constituent of seminal fluid, namely Prostate Specific Antigen 
(PSA I p30). This constituent may exist in other body fluids, such as urine, faecal 
material, sweat, breast milk and blood, albeit usually at much lower concentrations. 

The location or presence of possible semen on items may also be indicated by using a 
presumptive chemical test that detects another major constituent of seminal fluid (Acid 
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Phosphatase - AP). This constituent exists in other body fluids, such as vaginal 
secretions, albeit usually at much lower concentrations. 

The presence of semen can be confirmed via the microscopic identification of 
spermatozoa. 

Samples where semen may be present undergo a differential lysis extraction process 
that aims to separate spermatozoa and epithelial cells into separate fractions. This 
separation is not always completely effective, and a mixing of fractions can occur. This 
is often referred to as cellular carryover. 

The current practice within Forensic DNA Analysis is for epithelial fractions from internal 
female sexual assault investigation kit (SAlK) samples to be stored following a 
differential lysis extraction process. This is because when these fractions are profiled, 
they are generally found to be a single contributor match to the person from whom the 
sample was taken. Given the nature of these samples, this finding is not unexpected. 
These epithelial fractions are stored indefinitely, and can be sent for DNA profiling at a 
future date if required. 

Semen Staining on Items 

The presence of semen on an item is normally the result of either direct ejaculation or 
contact with an item wet with semen (transfer). Any semen that may have been 
transferred I deposited can subsequently be lost by actions such as washing. 

Persistence of Semen in the Vagina 

The presence of semen in the vagina is normally the result of vaginal intercourse with 
internal ejaculation. The chance of detecting semen on a vaginal swab depends upon a 
number of factors such as: 

• the effectiveness of the sampling process; 
• the delay between deposition of the semen and sampling during the medical 

examination; 
• the biochemical conditions within the vagina. 
• any physiological factors that may affect semen production in the donor 

The greater the delay between deposition and sampling, the less chance there is of 
finding semen. Although highly variable, semen is likely to be found on vaginal swabs if 
they were taken 1-2 days after the act of vaginal intercourse. Semen is sometimes found 
on swabs taken between 2-7 days afterwards, but it is unlikely to be detected after 7 
days. This is due to a number of factors that can include the following: 

• drainage of semen from the vagina; 
• loss of semen by bathing or washing (especially on external sites); 
• degradation of the spermatozoa and seminal fluid constituents. 

Saliva 

A presumptive chemical test (Phadebas) may be used to detect the possible presence 
of saliva. This test exploits the enzyme activity of a constituent of saliva called amylase. 
Amylase is usually present at a relatively high concentration in saliva, though this can 
vary considerably between individuals. Amylase may also be detected in other body 
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fluids such as sweat, vaginal fluid and anal secretions, although usually at much lower 
concentration than that found in saliva. 

The presence of saliva on a surface may be the result of spitting or direct oral contact. 
Saliva may subsequently be transferred onto other items such as clothing or other areas 
of the body. Possible saliva stains may then be detected on skin swabs or items of 
clothing by the Phadebas test, as long as the clothing or skin has not been washed. 
Cellular material within the saliva, if present in sufficient quantities, can be used to obtain 
a DNA profile. 

JUSTICES ACT 1886 

I acknowledge by virtue of Section 11 OA (6C) (c) of the Justices Act 1886 that: 

(i) This written statement by me dated 15 September 2022 and contained in the pages 
numbered 1 to 100 is true to the best of my knowledge and belief; and 

(ii) I make it knowing that, I would be liable to prosecution for stating anything that I 
know is false. 

Reporter 

Signed at BRISBANE on 15 September 2022 
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APPENDIX (Statements Issued using PowerPiex® 21 and STRmix v2.6.0 and beyond) 

Procedural and technical overview of DNA profiling at Forensic DNA Analysis, 
Forensic & Scientific Services 

Forensic Biologist 

It is a forensic biologist's role to: 

1. Report on the examination of items submitted in relation to a case for the presence of 
possible biological material. If identified, a sample of the biological material is analysed 
in an attempt to obtain a DNA profile. 

2. Report on the DNA profiles obtained from samples submitted by the Queensland 
Police Service (QPS) in relation to a case. 

Any DNA profiles that are obtained from these samples are compared with the DNA 
profile obtained from an individual's reference sample to assess whether or not the 
individual may be a contributor of DNA. Where multiple reference DNA profiles are 
analysed for a case, they are all genetically different to each other unless otherwise 
specified. That is, they all possess differing allelic designations- see the DNA Profiling 
section below. 

The signed Statement is the report issued by Forensic and Scientific Services. Any other 
attachments or information provided is not considered to be the issued report. 

Examinations 

Unless otherwise stated, the examinations of items for biological material were 
conducted by staff within the QPS. Sub-samples from these items were forwarded to 
Forensic and Scientific Services (FSS), Health Support Queensland, for the purposes of 
conducting DNA analysis. 

The descriptions of items and/or samples submitted to Forensic DNA Analysis by the 
QPS, and listed within this Statement, are derived from the descriptions entered by the 
QPS into the Forensic Register. 

Receipt details are listed for items reported in this statement, including reference 
samples where relevant. The period of testing on these items is from the date of the first 
submission, to the date of this Statement. Details of specific dates of testing are retained 
within the Laboratory Information Management System (LIMS). Where relevant, any 
items that are still in progress at the time of issuing this Statement are identified and final 
results will be reported in an addendum Statement. 

Forensic DNA Analysis operates under the agreement that the QPS are responsible for 
item prioritisation, sample selection, selection of screening/sampling methods, anti­
contamination procedures and the application of Standard Operating Procedures 
(SOPs) on work undertaken on the items/samples prior to submission to the Forensic 
DNA Analysis laboratory. As such, forensic biologists may not be able to provide 
information or opinion on possible biological origin of DNA profiles that may be obtained 
from these samples. 
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At the discretion of the QPS, some items may be submitted to this laboratory for the 
purposes of both examination and DNA profiling. These examinations are performed in 
accordance with the SOPs of this laboratory. For these items, contemporaneous notes 
are made during the examination by the examining scientist and these notes form part 
of the casefile. 
Forensic DNA Analysis casefiles and any samples remaining are available for 
independent examination and I or testing upon request. 

As a representative of the laboratory, I am only able to comment on the processes 
performed within Forensic DNA Analysis. 

Chain of Custody 

All Forensic DNA Analysis case files and exhibits are electronically tracked, monitored, 
and securely stored to ensure that appropriate chain of custody and continuity measures 
are maintained. The QPS case number and sample submission information is provided 
from the QPS via an electronic interface to FSS, and this information is cross-checked 
against labelling on the exhibit packaging prior to processing. 

Entry into Forensic DNA Analysis is restricted to authorised persons only, via electronic 
proximity access cards. Forensic DNA Analysis forms part of a Health Support 
Queensland campus site wherein access is controlled and monitored by a security team. 
Records of visitors to Forensic DNA Analysis are retained. 

Accreditation 

Forensic DNA Analysis first achieved accreditation by the National Association of 
Testing Authorities (NATA) to conduct forensic DNA analyses in 1998, and has 
continuously maintained NATA accreditation since this date. NATA ensures continued 
compliance with the accreditation requirements through routine reassessment (every 3 
years) and an intermediate surveillance visit (at approximately 18 months between 
reassessment surveys). 

NATA accredited facilities are assessed against best international practices based on 
the ISO/IEC 17025 standard. Laboratories are deemed able to competently perform 
testing and analysis activities if the laboratory demonstrates that it meets compliance 
with the standard within the scope of their accreditation. 

The parameters assessed during accreditation include: 

Organisation and management 
Quality management system 
Personnel 
Evidence management 
Methods and procedures 
Quality control and Proficiency Testing 
Equipment 
Reporting of results 
Procurement of services and supplies 
Accommodation and safety 
Security and access 
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For details of the current ISO/I EC 17025 Standard, refer to Standards Australia. 

http://www.nata.com.au 

DNA Profiling 

Deoxyribonucleic acid (DNA) is a complex chemical found in almost all cells of the 
human body. It carries genetic information that determines the physical and chemical 
characteristics of a person. Forensic DNA Analysis uses two main systems for the 
generation of DNA profiling results. In this case, the PowerPiex® 21 System was used, 
which examines 21 regions (loci) of DNA, 20 of which contain highly variable short 
tandem repeats (STRs). The 21st region gives an indication as to the genotypic sex of 
the donor (for details see Table 1). The generation of a DNA profile involves a method 
known as the polymerase chain reaction (PCR), which is used to produce numerous 
copies of these specific regions of the DNA. In this way, minimal amounts of DNA 
isolated from small or degraded samples can be increased to a level where the DNA can 
be detected, profiled, and compared with DNA profiles from other samples. 

The individual components (alleles) of a DNA profile are represented by a series of 
peaks on a graph that are measured and given a designation, using standard sizing 
ladders. A person will have two alleles (represented graphically as peaks) for each locus, 
one inherited from the biological mother and one inherited from the biological father. 
However, if the same allele is inherited from both parents, only one peak will be 
graphically represented at that locus. 

A DNA profile obtained from biological material such as blood, semen, saliva, hair or 
cellular material (eg. touch DNA) can be compared with the DNA profile obtained from 
the reference sample from any person. 

a e : ower. exR T, bt 1 p PI ®21 sys em, ts o oct t r t t 1 · 

Abbreviated Name 
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A mel 
D3 
D1 
D6 

D13 
Penta E 

D16 
D18 
D2 

CSF 
PentaD 

TH01 
vWA 
D21 
D7 
D5 

TPOX 
D8 

D12 
D19 
FGA 

Scientific Name 

AMELOGENIN 
D3S1358 
D1S1656 
D6S1043 
D13S317 
Penta E 

D16S539 
D18S51 

D2S1338 
CSF1PO 
PentaD 

TH01 
HUMVWAFA31/A 

D21S11 
D7S820 
D5S818 
TPOX 

D8S1179 
D12S391 
D19S433 

HUMFIBRA 

Chromosomal Name 

Sex (X andY) 
3 
1 
6 
13 
15 
16 
18 
2 
5 

21 
11 
12 
21 
7 
5 
2 
8 
12 
19 
4 
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Statistical Analysis of DNA Profiles 

STRmix™ is an expert statistical DNA profile analysis system developed and validated 
in Australia and New Zealand. Forensic DNA Analysis uses the STRmix™ software to 
assist in the interpretation of DNA profiles and the calculation of likelihood ratios for DNA 
profiles generated using the PowerPiex® 21 system. 

In order to statistically evaluate DNA profiles, it is necessary to make a reasonable 
assessment of the number of people who may have contributed DNA to that DNA profile, 
based on the information observed. 

If there is no indication of a contribution by more than one person, then a DNA profile is 
described as being from a "single contributor''. If less than 40 alleles present in a DNA 
profile, this is referred to as a "partial" or "incomplete" DNA profile. If there are indications 
of two or more contributors, then a DNA profile is described as being a "mixed" DNA 
profile. 

DNA Profiles Assumed To Originate From One Person (Single Source) 

A person can be excluded as a possible source of the biological material if the alleles of 
the crime-scene DNA profile are different from the corresponding alleles of the person's 
reference DNA profile. If the corresponding alleles of the crime-scene DNA profile 
contain the same information, then that person, along with any other person who has 
the same corresponding alleles as the crime-scene DNA profile, can be considered as 
a potential contributor of the DNA. 

The evidential significance of such a finding is assessed by considering two competing 
propositions: 

Proposition 1: The crime-scene DNA originated from the person of interest. 

Proposition 2: The crime-scene DNA originated from someone other than, and unrelated 
to, the person of interest. 

The resultant figure (termed the 'Likelihood Ratio') compares the two opposing 
propositions. The likelihood ratio describes how likely the DNA profile obtained from the 
biological material is to have occurred if Proposition 1 were true (the DNA originated 
from the person of interest) rather than if Proposition 2 were true (the DNA originated 
from someone other than, and unrelated to, the person of interest). 

The likelihood ratio is calculated by taking into account the characteristics of the DNA 
profile and the frequency of occurrence of the individual alleles that make up the DNA 
profile. 

If less than the 20 STR regions of DNA are observed in a DNA profile, the likelihood ratio 
will be smaller than the likelihood ratio calculated for a full DNA profile obtained from the 
same individual. In other words, the more incomplete a DNA profile is, the greater the 
likelihood that the obtained DNA profile could have come from someone other than, and 
unrelated to the person of interest. 
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DNA Profiles Assumed To Originate From More Than One Person (Mixed DNA Profiles) 

In order to assess whether a person may or may not have contributed to a mixed DNA 
profile, a set of competing propositions (similar to the single source DNA profile example) 
are considered. For example, for a two-person mixture: 

Proposition 1: The crime-scene DNA originated from the person of interest and an 
unknown person, unrelated to the person of interest. 

Proposition 2: The crime-scene DNA originated from two unknown people, both 
unrelated to the person of interest. 

The likelihood ratio provides a statistical assessment of the possibility that the DNA 
profile obtained was the result of a DNA contribution by the person of interest. 

The likelihood ratio will not always favour Proposition 1 (the DNA originated from the 
person of interest and an unknown person unrelated to the person of interest). The 
likelihood ratio could favour Proposition 2 (the DNA originated from two unknown people 
unrelated to the person of interest). 

In certain circumstances, if the ownership of an item is established or if the sample was 
collected from an identified person's body, then it is possible to make the reasonable 
assumption that the identified person has contributed DNA to the resultant mixed DNA 
profile. In these cases, a mixed DNA profile can be 'conditioned' on the DNA profile of 
the assumed contributor, such that the presence of the alleles corresponding with the 
assumed contributor's reference DNA profile can be factored into the statistical 
interpretation. This may facilitate a more meaningful statistical analysis of potential 
second and/or third contributors to the DNA profile. In this situation, the likelihood ratio 
is based on the following propositions: 

Proposition 1: the DNA has originated from the assumed contributor and the person of 
interest. 

Proposition 2: the DNA has originated from the assumed contributor and an unknown 
individual, unrelated to the person of interest. 

DNA profiles with an uncertain number of contributors 

Forensic DNA Analysis is currently validated for the interpretation of DNA profiles with 
1-4 contributors. Once the assessment of the number of contributors has been made, 
this information is used in the STRmix™ analysis. 

When a DNA profile is deemed unsuitable for interpretation it may be described as 
'complex'. This can occur under the following circumstances: 
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• When a DNA profile could have a large number of contributors and therefore it 
is difficult to exclude individuals and/or determine whether a person could be 
a potential contributor to the DNA profile 

• When there is very limited information available and/or the quality of the profile 
is poor. 
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It is important to note that should further information be received that renders the 
assumptions used in an analysis invalid, the DNA profile will require additional statistical 
interpretation. 

Datasets Used in Statistical Analyses 

Three validated datasets consisting of DNA profiles obtained from individuals of the 
Australian Caucasian, Aboriginal, and South-East Asian populations are used to 
calculate the likelihood ratio. A population correction factor, 9 (theta), is applied to all 
likelihood ratio calculations in order to correct for the common genetic ancestry of people 
within a particular population (sharing of DNA components inherited from a common 
ancestor). In Forensic DNA Analysis, a likelihood ratio that represents a stratified 
population statistic is reported irrespective of whether the DNA profile of interest is single 
source or a mixed DNA Profile. 

The likelihood ratio is calculated using all three datasets and the relative proportions of 
each ethnic grouping in the overall Australian population based on data sourced from 
the Australian Bureau of Statistics. This calculation, which is known as stratification, 
allows for the possibility that a random unknown person, unrelated to the person of 
interest, from anywhere in Australia could have contributed to the DNA profile obtained. 
Therefore, the likelihood ratio is not dependent on the ethnicity of the person of interest, 
but it is representative of the relative proportion of the person of interest's ethnic 
population within the larger Australian population. 

Theta cannot account for close blood relatives. Closely related people, such as siblings, 
will have a greater chance of sharing similar components within their DNA profiles. 
However, due to the nature of parental DNA recombination during conception, the 
probability that two siblings would share the same 40 alleles would be very small. As this 
relationship becomes more distant, the probability of two relatives having the same DNA 
profile becomes smaller still. If it were thought that a close blood relative might have 
been a contributor of DNA, the most meaningful approach to interpretation would be to 
submit the reference sample from the relative in question for DNA analysis and 
subsequent direct comparison to the crime-scene DNA profile. 

Often the calculated likelihood ratio produces numbers of thousands (1 OOOs) or even 
millions (1 OOO,OOOs) of billions. To avoid the use of potentially confusing mathematical 
terminology, a "ceiling figure" for the likelihood ratio of 100 billion is used (this is called 
"truncation"). For example, a calculated likelihood ratio of "150 000 billion times more 
likely", would be reported as "greater than 100 billion times more likely". The actual 
calculated figure can be provided upon request. 

Parentage Testing and Statistical Calculations 

In a disputed paternity matter, DNA profiles are obtained from the foetus/child, the 
biological mother, and the putative father(s). Based on the assumption that the 
nominated mother is indeed the biological mother of the foetus/child, it is possible to 
determine which alleles within the DNA profile of the child could have originated from 
her. Therefore, the remaining alleles within the foetus/child's DNA profile must have 
originated from the biological father. These are called obligate paternal alleles. 
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If the DNA profile of a putative father does not contain the obligate paternal alleles at 
three or more of the DNA loci tested, then he is excluded as a potential biological father 
of the foetus/child. 

If the DNA profile of a putative father does contain the obligate paternal alleles at each 
of the DNA regions tested, then he is not excluded as a potential biological father of the 
foetus/child. This means that this putative father could be the biological father. 

A statistical analysis is performed to calculate a Paternity Index (PI). The PI is a ratio of 
two probabilities conditional upon different competing propositions. 

Proposition 1. The alleged father is the true father (and the mother is the true mother). 

Proposition 2. A random person who is not related to the alleged father is the true father 
(and the mother is the true mother). 

The PI reflects how many times more likely it is to see the evidence (i.e. the child's DNA 
profile) under the first proposition compared to the second proposition. 

For an inclusion of paternity/maternity the PI must not be less than 1000, according to 
ISO!IEC 17025 Application Document, Legal (including Forensic Science) -Annex, 
Parentage Testing for the Australian Family Law Act. See VIIINW.nata.com.au 

Touch DNA I Transfer of DNA 

When a person touches a surface, it is possible for their DNA to be transferred onto that 
surface. This transferred DNA can often be recovered (sampled) by a swab, tape lift, or 
excision depending upon the nature of the surface in question, and the sample can then 
be subjected to DNA profiling. 

This transferred DNA can originate from cells or cellular material within sweat and/or oils 
on the skin. The generation of a DNA profile will depend on many factors. These include 
the amount of DNA transferred, the nature of the surface being touched, and the amount 
of genetic material available for transfer. The persistence of any transferred genetic 
material to a surface will depend largely upon the nature of the surface and the 
conditions the surface has been subjected to in the time between deposition and 
recovery of the DNA. For example, DNA could be lost from the surface by washing or 
mechanical action such as abrasion. 

It therefore follows that the inability to obtain a DNA profile from a touched surface does 
not necessarily mean that a person has not had contact with the surface. It is possible 
for a person to contact a surface without a detectable amount of their DNA being 
transferred or subsequently recovered for analysis. 

Blood Stains 

Potential bloodstains are located in the laboratory by means of their visual appearance 
and the use of a presumptive chemical test (Tetramethylbenzidine - TMB). A positive 
result with this test is a good indication that blood may be present, however it does not 
provide proof as other substances are known to give the same result. 
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Semen Stains 

Semen is the collective name for the mixture of spermatozoa (sperm) and seminal fluid. 
The presence of semen on an item can be indicated by using a presumptive chemical 
test that detects a major constituent of seminal fluid, namely Prostate Specific Antigen 
(PSA I p30). This constituent may exist in other body fluids, such as urine, faecal 
material, sweat, breast milk and blood, albeit usually at much lower concentrations. 

The location or presence of possible semen on items may also be indicated by using a 
presumptive chemical test that detects another major constituent of seminal fluid (Acid 
Phosphatase - AP). This constituent exists in other body fluids, such as vaginal 
secretions, albeit usually at much lower concentrations. 

The presence of semen can be confirmed via the microscopic identification of 
spermatozoa. 

Samples where semen may be present undergo a differential lysis extraction process 
that aims to separate spermatozoa and epithelial cells into separate fractions. This 
separation is not always completely effective, and a mixing of fractions can occur. This 
is often referred to as cellular carryover. 

The current practice within Forensic DNA Analysis is for epithelial fractions from internal 
female sexual assault investigation kit (SAlK) samples to be stored following a 
differential lysis extraction process. This is because when these fractions are profiled, 
they are generally found to be a single contributor match to the person from whom the 
sample was taken. Given the nature of these samples, this finding is not unexpected. 
These epithelial fractions are stored indefinitely, and can be sent for DNA profiling at a 
future date if required. 

Semen Staining on Items 

The presence of semen on an item is normally the result of either direct ejaculation or 
contact with an item wet with semen (transfer). Any semen that may have been 
transferred I deposited can subsequently be lost by actions such as washing. 

Persistence of Semen in the Vagina 

The presence of semen in the vagina is normally the result of vaginal intercourse with 
internal ejaculation. The chance of detecting semen on a vaginal swab depends upon a 
number of factors such as: 

• the effectiveness of the sampling process; 
• the delay between deposition of the semen and sampling during the medical 

examination; 
• the biochemical conditions within the vagina. 
• any physiological factors that may affect semen production in the donor 

The greater the delay between deposition and sampling, the less chance there is of 
finding semen. Although highly variable, semen is likely to be found on vaginal swabs if 
they were taken 1-2 days after the act of vaginal intercourse. Semen is sometimes found 
on swabs taken between 2-7 days afterwards, but it is unlikely to be detected after 7 
days. This is due to a number of factors that can include the following: 
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• drainage of semen from the vagina; 
• loss of semen by bathing or washing (especially on external sites); 
• degradation of the spermatozoa and seminal fluid constituents. 

Saliva 

A presumptive chemical test (Phadebas) may be used to detect the possible presence 
of saliva. This test exploits the enzyme activity of a constituent of saliva called amylase. 
Amylase is usually present at a relatively high concentration in saliva, though this can 
vary considerably between individuals. Amylase may also be detected in other body 
fluids such as sweat, vaginal fluid and anal secretions, although usually at much lower 
concentration than that found in saliva. 

The presence of saliva on a surface may be the result of spitting or direct oral contact. 
Saliva may subsequently be transferred onto other items such as clothing or other areas 
of the body. Possible saliva stains may then be detected on skin swabs or items of 
clothing by the Phadebas test, as long as the clothing or skin has not been washed. 
Cellular material within the saliva, if present in sufficient quantities, can be used to obtain 
a DNA profile. 

JUSTICES ACT 1886 

I acknowledge by virtue of Section 110A (6C) (c) of the Justices Act 1886 that: 

(i) This written statement by me dated 15 September 2022 and contained in the pages 
numbered 1 to 1 09 is true to the best of my knowledge and belief; and 

(ii) I make it knowing that, I would be liable to prosecution for stating anything that I 
know is false. 

Reporter 

Signed at BRISBANE on 15 September 2022 
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20.3 Appendix 3 - Draft paternity statement 

Paternity trio evaluation wording 

XX. The results of the scientific examinations conducted in this laboratory are as follows: 

Reference Samples 

nn: XX- mother 
nn: XY- suspect 
nn: CC- child 

DNA profiles were obtained from these reference samples. These DNA profiles were different to 
each other. 

Information was observed within the DNA profile of CC, supporting the assumption that XX is 
indeed the biological mother of CC. 

The DNA profile obtained from the reference sample from XY was compared to the DNA profiles 
obtained from the reference samples of XX and CC in order to assist in the determination of the 
possible paternity of CC. 

XY possesses all of the obligate paternal alleles. In my opinion, it is possible that XY is the 
biological father of CC given that XX is the natural mother. The following statistical weighting has 
been calculated in support of this opinion: 

The DNA profile from CC is n times more likely to have occurred if CC was the offspring of XX and 
XY rather than if CC was the offspring of XX and a random man unrelated to XY <population data 
set> 

Paired kinship evaluation wording 

XX. The results of the scientific examinations conducted in this laboratory are as follows: 

Reference Samples 

nn: XY- suspect 
nn: CC- child 

DNA profiles were obtained from these reference samples. These DNA profiles were different to 
each other. 

The DNA profile obtained from the reference sample of XY was compared to the DNA profile 
obtained from the reference sample of CC in order to assist in the determination of the possibility of 
paternity of CC. 

In my opinion, it is possible that XY is the biological father of CC. The following statistical 
weighting has been calculated in support of this opinion: 

The DNA profile from CC is approximately x times more likely to have occurred if CC was the 
offspring XY rather than if CC was the offspring of a random man unrelated to XY. 
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20.4 Appendix 4 - DNA Evidentiary Certificate 

I, name, state 

Section 95A 
Evidence Act 1977 
Form 3 Version 2 

DNA EVIDENTIARY CERTIFICATE 

1. I am a DNA Analyst employed by Queensland Health Scientific Services 

2. I am a Scientist in the DNA Analysis Unit. 

3. My qualifications are: fill in 

4. I hold appointment as a DNA Analyst under the Evidence Act 1977. 

5. Appendix 1 to this certificate sets out the procedures and methodology used by Queensland 
Health Scientific Services in DNA testing. These procedures are carried out in accordance with the 
requirements of the National Association of Testing Authorities (NATA). 

6. On the DO day of MM, YYYY, insert delivery officer delivered a number of items to Queensland 
Health Scientific Services, which were then received and registered under laboratory number: 
123456789. 

7. These things were: 

8. On the ... 

9. On (or between) the date of initial receipt and the statement date, these things, namely insert 
specified items here 

Reference samples: 

were tested by me (and other laboratory staff): 

11. I have examined the laboratory's records relating to the receipt, storage and testing of the 
things referred to in paragraph 10 (including where the testing process was done by someone 
other than me) and confirm that the records indicate that all quality assurance procedures for the 
receipt, storage and testing of the things that were in place in the laboratory at the time of the 
testing were complied with. 

12. The results of the testing of the things referred to in paragraph 10 are as follows: 
Refer to attached table of results. 

Signed 
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Name Your Name 

DNA Analyst 

Date 

Notes: 

A. A party intending to rely on this DNA Evidentiary Certificate must give a copy to each other party in 
the proceeding at least 10 business days before the hearing day 
B. The DNA Analyst giving the certificate will be called to give evidence at the hearing where the 
certificate is to be used. 
C. Any party may request from the Chief Executive of the Department of Health a copy of the 
laboratory's records relating to the receipt, storage and testing of any things referred to in this certificate. 
D. If any party intends to challenge any matter stated in this certificate that party must give written 
notice of the matter to be challenged (in form 4) to the Chief Executive of the Department of Health and each 
other party at least 3 business days before the hearing. 

Page: 112 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

~Queens~ g5 ~ Governm61t1 



WIT.0019.0012.2270 

Procedure for the Release of Results using the Forensic Register 

20.5 Appendix 5- Further paragraphs for civil casework report 

Analytical Techniques 

In order to perform the DNA profiling process, DNA must first be isolated from the sub-sample 
obtained during examination. This is achieved by separating the cell containing the DNA from 
the substrate (eg, swab, tape lift, fabric, etc) by performing a number of washes and agitative 
steps. The cell is then broken open to release the DNA. During this step the DNA is 
separated from the cellular debris. This phase is termed 'DNA Extraction'. 

The next phase is known as 'Quantitation' and is used to assess the amount of DNA within 
the sample. This information is then used to optimise the next stage called 'Amplification'. 
Amplification is a process designed to make many copies of the targeted DNA regions within 
the extracted DNA of a specific sample. This procedure is based on the laboratory technique 
called the 'Polymerase Chain Reaction' (PCR) and can be thought of as a DNA photocopier. 

The amplified DNA is then separated based on the size of the targeted DNA fragments during 
a process called 'Capillary Electrophoresis'. This information is then analysed during a data 
analysis process aimed at labelling the individual fragments according to the relative size. 

The result of the above processes is a DNA profile which displays as peaks on a graph which 
are assessed by a reporting scientist. 

Quality 

All testing completed by the Forensic DNA Analysis laboratory is conducted under a strict 
quality framework to ensure the utmost reliability and integrity of all results released. This is 
achieved by establishing and maintaining the following quality measures, to name a few: 

• Use of Standard Operating Procedures (SOPs) 

• Intensive training schedule for staff associated to individual processes to 
ensure that only competent staff are conducting the tasks 

• Maintenance of continuity throughout the processes with the use of electronic 
batch /audit records and tracking of each exhibit/sample 

• Review of all work and results prior to release 

• Use of control and blank samples with every analytical processes 

• Internal validation of all techniques utilised within the Forensic DNA laboratory 

• Establishment and maintenance of staff and QPS DNA elimination databases 

• Environmental monitoring and cleaning of the individual laboratory spaces 

• Use of Personal Protective Equipment (PPE) throughout sample processing 

• Restricted access to the laboratory including specific areas within the laboratory 
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20.6 Appendix 6- Uniform Civil Procedure Rules 1999- Sect 428 

Uniform Civil Procedure Rules 1999 - Sect 428 

In accordance with the Uniform Civil Procedure Rules 1999- Sect 428, I confirm that: 

(a) the factual matters stated in the report are, as far as the expert knows, true; and 

(b) the expert has made all enquiries considered appropriate; and 

(c) the opinions stated in the report are genuinely held by the expert; and 

(d) the report contains reference to all matters the expert considers significant; and 

(e) the expert understands the expert's duty to the court and has complied with the duty. 

xxxxx 
Signed at BRISBANE on DO Month YYYY 
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20.7 Appendix 7- Actioning an exhibit that is no longer required for testing 

If the QPS decide that no further work is required on an exhibit they will check the 'No 
Testing Required' box on the within the 'Forensic Triage' field. 

Fo re rtSi c T r ia ge Sa mple Ma na g e-m e-nt 

0 I nte l FTA Card ~ No T~ti llQ Re-quired 0 Aut hori se QH to Ex am i 0 Autllorise- QH to Ret urn 

This will automatically enter the 'No further work required as per advice from QPS' 
(NWQPS) exhibit result line against the exhibit which will be highlighted in red. This line 
requires manual validation. 

17/ 07/ 2017 DB : 10 Re.sult NWQ PS - No furthe r 1.<1ork re.quire.d a s pe r a dv ice f rom Q PS NTR 6 00154 

If the exhibit has child exhibits then these children will also get the NWQPS exhibit result 
line, for example in the case of a SAlK that is no longer required, the SAlK and each of the 
swabs from the SAlK will have this line. 

If the sample is in the process of being profiled then it will be flagged on the batch worklists 
for analytical staff to cease processing depending on where the sample is. 

If the sample continues through analytical then the sample will populate the PDA worklists. 
The profile analyst will see the NWQPS line when entering into that sample for 
interpretation and will action the request for no further work. 

If interpretation has already been completed and the sample is on the Profile Review 
worklists when the NWQPS line is added then the reviewer will see the NWQPS line when 
entering into that sample and will action the request for no further work. 

Actioning No Further Work requests for samples on the PDA worklist 

If a scientist enters into a sample on the PDA worklist that has the NWQPS exhibit result 
line then they will action this request as follows: 

1. If there is a 'Calculation' process requiring validation, the scientist should enter a 
note into the calculation stating that the calculation has not been reviewed as no 
further work is required. They will then ask another scientist to validate the 
'Calculation'. 

2. Validate the NWQPS exhibit result line. 

3. Order a 'Reallocate' process to remove the sample from the PDA worklist. 

Actioning No Further Work requests for samples on the Profile Review worklist 

If a scientist enters into a sample on the Profile Review worklist that has the NWQPS 
exhibit result line then they must action this request as follows: 

If the DNA profile has been correctly interpreted as a single source profile then the reviewer 
is to complete the review of the result as per section 4.4.1 0 of this document. The NWQPS 
exhibit result line is to be validated as well as this will reflect the sample audit and ensure 
the sample is not accidentally added to the statement with a result. 
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If however the DNA profile is anything other than a single source profile or it appears the 
initial assessment of a single source DNA profile is not correct then the following 

1. If there is a 'Calculation' process requiring validation, the scientist should enter a 
note into the calculation stating that the calculation has not been reviewed as no 
further work is required. They will then ask another scientist to validate the 
'Calculation'. 

2. If there are profiles in the Profile Record table, the scientist should clear the Profile 

Record table by clicking on the ~ icon whilst in edit mode. 

3. Enter into each 'Result' that has an exhibit result line and 'incorrect' the line by 

clicking the icon. 

NCIDD • Upload 79088 140 1- in te l l 

Profile Re v ie w • 

03/11/20 17 08:38 

03/11/ 20 17 08 :38 

03/11/ 20 17 08 :40 

Result 

NCIDD 

• Three pe.-soA m ixed DNA profile 

• NCIDD upload - Intel mixed DNA profile UKM 1 

• Upload 790881 40 1- intel1 

03/11/ 20 17 08 :48 Profi le Review • 

UKM1 

4. If there is a 'NCI DO' test then this should be 'incorrected' by clicking on the ~ icon. 

5. Validate the 'Profile Review'. 

6. Validate the 'NWQPS' line. 

If advice is received that no further testing is required of a Post Mortem (PM) sample the 'No 
Testing Required' box within the 'Forensic Triage' field can be completed by a Senior Scientist or 
above. Staff at the HP4 and below level do not have access within the FR to complete this task 
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20.8 Appendix 8- Suggested PowerPiex®21 (and STRmixTM) statement wording 

NOTE 1: 
When wording your statement it is important to remember that the comparison is being 
performed by STRmix™ and therefore the conclusions are based on statistical interpretation. 
Intuitive checking is performed only to ensure that STRmix™ is giving an appropriate 
interpretation. Therefore, statements such as 'Mr X cannot be excluded as having contributed 
to this profile and therefore I have considered the following propositions' are not appropriate 
under this model. Your statement should refer only to your assumptions and the statistical 
interpretation. 

NOTE 2: 
A link between the profile obtained and the assumption of number of contributors is 
recommended. 

This could be written for mixtures in the following ways: 

The mixed DNA profile(s) obtained from this sample indicates the presence of DNA 
from three contributors. As such, an assumption of three contributors has been made 
for statistical analysis. 

Or 

A mixed DNA profile has been obtained from this sample. Based on the information 
within this DNA profile, an assumption of three contributors has been made for 
statistical analysis. 

This could be written for single source in the following ways: 

The DNA profile(s) obtained from this sample indicates the presence of DNA from a 
single contributor. As such, this DNA profile matches the reference DNA profile of XY 

The DNA profile(s) obtained from this sample matches the DNA profile of XY. 

NOTE 3: 

Rounding of LRs should be in the following conservative format: 
if the LR = 157 232, round to LR = 150 thousand. 
If the LR = 129, round to LR = 120 
If the LR = 72, no rounding performed .. 
If the LR = 2.3, round to LR = 2 
If the LR favours Hd and= 157 232, round to 160 thousand 
If the LR favours Hd and= 129, round to 130 
If the LR favours Hd and =72, no rounding performed. 
If the LR favours Hd and= 2.3, round to LR = 3 

Example wording 

.__ __ un_k_no_w_n_s__.l-
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- Swab (D), floor in foyer near charge counter 

The DNA profiles obtained from these samples [match each other and] do not match the 
reference DNA profiles associated with this matter. Each of these DNA profiles indicated 
male gender. 

Single Source 

- Swab (E), floor in charge area 

The DNA profile(s) obtained from this sample indicates the presence of DNA from a single 
contributor. As such, this DNA profile matches the reference DNA profile of XY. 

Based on statistical analysis, it is estimated that the DNA profile obtained is greater than 100 
billion times more likely to have occurred if the DNA originated from Mr X, rather than if the 
DNA originated from someone other than Mr X. 

OR 

The DNA profile obtained from this sample matches the DNA profile of Mr X. 

Based on statistical analysis, it is estimated that the DNA profile obtained is greater than 100 
billion times more likely to have occurred if Mr X had contributed DNA rather than if he had 
not. 

Non-

- Swab (B), floor near cells conditioned 
Mixture 

The mixed DNA profile(s) obtained from this sample indicates the presence of DNA from 
three contributors. As such, an assumption of three contributors has been made for statistical 
analysis. 

The reference DNA profiles of John, Sam and Carol have been compared with this mixed 
DNA profile separately, in order to assess whether or not any of them may have contributed 
DNA. Based on statistical analyses, the results are as follows: 

In favour of contribution: 

John - It is estimated that the mixed DNA profile obtained is approximately 4 times more likely 
to have occurred if he has contributed DNA rather than if he has not. 

In favour of non-contribution: 

Carol - It is estimated that the mixed DNA profile obtained is approximately 100,000 times 
more likely to have occurred if she has not contributed DNA rather than if she has contributed 
DNA. 

Inconclusive: 

Sam -It is estimated that the mixed DNA profile obtained is equally likely if he has contributed 
DNA rather than if he has not. 

Conditioned Mixture 
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Conditioned 
Mixture 

The mixed DNA profile(s) obtained from this sample indicates the presence of DNA from X 
contributors, one of whom could be Carol. Since this sample is said to have been collected 
from Carol, it would not be unexpected to find DNA which could have come from her. In 
order to interpret this mixed DNA profile an assumption of DNA from X contributors, one of 
whom is Carol, has been made. 

The reference DNA profile of John has been compared to this mixed DNA profile, to assess 
whether or not he may have contributed DNA along with Carol. 

Based on statistical analysis it is estimated that: 

In favour of contribution: 

John - It is estimated that the mixed DNA profile obtained is approximately 4 times more likely 
to have occurred if he has contributed DNA [along with Carol] rather than if he has not. 

In favour of non-contribution: 

John - It is estimated that the mixed DNA profile obtained is approximately 4 times more likely 
to have occurred if he has not contributed DNA rather than if he has contributed DNA. 

Inconclusive: 

John - It is estimated that the mixed DNA profile obtained is equally likely to have occurred if 
he has contributed DNA rather than if he has not. 

Excluded: 

Based on the assumption of X contributors and the presence of DNA from Carol, the 
following reference samples are excluded as potential contributors to the mixed DNA profile 
obtained: John et al 

Not unexpected Rectal swab 
findings Anterior lower gum swab 

The DNA profiles obtained from these samples [match each other and also] match the 
reference DNA profile of Carol. As these samples are said to have been taken from Carol, 
the finding of DNA which could have come from her is not unexpected, and therefore no 
statistical analysis has been performed. 

Insufficient 
DNA 

~....-____ ...J - Graph 21; swab; pop bottle 

This sample contained insufficient DNA to be suitable for analysis and was not tested 
further. 

No DNA 
Detected 

Page: 119 of 123 
Document Number: 34006V4 
Valid From: 2210712022 
Approverls: Cathie ALLEN 

Graph 9; swab; cot 
Graph 2; swab; flyscreen 

~ Queenslaf)cl)02 Qlf Governm61f 



WIT.0019.0012.2277 

Procedure for the Release of Results using the Forensic Register 

DNA was not detected in these samples and therefore they were not tested further. 

Complex- no 
STRmix 

Graph 11; swab; right thong 
Item 6; tapelift; back of hand 

The complex mixed DNA profiles obtained from these samples indicate the presence of 
DNA from more than three contributors and are therefore unsuitable for statistical analysis. 

Complex­
unsuitable Graph 5 

Due to the complex nature of this DNA profile, including uncertainty as to the number of 
contributors, in my opinion this DNA profile is not suitable for meaningful interpretation 
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20.9 Appendix 9- Working from Home- Statement drafting, reporting and reviewing 
tasks 

Drafting a statement 

• Complete paperless process as described in Section 5 of this document 
o It is important that a casefile is available at the time of statement release as 

the Admin staff need to locate the hardcopy of the statement to a physical 
location. The reporting scientist is to request that a file is created by the 
Admin staff via email (as per Section 5.1) as soon as possible. 

• In statement template, DO NOT DELETE the Peer Reviewer line on top left (signing 
block). The Options below are all written with no changes to the current statement 
template. 

• If there are urgent statements needing to be released, please communicate with 
your Supervisor on potential adjustments to the options below. 

• When the review is finalised, the options are: 
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1. Original statement sent to Admin, to process as per normal 

a. Print and sign statement as per normal 
b. Send statement in pre-paid envelope to FSS DNA Admin in supplied pre­

paid envelo 
c. Email to notify them a statement is in the mail 
d. Admin continue to process statement as per SOP. 

i. Admin will seek Reviewer's initials for the statement if they are at 
work 

ii. Admin will add initials of Peer Reviewer if they are also 
absenUworking from home eg. 'JAH as per FR record' 

iii. Admin to add Casefile Notation that initials have been added in 
Reviewer's absence as per FR record. 

Works for staff working 100% at home and includes Admin final check (very 
worthwhile). Requires staff to have a number of pre-paid envelopes with them. 

2. Organise to attend work and process as per normal 

a. Organise to attend work at a convenient time and to an area to minimise 
contact with other personnel if need be. 

b. Sign statement paperwork while at work 
c. Deliver statement to Admin for processing. 

i. Admin to write initials of Peer Reviewer if they are absent as per 
Option 1 (above). 

d. Reporting Scientist can choose to go through paper record of casefile at 
that stage, or not (and add a Casefile Notation that paper record has not 
been used at this stage). 

e. Add Casefile Notation detailing the process that has been followed. 
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Processed through Admin, SSLU, Records in the same way as current process. 
Can work for cases with generous timeframes and for staff not working 100% at 
home. 

Reviewing a Statement 

• Follow QIS 34006 and the paperless process described 

• Complete FR Review records as per SOP 

• If reviewer is present (even if the Reporting Scientist is not present but they have 
signed the statement), sign the relevant section of the statement and the date issued. 

• If reviewer is not present and the statement needs to be issued, Reporting 
ScientisUAdmin/delegate can add Reviewer's initials as per Option 1 above. 

• Casefile Notation to be added to say peer reviewed remotely. 
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20.10 Appendix 10- Offline Statements 

If a Statement of Witness needs to be written outside of the FR (eg, system is down), the 
templates are available in QIS. Templates exist for Statements of Witness and Intelligence 
Reports - see the following documents: 

QIS: 29010 - Statement of Witness template- stamp 
QIS: 29009 - Statement of Witness template- blank- no NATA endorsement 
QIS: 29024 - Use of offline Forensic Reporting templates 
QIS: 29011 -Generic report template 

This type of statement may be utilised in cases where someone other than the Reporting 
Scientist is requested to write a Statement of Witness. This may be, for example, by the 
examining scientist, or an analytical scientist. These statements should use the template 
without the stamp, as the stamp refers to the Reporting Scientist. 

These statements should be scanned into the FR upon completion or when the system is 
available and be accompanied by a Report record and Review record as per section 5 of 
this document 
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1 Purpose 

The purpose of this procedure is to describe the validation process for samples within 
Evidence Recovery, Forensic DNA Analysis. 

2 Scope 

This procedure applies to all Evidence Recovery staff required to perform validations. 

3 Definitions 

ERT: Evidence Recovery Team 
CSSE: Crime Scene Sample Envelope (packaging used by QPS to store items 

collected at a scene) 
QPS: Queensland Police Service 
FR: Forensic Register 

4 General Principles 

4.1 Competency 

The validation process must be performed by a person who is competent in the process 
being reviewed. 

4.2 Validation 

The Forensic Register will not allow the validation process to be completed by the user who 
performed the examination; therefore, a second user must complete the validation. If the 
second user finds an error and wishes to correct it themselves, they can no longer validate 
that examination. In most instances, when an error needs to be corrected it should be given 
back to the user who completed the examination, refer to section 6.1. 

The following processes will auto-validate: 

• Notations 

• Subsamples 

• Analytical notes 

• Specific result lines refer to Appendix 1 in QIS 33800 and Appendix 1 and 2 in QIS 

33798. 

Although these processes do not need to be validated, the user performing the validation 
must ensure the information within these processes is correct. 

4.3 Worklists 

The following worklists are used by ERT staff performing validations: 

• 13 icon > Worklist > click Worklist tab > Awaiting Review> In-tube check 

o Validator to ensure no in-tube checks are outstanding 

• 13 icon > Worklist > click Worklist tab > Awaiting Review > Item Exam 
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o Validator to validate Item Exams 

13 icon > Worklist > click Worklist tab > Awaiting Review> Microscopic 

o Validator to validate Microscopic processes 

13 icon > Worklist > click Worklist tab > Awaiting Review> Presumptive 

o Validator to validate Presumptive processes 

13 icon > Worklist > click Worklist tab > Awaiting Review> Result (this worklist 
must be filtered to show only ER and NWQPS results) 

o ER- validator to validate result lines 

o NWQPS - validator to validate result line and follow up items not yet 
examined or in the process of being examined 

13 icon > Worklist > click Worklist tab > On Hold - (this worklist must be filtered to 
show only Awaiting Advice) 

o Validator to check if requests that are > 10 days have been actioned, details 
of exhibits that remain outstanding are to be sent to the Senior Scientist. 

f3 icon > Worklist > click Worklist tab > Audit > 28 Day Audit Case Work 

o Validator to check the worklist for items that require an I NT result line 

13 icon > Worklist > click Worklist tab > Received 

o Validator transfers items for HP3 examination from the received worklist to 
either the Examination worklist or the On-hold worklist. 

o SAIKs cannot be transferred until FR details have been checked and an 
examination strategy has been formulated, refer to QIS 33798 for the SAlK 
strategy process. 

o Send request/tasks where necessary to confirm testing requirements (PM 
samples). 

• Click the "bdna" logo > Unit Work List tab 

o Validator to complete or delegate case management requests of absent 
staff. 

• Click the "bdna" logo> Unit Work List tab (click twice) > Compliance Audits> Major 
Crime Tech Review 

o Validator to validate Examination Summaries (or get the original case 
validator to validate them) 
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General guidelines for using worklists to validate: 

• The user performing validations should work from one worklist at a time. 

• When performing a validation on an exhibit, all outstanding process are to be 
validated at the same time for that item, as well as any outstanding validations for 
subsamples and child exhibits created from that exhibit. 

• When a validation is performed, the sample will drop off the awaiting review worklist 
for that test type. Review all the awaiting review worklists to ensure no validations 
have been missed. 

5 Procedure 

5.1 Validation Process 

1. Check testing requirements for the item, including the forensic category, description, 
location/owner, exhibit notes and analysis advice, forensic biology analytical advice, 
presumptive screening test and whether no testing required has been ticked. 

Note: The no testing required box will only display if it has been ticked. 

Case Rle E.xam inatio llS Case M.a nagemen.t ExlliDits 

Forensic No: - QPRI ~1 E­

Exhibit Record -
Fore ns ic Exhibit No Fore ns ic Category 

Tra ce DNA Ki t 

Pa rent Barco d'e Pra pe rty Tag 

Owner:: hi p f Relationship / Pri ori t isat ion 

0 Sus pect 

O Victim 

0 Unkna>h'n 

Foren: ic Bio log y An alytical Advice 

0 Entry I Ex it 

~ Weapon / Impleme nt 

0 Admiss:ian / IntEl 
{Pri nci.pa, Exhibit ) 

Oe:scription 

Tra ce 

Current location 

PSO 

Examinat ion Secti on 

0 Ana lyti~l Serv i ~:s 
0 Balli::t ics Sea:iorn 

0 Do cume_nt Ex a mina tio n 

0 Ma jor Orim e Unit 

0 Sam iJ' IE o r s:.m~i ng area h :.s bee n subje-cred to a fi ngerp.rint ex a minati ::m (Po\,•cfer or Chemica l) 

0 Sam j)IE o r s;am~i ng area h as bee n ... rash e-d or diluted 

0 5.3m ple o r s;3m p1in q area m ay be -::.arrJ n31 fl uid , a n3 s:is for Se me:n (Micros copy & DNA) is m-e-q ueste.d 

0 Sam ple o r s;am p1inq area m ay be s.ali'o'a, a n a"rsis fo r Saliv a (a -Amyl3sE!< &. DNIA) is ~"E-q l!' este d 
0 Sam ple req uire.~ a dditional a raalys is {lubrrica nt,. fib re , glass, s oil e tc. ) 

0 Fmge_rp nint Bu reau 

0 Phot Cl'grcphJc Seaia.n 

~ FS.'S DNA Analys·ts 

0 FS...'S Che mical An aly sis 

Presumptive Screenir g Te-::;t r------,------,--------,-------,---------1 

1o TMB +ve lo H~maT.-a<e· +• e lo AP ...,, o , e, lo P30 +v• b FLS +• • O co nnbu r + ye 

O co nnbu r -ve 

Forens ic Tri 3ge 

0 l.nte l FTA C3rd 

10 TMB -ve ID He:maTrace• -v.e 10 AP -ve ID P30 -ye 10 HS -ve 

Sa mple M3nagem e nt 

r,o Te~t ir g Requ·red 

Figure 1 - Testing requirements 
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2. Review any associated and relevant information in the case management reports table 
or the case management tab for Forensic DNA Analysis. 

3. Ensure the QPS image (if present) matches all information on the exhibit record page, 
including the barcode, QP and FR numbers, forensic category, description, and 
location/owner fields. Ensure a requesUtask has been sent if there are any 
discrepancies. 

Fo r·€nsic No:- QPRI ~1E····· -Exhibit ReGord 

ForEn:.ic Exhibit No Fore nsic Category 

Trace DNA Kit 

Figure 2 - Image check 

4. In the exhibit movement table, ensure the sample has been tracked correctly including 
the examination bench number and if it is currently stored to an appropriate location. 

5. Ensure the link chart is correct. 

6. Validate all processes with orange traffic lights under the examinations and exhibit 
analytical/testing tables excluding microscopic and presumptives, if present. See 
sections 5.2- 5.5 for details on specific processes. 

7. Add samples to the appropriate extraction worklist, see appendix 1 0.2. Ensure the 
appropriate worklist is selected based on case notes and the examination strategy for 
SAIKs. 

8. Validate microscopic and presumptive processes. 

9. Check that the information entered in auto-validated processes (notations, subsamples, 
and analytical notes) are correct. 

• Notations - Ensure the notes are correct 

• Subsamples- Ensure a SubiD has been entered and the correct SubType has 
been selected. Check that the notes correctly describe what the subsample is. 
Ensure the subsample has been stored correctly and a tube lot number has 
been entered if required (storage and tube lot numbers are not entered here if 
the subsample has been converted to a child exhibit). 

• Analytical notes- Check that the notes are correct and are present if required. 

10. Ensure a correct result line has been selected and is validated if required; refer to SOP 
33800 appendix 1, and SOP 33798 appendices 1 and 2 for information on which 
actions trigger automatic result lines and which items need manual result lines. Please 
note that result lines may be under the parent exhibit and/or the child exhibit. 
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11. To change the priority (i.e. P1) add a notation "Priority changed to P1 as per case 
notes" and click the P1 Priority radio button in the priority field. 

12. Add an INT (Item has been examined I sub-sampled) result line to finalise any 
item/exhibit that will not have a final DNA profile result (e.g. no DNA detected, Single 
Source DNA profile etc.) and has been subsampled. The following are examples of 
exhibits that require an INT result line: 

• SAlK parent barcode 

• Fabric that is being returned to QPS after sampling 

• Post mortem samples parent barcode 

• SAlK swab where the microscopic and p30 tests are negative 

5.2 Examination Record 

If an examination record is present it will be listed in the Examinations table on the exhibit 
record page, check that the following fields are complete and correct: 

1. Exam date/time 

2. Duration 

3. Check that the 'general', 'photo general' and 'no case file' boxes have been 
ticked. These boxes are located in the 'Examination Location -Scene I Subject 
Type' and 'Recording Method' fields. 

4. Examination notes (check that these are consistent with the notes written in the 
item exam on the exhibit record page). 

5. The item barcode is listed in the exhibits examined field. 

6. Ensure the components of the item are listed in the exhibits collected field. 

7. Check the examination images. Ensure all images of packaging match the 
information on the exhibit record page. Note: If the examination time field is later 
than the time that the photos were taken, a message will appear underneath the 
photos. If this occurs, then the examination time must be edited by the 
examiner. 

If the above information is complete and correct, then a tech and admin review must be 
performed. 

Page: 6 of 14 

1. Click the [Create Tech Review] button, a new window with the "Case File 
Technical Review" check box selected will be visible, press the save button. 

2. Click the [Create Admin Review] button, a new window with the "Case File 
Admin Review" check box selected will be visible, press the save button. 

3. The two traffic lights next to the examination in the examinations table will now 
be green. 
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5.3 Item exam 

1. In the notes field, check that the following have been mentioned and described 
appropriately: 

a. Packaging and seals including: 

• Type of seal 

• If intact 

• Whether it is signed and dated 

b. Package labelling 

c. A description of the item including (if relevant): 

• What it is 

• Size 

• Colour 

• Labelling/brand 

• Staining (including any presumptive tests conducted) 

• Physical appearance of damage 

d. A description of staining including (if relevant): 

• Shape 

• Distribution 

• Colour 

• Size (including measurements) 

• Intensity 

• Which side of the item the stain may have originated from 

• Any presumptive tests performed 

• Odour if applicable 

e. Presumptive results (AP and phadebas). 

f. How the sample was processed. 

Note: The 'the sample was observed to meet requirements for next process' tick box is an 
in-tube specific line and should never be recorded for items. 

1. Ensure a tube lot number has been entered if required. 

2. The tube has been tracked to an ERT-AS box. 
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3. If all details are correct click the [CLICK TO VALl DATE] bar, which will turn green. 

5.4 Microscopic 

1. Check that the following fields are complete and correct: 

a. SubiD 

b. SLIDE is selected in the SubType field 

c. Equipment number 

d. Result of the microscopy examination 

e. The H+E stains are entered in the reagents field 

f. The notes are completed including any England Finder coordinates 

2. Ensure the slide has been stored correctly. 

3. If all details are correct click the [CLICK TO VALIDATE] bar, which will turn green. 

5.5 Presumptive 

1. Consider whether the presumptive process is performed on the correct exhibit (parent 
exhibit or child exhibit). If the presumptive was performed on the parent exhibit, then it 
should be recorded against the parent exhibit. If the parent exhibit was subsampled 
(e.g. swab taken, fabric excised) and then the presumptive performed on this 
subsample, then the presumptive should be recorded against the child exhibit. 

2. Ensure any result/s have been correctly ticked in the result field 

3. For a positive AP result, ensure a time has been entered in the comments field 

4. For phadebas, ensure a time has been entered in the notes field, with a description of 
the positive areas including size and location. Ensure the examiner has discussed what 
areas were positive at 10 minutes and what areas were positive at 40 minutes. 

5. If an annotated image has been uploaded in an examination, ensure all marked areas 
are discussed in the notes field. 

6. Check that one or more reagents have been correctly entered into the reagent field. 

7. If all details are correct click the [CLICK TO VALIDATE] bar, which will turn green. 

5.6 Child Exhibits 

1. Clicking on the child exhibit in the link chart will take you to the exhibit record page for 
the child exhibit. 
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Link Chart: 

Figure 3- Child exhibit in link chart 

2. Check that the forensic category, description and location/owner are correct on the 
exhibit record page. 

3. From the exhibit movement table ensure the sample has been tracked correctly and is 
currently in an appropriate storage location. 

4. Complete steps 6 - 10 of section 5.1 for the child exhibit. 

5.7 Audits 

1. Exhibit room shelves - ensure all items physically located match the relevant worklist in 
FR (received or examination) and action if necessary. 

2. On-hold box- ensure all items physically located within the on-hold box match the On­
Hold worklist in FR and action if necessary. 

3. Freezer boxes- ensure all items physically located are stored correctly and match the 
relevant worklist in FR (received, examination or on-hold) and action if necessary. 

6 Actions 

6.1 Requesting a correction 

If the examination being validated is found to be incorrect or incomplete, then the user who 
completed the examination must be notified following the steps below. 

1. If an error is found during validation, then return to the review worklist and click on the 
barcode hyperlink for the sample that needs correcting. 

2. Click on the "View Analysis" button in the top right corner. 

3. Click on the edit button under profile analysis. 
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Profi le Analytical Detail ~ 9:1 ·~· L::l~='"":::_·:::_ .. _____ _~*-¥.· · ·*- @Affiffi@ 
Exhibit Deta il 

Bilrcode No : Fol"li!n :a ic fl o : - Q PiUME N'o : 

Ops ratio n : 

Offe nce: AsS<! u lt Com pla ina nt : lm a Vid im 

Bi!l i:cl1 No : Su bj .~ct : I rru~ Vicl:im 

Category F.a br ic 2C . PossiDie Saliv.a s ta in Front ce ntre 

C!l:!i e Sc i ent i:!i ~ :- P! PPJA. A Rev iew ScM! Iit i ~- LANCASTER.K 

Profile Ana lysis 

Barco d.,. DNA Extra ction & Post Ext. DNA Qua ntifi cat ion 

Profi le Interpretat ion F Om•ribmo~ 
O cx O NP 0 Pu O ST 

Figure 4- Profile data analysis page 

4. Type your initials into the notes field. 

Profile Analys is 

Barcode DNA Extra ct ion & Post E:<t. DW\ Qu~n ti fica :~on 

No Rem .-ds 

Profile Interpretat ion 

ST Rmix"'" 

Cont nb utors Profi le STRmDo: ' ., 

O cx O NP O PU D sT 

Figure 5- Notes field on PDA page 

5. Press the save button. 

Unallocated 

DNA Am pliflc.il: ion SV1 T\1 1 SV2 1\12 

Notes 

DNA Am pJifi ca tJOn 5 \J l TV1 SV2 TV2 

KJM 

6. This will now display in the review worklist in the PDA notes column. Note: The PDA 
note will display in all review worklists where the sample has outstanding processes. 

Review Worklist Presum pt ive 

E;.; hibit 

Ako hoi Wip <i! 

Glil!i!i 

Aud io / Vide o C-3s.s ette 

Showin91 to 4of 4 entries 

Figure 6- PDA notes column 

Dat.e / T1m!:! 

30/ 04/202 1 10 :15 

27/ 08/ 2 02 1 13:0 6 

27/ 08/202 1 13:0 6 

0 6/ 10/202 1 16 :0 2 

Pricn i ty 

P3 

P3 

P3 

~IF-'_·~~~ ~_,_~ ____ JI IIIIII 

Unva lidate d 

7. Email the examiner informing them of the corrections required. If the original examiner 
is absent, another examiner can perform the correction if necessary. 

8. The examiner is to make the corrections required and send a return email stating that 
the corrections have been made. 

9. Check that the corrections have been made and validate the required processes. 

10. Follow steps 1 - 5 to edit the PDA notes and remove your initials. 

Note: The PDA note will only display against the barcode that it is recorded against, and 
not child/parent exhibits. 
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6.2 Incorrect exhibit result lines and incorrect or duplicate examinations 

If there is an error in the exhibit analytical/testing table, the line which contains the error 
must be marked as incorrect by the user who made the error, examples of this include: 

• An incorrect exhibit result line has been selected 

• An incorrect examination has been performed 

• The examination is duplicated 

A line within the exhibit analytical/testing table can only be marked as incorrect by the 
examiner if it has not yet been validated, refer to QIS 33800 for the process to incorrect. If 
the line has been validated, or it is a line that auto-validates, it can only be incorrected by a 
Senior Scientist. 

Note: The examiner should delete all information within the record before it is incorrected. 
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7 Associated Documentation 

QIS: 17185 - Detection of Azoospermic Semen in Casework Samples 
QIS: 17186 - The Acid Phosphatase screening test for seminal stains 
QIS: 17189 - Examination For & Of Spermatozoa 
QIS: 17190 - Tetramethylbenzidine Screening Test for Blood 
QIS: 22857 - Anti-contamination Procedure 
QIS: 23849 - Common Forensic DNA Analysis Terms and Acronyms 
QIS: 23959 - Storage Guidelines for Forensic DNA Analysis 
QIS: 33798 - Examination of Sexual Cases 
QIS: 33771 - Examination of in-tube samples 
QIS: 33998 - Phadebas test for saliva 
QIS: 33800 - Examination of Items 

8 References 

Nil. 

9 Amendment History 

QIS2 Edition 
Version Date Updated By 
1 15/06/2017 Chelsea Savage 
2 29/11/2018 Chelsea Savage 

3 05/08/2020 Abbie Ryan 

4 26/04/2022 J Seymour-Murray, K 
Morton 

10 Appendices 

1 Appendix 1: Checklist for ValidationsAppendix 1: 
2 Appendix 2: Extraction Worklist Selection 
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10.1 Appendix 1: Checklist for Validations 

1 Check testing requirements 

2 Check any reports in the case management reports table 

3 Check images 

4 Check tracking and that the sample is stored correctly in sample movement table 

5 Check link chart 

6 Check the following information in the examination record (if present) - exam 
date/time, duration, the 'general', 'photo general' and 'no case file' boxes have been 
ticked, examination notes, item barcode is entered in the exhibits examined, the 
components of the exhibit are listed in the exhibits collected field and exam images 
are uploaded. 

7 Validate: 

Item exam- Ensure seals, labelling, description of item and staining and how the 
sample is processed is included in the notes field, and a tube lot number is entered if 
required. 

8 Add the sample to the relevant extraction worklist. 

9 Validate: 

Microscopic- Ensure the SubiD, SubType, equipment number, result of microscopy 
examination, reagents and notes fields are correct and complete 

Presumptive - Ensure the results, comments, notes, and reagents fields are correct 
and complete. 

10 Check the information in auto-validated processes 

11 Validate manual result lines if required. Ensure any relevant auto-generated result 
lines are present. 

12 Check that an analytical note has been entered if required 

13 Check that the details entered into the exhibit record page for child exhibits are 
correct. Check storage for the child exhibit and complete steps 6 - 12 in section 5.1 
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10.2 Appendix 2: Extraction Worklist Selection 

Sample Type 

Cells 

Saliva 

Semen 

Chewing Gum 
(cells) 

Semen/Saliva 

Reference 

Bones 

Urgent P1 
samples (cells) 
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Extraction Worklist 

QIAsymphony Pre-Lysis 

Retain Supernatant DNA IQ 

Differential Lysis DNA IQ 

Maxwell16 DNA IQ 

Diff Lysis Retain Supernatant 

Maxwell16 DNA IQ 

Organic Bone 

Maxwell16 DNA IQ 
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Queensland HeaHh 

Forensic and Scientific Serv~ces 

Technical and Administrative Review of Records 
Created in the Forensic Register 

1 Purpose 

The purpose of this document is to describe the procedure for the technical and 
administrative review of sample and case records created in the Forensic Register. 

2 Scope 

This procedure applies to all Forensic DNA Analysis staff who are required to perform 
technical and administrative reviews. 

This procedure does not include the guidelines for the scientific interpretation of DNA profiling 
results. This information can be found in QIS 33773 Procedure for Profile Data Analysis using 
the Forensic Register. 

3 Definitions 

Case Record 

FR 
EPG 
OQI 
QPS 

Records of the case in FR, or a hardcopy case file containing FR 
records 
Forensic Register 
Electropherogram 
Opportunity for quality improvement 
Queensland Police Service 

4 Administrative and Technical Reviews 

An administrative review is a review performed to ensure the completeness and correctness of 
case records and reports issued; a technical review is a review of a case record that checks 
the validity of the results and opinions contained within a report. 

The Forensic Register contains the primary Case File record for all cases entirely received 
after 15 June 2017. All records pertaining to the Administrative and Technical review are 
stored within the Forensic Register. 

An administrative and technical review can be performed at the same time by the same 
person but must not be performed by a person on their own work. 

A person performing a technical review must be competent in the process that they are 
reviewing e.g. if a case contains mixed DNA profiles, the reviewer must be competent to 
interpret mixed DNA profiles to the appropriate level. 

Results can be reported to the client in two ways: 
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• Electronically in the FR using Exhibit Reports 
• In a paper statement or report 

An administrative and technical review is performed on 100% of results released by the 
laboratory, including electronic Exhibit Reports, links and statements. 

When a result is released by the Evidence Recovery team, a technical and administrative 
review is conducted which includes checking sample records and packaging images. Refer 
to QIS 34298 for the review process conducted by the Evidence Recovery team. 

Once a DNA profile has been obtained for a sample, that sample will automatically populate 
the PDA worklists. Once interpretation has been performed the sample will populate a 
review worklist regardless of whether a paper case file exists. 

When reviewing a result where a paper case file exists the reviewer must also perform an 
administrative review of the paper records pertaining to that result. This includes checking 
transcriptions and annotations on epgs. By validating the result, the scientist is 
acknowledging that both the technical and administrative aspects relating to this sample 
record (both paper and electronic) have been reviewed. 

5 Review of Statements and Reports 

The review of the statement of witness is the final step in the DNA profile interpretation 
process. At this stage the reviewer should check that all records in the FR have been 
reviewed and that any statistical calculations and opinions in the statement of witness have 
been appropriately reported. All profile interpretations in the FR should be consistent with 
those in the statement. 

A statement may be accompanied by a paper file e.g. sexual assault and large cases. If a 
paper file exists, the reviewer should check: 

• that any descriptions or interpretations noted on the EPG are correct (note that 
annotations of EPGs in the casefile are not compulsory) 

• that the case file has all relevant communications and case notes included 

If a review is being completed remotely, the paper case file may be unable to be checked. 
In this instance, a case file notation should be added to the FR to explain the departure 
from procedure. An administrative review of the case file should be completed prior to 
taking the file to court. 

Administrative staff (or delegate) will: 
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• stamp the case file, if it exists, with the case identifier and write the total number of 
pages on the front of the case file or on the Case Files Particulars page (QIS 34307) 

• ensure the original report is sent to the client and place a copy in the paper case file 
• if report is also faxed, include a copy of fax cover sheet in the case file. These pages 

are included in the total number of pages in the case file 
• in all instances a copy of the statement is uploaded to the FR. No paper records are 

kept for cases with no case file. 
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6 Additional information 

Discuss any comments or discrepancies with the Reporting Scientist, or relevant scientist. 
If there are major discrepancies that affect the results, it may be necessary to consult QIS 
36061 -Procedure for Resolving DNA Profile Interpretation Differences of Opinion or raise 
an OQI as a record of the investigation and implementation of corrective and preventive 
actions. Any discrepancies must be resolved to the satisfaction of the relevant parties. If 
problems cannot be resolved, a Senior Scientist, or Team Leader should be consulted. 

The reviewer must use their approved number of initials, either two or three initials, as per 
NATA guidelines (refer 17088). 

The following scenarios are acceptable: 

• Sample result gets entered by Person A and validated/reviewed by Person B. Person A writes 
statement (containing all sample results) and this is reviewed by Person B. 

• Sample result gets entered by Person A and validated/reviewed by Person B. Person B writes 
statement (containing all sample results) and this is reviewed by Person A. 

• Sample result gets entered by Person A and validated/reviewed by Person B. Person C 
writes statement (containing all sample results) and this is reviewed by Person A. 

• Sample result gets entered by Person A and validated/reviewed by Person B. Person C 
writes statement (containing all sample results) and this is reviewed by Person B. 

7 Associated Documentation 

QIS 17088 
QIS 33773 
QIS 34006 
QIS 34298 
QIS 17168 
QIS 34247 
QIS 34229 
QIS 35007 
QIS 34307 
QIS 36061 

8 References 

Procedure for recording handwriting specimens in Police services 
Procedure for Profile Data Analysis using the Forensic Register 
Procedure for the Release of Results using the Forensic Register 
Validation of Examinations 
Basics of DNA profile interpretation 
Creating and Reviewing Links - FR 
Explanation of Exhibit Results for FR 
Use of STRmix Software 
Forensic DNA Analysis- Case File Particulars 
Procedure for Resolving DNA Profile Interpretation Differences of Opinion 

National Association of Testing Authorities (NATA). Legal-Forensic Science ISO/I EC 17025 
Appendix. Refer to NATA website: http://VIIINW.nata.com.au 

9 Amendment History 

Version 
1 
2 

3 
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June 2022 E Caunt Updated template. Referred to when 
a paper file does not exist. Added 
what happens in admin when no file. 
Referred to QIS 36061 
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Preface 

This Standard was prepared by the Australian members of the Joint Standards Australia/Standards 
New Zealand Committee QR-010, Conformity Assessment, to supersede AS ISO/IEC 17025-2005, 
General requirements for the competence of testing and calibration laboratories. 

After consultation with stakeholders in both countries, Standards Australia and Standards New 
Zealand decided to develop this Standard as an Australian Standard rather than an Australian/New 
Zealand Standard. 

The objective of this Standard is to specify the general requirements for the competence, impartiality 
and consistent operation of laboratories. This Standard is applicable to all organizations performing 
laboratory activities, regardless of the number of personnel. 

This Standard is identical with, and has been reproduced from ISO/IEC 17025:2017, General requirements 
for the competence of testing and calibration laboratories. 

As this document has been reproduced from an International Standard, a full point substitutes for a 
comma when referring to a decimal marker. 

Australian or Australian/New Zealand Standards that are identical adoptions of international 
normative references may be used interchangeably. Refer to the online catalogue for information on 
specific Standards. 

The terms 'normative' and 'informative' are used in Standards to define the application of the 
appendices or annexes to which they apply. A 'normative' appendix or annex is an integral part of a 
Standard, whereas an 'informative' appendix or annex is only for information and guidance. 
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Foreword 

ISO (the International Organization for Standardization) is a worldwide federation of national 
standards bodies (ISO member bodies). The work of preparing International Standards is normally 
carried out through ISO technical committees. Each member body interested in a subject for which 
a technical committee has been established has the right to be represented on that committee. 
International organizations, governmental and non-governmental, in liaison with ISO, also take part in 
the work. In the field of conformity assessment, ISO and the International Electrotechnical Commission 
(IEC) develop joint ISO/IEC documents under the management of the ISO Committee on Conformity 
assessment (ISO/CASCO). 

The procedures used to develop this document and those intended for its further maintenance are 
described in the ISO/IEC Directives, Part 1. In particular the different approval criteria needed for the 
different types of ISO documents should be noted. This document was drafted in accordance with the 
editorial rules of the ISO/IEC Directives, Part 2 (see www.iso.org/d irectjves). 

Attention is drawn to the possibility that some of the elements of this document may be the subject of 
patent rights. ISO shall not be held responsible for identifying any or all such patent rights. Details of 
any patent rights identified during the development of the document will be in the Introduction andjor 
on the ISO list of patent declarations received (see www.iso.org/patents). 

Any trade name used in this document is information given for the convenience of users and does not 
constitute an endorsement. 

For an explanation on the voluntary nature of standards, the meaning of ISO specific terms and 
expressions related to conformity assessment, as well as information about ISO's adherence to the 
World Trade Organization (WTO) principles in the Technical Barriers to Trade (TBT) see the following 
URL: www.iso.org/iso/foreword.html. 

This document was prepared by the ISO Committee on Conformity Assessment (CASCO) and circulated 
for voting to the national bodies of both ISO and IEC, and was approved by both organizations. 

This third edition cancels and replaces the second edition (ISO/IEC 17025:2005), which has been 
technically revised. 

The main changes compared to the previous edition are as follows: 

the risk-based thinking applied in this edition has enabled some reduction in prescriptive 
requirements and their replacement by performance-based requirements; 

there is greater flexibility than in the previous edition in the requirements for processes, procedures, 
documented information and organizational responsibilities; 

a definition of "laboratory" has been added (see .3..6). 

©Standards Australia Limited 2018 
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Introduction 

This document has been developed with the objective of promoting confidence in the operation of 
laboratories. This document contains requirements for laboratories to enable them to demonstrate they 
operate competently, and are able to generate valid results. Laboratories that conform to this document 
will also operate generally in accordance with the principles of ISO 9001. 

This document requires the laboratory to plan and implement actions to address risks and opportunities. 
Addressing both risks and opportunities establishes a basis for increasing the effectiveness of the 
management system, achieving improved results and preventing negative effects. The laboratory is 
responsible for deciding which risks and opportunities need to be addressed. 

The use of this document will facilitate cooperation between laboratories and other bodies, and assist 
in the exchange of information and experience, and in the harmonization of standards and procedures. 
The acceptance of results between countries is facilitated if laboratories conform to this document. 

In this document, the following verbal forms are used: 

"shall" indicates a requirement; 

"should" indicates a recommendation; 

"may" indicates a permission; 

"can" indicates a possibility or a capability. 

Further details can be found in the ISO/IEC Directives, Part 2. 

:0 For the purposes of research, users are encouraged to share their views on this document and their 
f§ ·- priorities for changes to future editions. Click on the link below to take part in the online survey: c. 
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Australian Standard® 

General requirements for the competence of testing and calibration 
laboratories 

1 Scope 

This document specifies the general requirements for the competence, impartiality and consistent 
operation oflaboratories. 

This document is applicable to all organizations performing laboratory activities, regardless of the 
number of personnel. 

Laboratory customers, regulatory authorities, organizations and schemes using peer-assessment, 
accreditation bodies, and others use this document in confirming or recognizing the competence of 
laboratories. 

2 Normative references 

The following documents are referred to in the text in such a way that some or all of their content 
constitutes requirements of this document. For dated references, only the edition cited applies. For 
undated references, the latest edition of the referenced document (including any amendments) applies. 

ISO/IEC Guide 99, International vocabulary of metrology - Basic and general concepts and associated 
terms (VIM]ll 

ISO/IEC 17000, Conformity assessment- Vocabulary and general principles 

3 Terms and definitions 

For the purposes of this document, the terms and definitions given in ISO/IEC Guide 99 and 
ISO/IEC 17000 and the following apply. 

ISO and IEC maintain terminological databases for use in standardization at the following addresses: 

ISO Online browsing platform: available at https:ffwww.iso.orgfobp 

IEC Electropedia: available at http:jfwww.electropedia.org/ 

3.1 
impartiality 
presence of objectivity 

Note 1 to entry: Objectivity means that conflicts of interest do not exist, or are resolved so as not to adversely 
influence subsequent activities of the laboratory (3.6). 

Note 2 to entry: Other terms that are useful in conveying the element of impartiality include "freedom from 
conflict of interests", "freedom from bias", "lack of prejudice", "neutrality", "fairness", "open-mindedness", "even­
handedness"," detachment", "balance". 

(SOURCE: ISO/IEC 17021-1:2015, 3.2, modified- The words "the certification body" have been replaced 
by "the laboratory" in Note 1 to entry, and the word "independence" has been deleted from the list in 
Note 2 to entry.] 

1) Also known as JCGM 200. 

© Standards Australia Limited 2018 
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3.2 
complaint 

WIT.0019.0012.2308 

2 

expression of dissatisfaction by any person or organization to a laboratory (3.6), relating to the activities 
or results of that laboratory, where a response is expected 

[SOURCE: ISO/IEC 17000:2004, 6.5, modified - The words "other than appeal" have been deleted, and 
the words "a conformity assessment body or accreditation body, relating to the activities of that body" 
have been replaced by "a laboratory, relating to the activities or results of that laboratory".] 

3.3 
interlaboratory comparison 
organization, performance and evaluation of measurements or tests on the same or similar items by 
two or more laboratories in accordance with predetermined conditions 

[SOURCE: ISO/IEC 17043:2010, 3.4] 

3.4 
intralaboratory comparison 
organization, performance and evaluation of measurements or tests on the same or similar items 
within the same laboratory (3.6) in accordance with predetermined conditions 

3.5 
proficiency testing 
evaluation of participant performance against pre-established criteria by means of interlaboratory 
comparisons (3.3) 

[SOURCE: ISO/IEC 17043:2010, 3.7, modified- Notes to entry have been deleted.] 

3.6 
laboratory 
body that performs one or more of the following activities: 

testing; 

calibration; 

sampling, associated with subsequent testing or calibration 

Note 1 to entry: In the context of this document, "laboratory activities" refer to the three above­
mentioned activities. 

3.7 
decision rule 
rule that describes how measurement uncertainty is accounted for when stating conformity with a 
specified requirement 

3.8 
verification 
provision of objective evidence that a given item fulfils specified requirements 

EXAMPLE 1 Confirmation that a given reference material as claimed is homogeneous for the quantity value 
and measurement procedure concerned, down to a measurement portion having a mass of 10 mg. 

EXAMPLE 2 Confirmation that performance properties or legal requirements of a measuring system 
are achieved. 

~ EXAMPLE 3 Confirmation that a target measurement uncertainty can be met. 

©Standards Australia Limited 2018 
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Note 1 to entry: When applicable, measurement uncertainty should be taken into consideration. 

Note 2 to entry: The item may be, for example, a process, measurement procedure, material, compound, or 
measuring system. 

Note 3 to entry: The specified requirements may be, for example, that a manufacturer's specifications are met. 

Note 4 to entry: Verification in legal metrology, as defined in VIML, and in conformity assessment in general, 
pertains to the examination and marking and/or issuing of a verification certificate for a measuring system. 

Note 5 to entry: Verification should not he confused with calibration. Not every verification is a validation (3.9). 

Note 6 to entry: In chemistry, verification ofthe identity of the entity involved, or of activity, requires a description 
of the structure or properties of that entity or activity. 

(SOURCE: ISO/IEC Guide 99:2007, 2.44] 

3.9 
validation 
verification (3.8), where the specified requirements are adequate for an intended use 

EXAMPLE A measurement procedure, ordinarily used for the measurement of mass concentration of 
nitrogen in water, may be validated also for measurement of mass concentration of nitrogen in human serum. 

[SOURCE: ISO/IEC Guide 99:2007, 2.45] 

4 General requirements 

4.1 Impartiality 

4.1.1 Laboratory activities shall be undertaken impartially and structured and managed so as to 
safeguard impartiality. 

4.1.2 The laboratory management shall be committed to impartiality. 

4.1.3 The laboratory shall be responsible for the impartiality of its laboratory activities and shall not 
allow commercial, financial or other pressures to compromise impartiality. 

4.1.4 The laboratory shall identify risks to its impartiality on an on-going basis. This shall include those 
risks that arise from its activities, or from its relationships, or from the relationships of its personnel. 
However, such relationships do not necessarily present a laboratory with a risk to impartiality. 

NOTE A relationship that threatens the impartiality of the laboratory can be based on ownership, governance, 
management, personnel, shared resources, finances, contracts, marketing (including branding), and payment of 
a sales commission or other inducement for the referral of new customers, etc. 

4.1.5 If a risk to impartiality is identified, the laboratory shall be able to demonstrate how it eliminates 
or minimizes such risk. 

4.2 Confidentiality 

4.2.1 The laboratory shall be responsible, through legally enforceable commitments, for the 
management of all information obtained or created during the performance of laboratory activities. 
The laboratory shall inform the customer in advance, of the information it intends to place in the public 
domain. Except for information that the customer makes publicly available, or when agreed between the 

©Standards Australia Limited 2018 
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laboratory and the customer (e.g. for the purpose of responding to complaints), all other information is 
considered proprietary information and shall be regarded as confidential. 

4.2.2 When the laboratory is required by law or authorized by contractual arrangements to release 
confidential information, the customer or individual concerned shall, unless prohibited by law, be 
notified of the information provided. 

4.2.3 Information about the customer obtained from sources other than the customer (e.g. complainant, 
regulators) shall be confidential between the customer and the laboratory. The provider (source) of this 
information shall be confidential to the laboratory and shall not be shared with the customer, unless 
agreed by the source. 

4.2.4 Personnel, including any committee members, contractors, personnel of external bodies, or 
individuals acting on the laboratory's behalf, shall keep confidential all information obtained or created 
during the performance of laboratory activities, except as required by law. 

5 Structural requirements 

5.1 The laboratory shall be a legal entity, or a defined part of a legal entity, that is legally responsible 
for its laboratory activities. 

NOTE For the purposes of this document, a governmental laboratory is deemed to be a legal entity on the basis 
of its governmental status. 

5.2 The laboratory shall identify management that has overall responsibility for the laboratory. 

5.3 The laboratory shall define and document the range of laboratory activities for which it conforms 
with this document. The laboratory shall only claim conformity with this document for this range of 
laboratory activities, which excludes externally provided laboratory activities on an ongoing basis. 

5.4 Laboratory activities shall be carried out in such a way as to meet the requirements of this 
document, the laboratory's customers, regulatory authorities and organizations providing recognition. 
This shall include laboratory activities performed in all its permanent facilities, at sites away from its 
permanent facilities, in associated temporary or mobile facilities or at a customer's facility. 

5.5 The laboratory shall: 

a) define the organization and management structure of the laboratory, its place in any 
parent organization, and the relationships between management, technical operations and 
support services; 

b) specify the responsibility, authority and interrelationship of all personnel who manage, perform or 
verify work affecting the results of laboratory activities; 

c) document its procedures to the extent necessary to ensure the consistent application of its 
laboratory activities and the validity of the results. 

5.6 The laboratory shall have personnel who, irrespective of other responsibilities, have the authority 
and resources needed to carry out their duties, including: 

a) implementation, maintenance and improvement of the management system; 

b) identification of deviations from the management system or from the procedures for performing 
laboratory activities; 

c) initiation of actions to prevent or minimize such deviations; 

©Standards Australia Limited 2018 
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d) reporting to laboratory management on the performance of the management system and any need 
for improvement; 

e) ensuring the effectiveness of laboratory activities. 

5.7 Laboratory management shall ensure that: 

a) communication takes place regarding the effectiveness of the management system and the 
importance of meeting customers' and other requirements; 

b) the integrity of the management system is maintained when changes to the management system 
are planned and implemented. 

6 Resource requirements 

6.1 General 

The laboratory shall have available the personnel, facilities, equipment, systems and support services 
necessary to manage and perform its laboratory activities. 

6.2 Personnel 

6.2.1 All personnel of the laboratory, either internal or external, that could influence the 
laboratory activities shall act impartially, be competent and work in accordance with the laboratory's 
management system. 

6.2.2 The laboratory shall document the competence requirements for each function influencing the 
results of laboratory activities, including requirements for education, qualification, training, technical 
knowledge, skills and experience. 

6.2.3 The laboratory shall ensure that the personnel have the competence to perform laboratory 
activities for which they are responsible and to evaluate the significance of deviations. 

6.2.4 The management of the laboratory shall communicate to personnel their duties, responsibilities 
and authorities. 

6.2.5 The laboratory shall have procedure(s) and retain records for: 

a) determining the competence requirements; 

b) selection of personnel; 

c) training of personnel; 

d) supervision of personnel; 

e) authorization of personnel; 

f) monitoring competence of personnel. 

6.2.6 The laboratory shall authorize personnel to perform specific laboratory activities, including but 
not limited to, the following: 

a) development, modification, verification and validation of methods; 

b) analysis of results, including statements of conformity or opinions and interpretations; 

c) report, review and authorization of results. 
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6.3 Facilities and environmental conditions 

6.3.1 The facilities and environmental conditions shall be suitable for the laboratory activities and 
shall not adversely affect the validity of results. 

NOTE Influences that can adversely affect the validity of results can include, but are not limited to, microbial 
contamination, dust, electromagnetic disturbances, radiation, humidity, electrical supply, temperature, sound 
and vibration. 

6.3.2 The requirements for facilities and environmental conditions necessary for the performance of 
the laboratory activities shall be documented. 

6.3.3 The laboratory shall monitor, control and record environmental conditions in accordance with 
relevant specifications, methods or procedures or where they influence the validity of the results. 

6.3.4 Measures to control facilities shall be implemented, monitored and periodically reviewed and 
shall include, but not be limited to: 

a) access to and use of areas affecting laboratory activities; 

b) prevention of contamination, interference or adverse influences on laboratory activities; 

c) effective separation between areas with incompatible laboratory activities. 

6.3.5 When the laboratory performs laboratory activities at sites or facilities outside its permanent 
control, it shall ensure that the requirements related to facilities and environmental conditions of this 

:0 document are met. · 
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6.4.1 The laboratory shall have access to equipment (including, but not limited to, measuring 
instruments, software, measurement standards, reference materials, reference data, reagents, 
consumables or auxiliary apparatus) that is required for the correct performance of laboratory activities 
and that can influence the results. 

NOTE 1 A multitude of names exist for reference materials and certified reference materials, including reference 
standards, calibration standards, standard reference materials and quality control materials. ISO 17034 contains 
additional information on reference material producers (RMPs). RMPs that meet the requirements of ISO 17034 
are considered to be competent. Reference materials from RMPs meeting the requirements of ISO 17034 are 
provided with a product information sheet/certificate that specifies, amongst other characteristics, homogeneity 
and stability for specified properties and, for certified reference materials, specified properties with certified 
values, their associated measurement uncertainty and metrological traceability. 

NOTE 2 ISO Guide 33 provides guidance on the selection and use ofreference materials. ISO Guide 80 provides 
guidance to produce in-house quality control materials. 

6.4.2 When the laboratory uses equipment outside its permanent control, it shall ensure that the 
requirements for equipment of this document are met. 

6.4.3 The laboratory shall have a procedure for handling, transport, storage, use and planned 
maintenance of equipment in order to ensure proper functioning and to prevent contamination or 
deterioration. 

6.4.4 The laboratory shall verify that equipment conforms to specified requirements before being 
placed or returned into service. 
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6.4.5 The equipment used for measurement shall be capable of achieving the measurement accuracy 
and/or measurement uncertainty required to provide a valid result. 

6.4.6 Measuring equipment shall be calibrated when: 

the measurement accuracy or measurement uncertainty affects the validity of the reported 
results, and/or 

calibration of the equipment is required to establish the metrological traceability of the 
reported results. 

NOTE Types of equipment having an effect on the validity of the reported results can include: 

- those used for the direct measurement of the measurand, e.g. use of a balance to perform a mass measurement; 

those used to make corrections to the measured value, e.g. temperature measurements; 

those used to obtain a measurement result calculated from multiple quantities. 

6.4.7 The laboratory shall establish a calibration programme, which shall be reviewed and adjusted as 
necessary in order to maintain confidence in the status of calibration. 

6.4.8 All equipment requiring calibration or which has a defined period of validity shall be labelled, 
coded or otherwise identified to allow the user of the equipment to readily identify the status of 
calibration or period of validity. 

6.4.9 Equipment that has been subjected to overloading or mishandling, gives questionable results, or 
has been shown to be defective or outside specified requirements, shall be taken out of service. It shall be 
isolated to prevent its use or clearly labelled or marked as being out of service until it has been verified 
to perform correctly. The laboratory shall examine the effect of the defect or deviation from specified 
requirements and shall initiate the management of nonconforming work procedure (see L.l.O.). 

6.4.10 When intermediate checks are necessary to maintain confidence in the performance of the 
equipment, these checks shall be carried out according to a procedure. 

6.4.11 When calibration and reference material data include reference values or correction factors, the 
laboratory shall ensure the reference values and correction factors are updated and implemented, as 
appropriate, to meet specified requirements. 

6.4.12 The laboratory shall take practicable measures to prevent unintended adjustments of equipment 
from invalidating results. 

6.4.13 Records shall be retained for equipment which can influence laboratory activities. The records 
shall include the following, where applicable: 

a) the identity of equipment, including software and firmware version; 

b) the manufacturer's name, type identification, and serial number or other unique identification; 

c) evidence of verification that equipment conforms with specified requirements; 

d) the current location; 

e) calibration dates, results of calibrations, adjustments, acceptance criteria, and the due date of the 
next calibration or the calibration interval; 

f) documentation of reference materials, results, acceptance criteria, relevant dates and the period 
of validity; 
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g) the maintenance plan and maintenance carried out to date, where relevant to the performance of 
the equipment; 

h) details of any damage, malfunction, modification to, or repair of, the equipment. 

6.5 Metrological traceability 

6.5.1 The laboratory shall establish and maintain metrological traceability of its measurement results 
by means of a documented unbroken chain of calibrations, each contributing to the measurement 
uncertainty, linking them to an appropriate reference. 

NOTE 1 In ISO/IEC Guide 99, metrological traceability is defined as the "property of a measurement result 
whereby the result can be related to a reference through a documented unbroken chain of calibrations, each 
contributing to the measurement uncertainty". 

NOTE 2 See A..n.nex.A for additional information on metrological traceability. 

6.5.2 The laboratory shall ensure that measurement results are traceable to the International System 
of Units (SI) through: 

a) calibration provided by a competent laboratory; or 

NOTE 1 Laboratories fulfilling the requirements of this document are considered to be competent. 

b) certified values of certified reference materials provided by a competent producer with stated 
metrological traceability to the SI; or 

:0 NOTE 2 Reference material producers fulfilling the requirements of ISO 17034 are considered to 
~ be competent. 
-.::: 
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NOTE 3 Details of practical realization of the definitions of some important units are given in the SI brochure. 

6.5.3 When metrological traceability to the SI units is not technically possible, the laboratory shall 
demonstrate metrological traceability to an appropriate reference, e.g.: 

a) certified values of certified reference materials provided by a competent producer; 

b) results of reference measurement procedures, specified methods or consensus standards that are 
clearly described and accepted as providing measurement results fit for their intended use and 
ensured by suitable comparison. 

6.6 Externally provided products and services 

6.6.1 The laboratory shall ensure that only suitable externally provided products and services that 
affect laboratory activities are used, when such products and services: 

a) are intended for incorporation into the laboratory's own activities; 

b) are provided, in part or in full, directly to the customer by the laboratory, as received from the 
external provider; 

c) are used to support the operation of the laboratory. 

NOTE Products can include, for example, measurement standards and equipment, auxiliary equipment, 
consumable materials and reference materials. Services can include, for example, calibration services, sampling 
services, testing services, facility and equipment maintenance services, proficiency testing services and 
assessment and auditing services. 
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6.6.2 The laboratory shall have a procedure and retain records for: 

a) defining, reviewing and approving the laboratory's requirements for externally provided products 
and services; 

b) defining the criteria for evaluation, selection, monitoring of performance and re-evaluation of the 
external providers; 

c) ensuring that externally provided products and services conform to the laboratory's established 
requirements, or when applicable, to the relevant requirements of this document, before they are 
used or directly provided to the customer; 

d) taking any actions arising from evaluations, monitoring of performance and re-evaluations of the 
external providers. 

6.6.3 The laboratory shall communicate its requirements to external providers for: 

a) the products and services to be provided; 

b) the acceptance criteria; 

c) competence, including any required qualification of personnel; 

d) activities that the laboratory, or its customer, intends to perform at the external provider's premises. 

7 Process requirements 

7.1 Review of requests, tenders and contracts 

7.1.1 The laboratory shall have a procedure for the review of requests, tenders and contracts. The 
procedure shall ensure that: 

a) the requirements are adequately defined, documented and understood; 

b) the laboratory has the capability and resources to meet the requirements; 

c) where external providers are used, the requirements of .6,6 are applied and the laboratory advises 
the customer of the specific laboratory activities to be performed by the external provider and 
gains the customer's approval; 

NOTE 1 It is recognized that externally provided laboratory activities can occur when : 

- the laboratory has the resources and competence to perform the activities, however, for unforeseen 
reasons is unable to undertake these in part or full; 

- the laboratory does not have the resources or competence to perform the activities. 

d) the appropriate methods or procedures are selected and are capable of meeting the customers' 
requirements. 

NOTE 2 For internal or routine customers, reviews of requests, tenders and contracts can be performed in a 
simJ::Ilified way. 

7.1.2 The laboratory shall inform the customer when the method requested by the customer is 
considered to be inappropriate or out of date. 

7.1.3 When the customer requests a statement of conformity to a specification or standard for the 
test or calibration (e.g. pass/fail, in-tolerance/out-of-tolerance), the specification or standard and the 
decision rule shall be clearly defined. Unless inherent in the requested specification or standard, the 
decision rule selected shall be communicated to, and agreed with, the customer. 
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NOTE For further guidance on statements of conformity, see ISOJIEC Guide 98-4. 

7.1.4 Any differences between the request or tender and the contract shall be resolved before 
laboratory activities commence. Each contract shall be acceptable both to the laboratory and the 
customer. Deviations requested by the customer shall not impact the integrity of the laboratory or the 
validity of the results. 

7.1.5 The customer shall be informed of any deviation from the contract. 

7.1.6 If a contract is amended after work has commenced, the contract review shall be repeated and 
any amendments shall be communicated to all affected personnel. 

7.1.7 The laboratory shall cooperate with customers or their representatives in clarifying the 
customer's request and in monitoring the laboratory's performance in relation to the work performed. 

NOTE Such cooperation can include: 

a) providing reasonable access to relevant areas of the laboratory to witness customer-specific 
laboratory activities; 

b) preparation, packaging, and dispatch of items needed by the customer for verification purposes. 

7.1.8 Records of reviews, including any significant changes, shall be retained. Records shall also be 
retained of pertinent discussions with a customer relating to the customer's requirements or the results 
of the laboratory activities. 
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7.2.1 Selection and verification of methods 

7.2.1.1 The laboratory shalt use appropriate methods and procedures for all laboratory activities and, 
where appropriate, for evaluation of the measurement uncertainty as well as statistical techniques for 
analysis of data. 

NOTE "Method" as used in this document can be considered synonymous with the term "measurement 
procedure" as defined in ISO/IEC Guide 99. 

7.2.1.2 All methods, procedures and supporting documentation, such as instructions, standards, 
manuals and reference data relevant to the laboratory activities, shall be kept up to date and shall be 
made readily available to personnel (see a3_). 

7.2.1.3 The laboratory shall ensure that it uses the latest valid version of a method unless it is not 
appropriate or possible to do so. When necessary, the application of the method shall be supplemented 
with additional details to ensure consistent application. 

NOTE International, regional or national standards or other recognized specifications that contain sufficient 
and concise information on how to perform laboratory activities do not need to be supplemented or rewritten 
as internal procedures if these standards are written in a way that they can be used by the operating personnel 
in a laboratory. It can be necessary to provide additional documentation for optional steps in the method or 
additional details. 

7.2.1.4 When the customer does not specify the method to be used, the laboratory shall select an 
appropriate method and inform the customer of the method chosen. Methods published either in 
international, regional or national standards, or by reputable technical organizations, or in relevant 
scientific texts or journals, or as specified by the manufacturer of the equipment, are recommended. 
Laboratory-developed or modified methods can also be used. 
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7.2.1.5 The laboratory shall verify that it can properly perform methods before introducing them by 
ensuring that it can achieve the required performance. Records of the verification shall be retained. If the 
method is revised by the issuing body, verification shall be repeated to the extent necessary. 

7.2.1.6 When method development is required, this shall be a planned activity and shall be assigned 
to competent personnel equipped with adequate resources. As method development proceeds, periodic 
review shall be carried out to confirm that the needs of the customer are still being fulfilled. Any 
modifications to the development plan shall be approved and authorized. 

7.2.1.7 Deviations from methods for all laboratory activities shall occur only if the deviation has been 
documented, technically justified, authorized, and accepted by the customer. 

NOTE Customer acceptance of deviations can be agreed in advance in the contract. 

7.2.2 Validation of methods 

7.2.2.1 The laboratory shall validate non-standard methods, laboratory-developed methods and 
standard methods used outside their intended scope or otherwise modified. The validation shall be as 
extensive as is necessary to meet the needs of the given application or field of application. 

NOTE 1 Validation can include procedures for sampling, handling and transportation oftest or calibration items. 

NOTE 2 The techniques used for method validation can be one of, or a combination of, the following: 

a) calibration or evaluation of bias and precision using reference standards or reference materials; 

b) systematic assessment of the factors influencing the result; 

c) testing method robustness through variation of controlled parameters, such as incubator temperature, 
volume dispensed; 

d) comparison of results achieved with other validated methods; 

e) interlaboratory comparisons; 

f) evaluation of measurement uncertainty of the results based on an understanding of the theoretical principles 
of the method and practical experience of the performance of the sampling or test method. 

7.2.2.2 When changes are made to a validated method, the influence of such changes shall be 
determined and where they are found to affect the original validation, a new method validation shall 
be performed. 

7 .2.2.3 The performance characteristics of validated methods, as assessed for the intended use, shall 
be relevant to the customers' needs and consistent with specified requirements. 

NOTE Performance characteristics can include, but are not limited to, measurement range, accuracy, 
measurement uncertainty of the results, limit of detection, limit of quantification, selectivity of the method, 
linearity, repeatability or reproducibility, robustness against external influences or cross-sensitivity against 
interference from the matrix of the sample or test object, and bias. 

7.2.2.4 The laboratory shall retain the following records of validation : 

a) the validation procedure used; 

b) specification of the requirements; 

c) determination of the performance characteristics of the method; 

d) results obtained; 
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e) a statement on the validity of the method, detailing its fitness for the intended use. 

7.3 Sampling 

7.3.1 The laboratory shall have a sampling plan and method when it carries out sampling of substances, 
materials or products for subsequent testing or calibration. The sampling method shall address the 
factors to be controlled to ensure the validity of subsequent testing or calibration results. The sampling 
plan and method shall be available at the site where sampling is undertaken. Sampling plans shall, 
whenever reasonable, be based on appropriate statistical methods. 

7.3.2 The sampling method shall describe: 

a) the selection of samples or sites; 

b) the sampling plan; 

c) the preparation and treatment of sample(s) from a substance, material or product to yield the 
required item for subsequent testing or calibration. 

NOTE When received into the laboratory, further handling can be required as specified in 1.1. 

7.3.3 The laboratory shall retain records of sampling data that forms part of the testing or calibration 
that is undertaken. These records shall include, where relevant: 

a) reference to the sampling method used; 

b) date and time of sampling; 

c) data to identify and describe the sample (e.g. number, amount, name); 

d) identification of the personnel performing sampling; 

e) identification of the equipment used; 

f) environmental or transport conditions; 

g) diagrams or other equivalent means to identify the sampling location, when appropriate; 

h) deviations, additions to or exclusions from the sampling method and sampling plan. 

7.4 Handling of test or calibration items 

7.4.1 The laboratory shall have a procedure for the transportation, receipt, handling, protection, 
storage, retention, and disposal or return of test or calibration items, including all provisions necessary 
to protect the integrity of the test or calibration item, and to protect the interests of the laboratory and 
the customer. Precautions shall be taken to avoid deterioration, contamination, loss or damage to the 
item during handling, transporting, storing/waiting, and preparation for testing or calibration. Handling 
instructions provided with the item shall be followed. 

7.4.2 The laboratory shall have a system for the unambiguous identification of test or calibration 
items. The identification shall be retained while the item is under the responsibility of the laboratory. 
The system shall ensure that items will not be confused physically or when referred to in records or 
other documents. The system shall, if appropriate, accommodate a sub-division of an item or groups of 
items and the transfer of items. 

7.4.3 Upon receipt of the test or calibration item, deviations from specified conditions shall be recorded. 
When there is doubt about the suitability of an item for test or calibration, or when an item does not 
conform to the description provided, the laboratory shall consult the customer for further instructions 
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before proceeding and shall record the results of this consultation. When the customer requires the 
item to be tested or calibrated acknowledging a deviation from specified conditions, the laboratory shall 
include a disclaimer in the report indicating which results may be affected by the deviation. 

7.4.4 When items need to be stored or conditioned under specified environmental conditions, these 
conditions shall be maintained, monitored and recorded. 

7.5 Technical records 

7.5.1 The laboratory shall ensure that technical records for each laboratory activity contain the 
results, report and sufficient information to facilitate, if possible, identification of factors affecting 
the measurement result and its associated measurement uncertainty and enable the repetition of the 
laboratory activity under conditions as close as possible to the original. The technical records shall 
include the date and the identity of personnel responsible for each laboratory activity and for checking 
data and results. Original observations, data and calculations shall be recorded at the time they are made 
and shall be identifiable with the specific task. 

7.5.2 The laboratory shall ensure that amendments to technical records can be tracked to previous 
versions or to original observations. Both the original and amended data and files shall be retained, 
including the date of alteration, an indication of the altered aspects and the personnel responsible for the 
alterations. 

7.6 Evaluation of measurement uncertainty 

7.6.1 Laboratories shall identify the contributions to measurement uncertainty. When evaluating 
measurement uncertainty, all contributions that are of significance, including those arising from 
sampling, shall be taken into account using appropriate methods of analysis. 

7.6.2 A laboratory performing calibrations, including of its own equipment, shall evaluate the 
measurement uncertainty for all calibrations. 

7.6.3 A laboratory performing testing shall evaluate measurement uncertainty. Where the test method 
precludes rigorous evaluation of measurement uncertainty, an estimation shall be made based on an 
understanding of the theoretical principles or practical experience of the performance of the method. 

NOTE 1 In those cases where a well-recognized test method specifies limits to the values of the major sources 
of measurement uncertainty and specifies the form of presentation of the calculated results, the laboratory is 
considered to have satisfied 1..6.3. by following the test method and reporting instructions. 

NOTE 2 For a particular method where the measurement uncertainty of the results has been established and 
verified, there is no need to evaluate measurement uncertainty for each result if the laboratory can demonstrate 
that the identified critical influencing factors are under control. 

NOTE 3 For further information, see ISO/IEC Guide 98-3, ISO 21748 and the ISO 5725 series. 

7. 7 Ensuring the validity of results 

7.7.1 The laboratory shall have a procedure for monitoring the validity of results. The resulting data 
shall be recorded in such a way that trends are detectable and, where practicable, statistical techniques 
shall be applied to review the results. This monitoring shall be planned and reviewed and shall include, 
where appropriate, but not be limited to: 

a) use of reference materials or quality control materials; 

b) use of alternative instrumentation that has been calibrated to provide traceable results; 

c) functional check(s) of measuring and testing equipment; 
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d) use of check or working standards with control charts, where applicable; 

e) intermediate checks on measuring equipment; 

f) replicate tests or calibrations using the same or different methods; 

g) retesting or recalibration of retained items; 

h) correlation of results for different characteristics of an item; 

i) review of reported results; 

j) intralaboratory comparisons; 

k) testing of blind sample(s). 

7.7.2 The laboratory shall monitor its performance by comparison with results of other laboratories, 
where available and appropriate. This monitoring shall be planned and reviewed and shall include, but 
not be limited to, either or both of the following: 

a) participation in proficiency testing; 

NOTE ISO/IEC 17043 contains additional information on proficiency tests and proficiency testing 
providers. Proficiency testing providers that meet the requirements of ISO/IEC 17043 are considered to 
be competent. 

b) participation in interlaboratory comparisons other than proficiency testing. 

7.7.3 Data from monitoring activities shall be analysed, used to control and, if applicable, improve 
the laboratory's activities. If the results of the analysis of data from monitoring activities are found 
to be outside pre-defined criteria, appropriate action shall be taken to prevent incorrect results from 
being reported. 

7.8 Reporting of results 

7.8.1 General 

7.8.1.1 The results shall be reviewed and authorized prior to release. 

7.8.1.2 The results shall be provided accurately, clearly, unambiguously and objectively, usually in 
a report (e.g. a test report or a calibration certificate or report of sampling), and shall include all the 
information agreed with the customer and necessary for the interpretation of the results and all 
information required by the method used. All issued reports shall be retained as technical records. 

NOTE 1 For the purposes of this document, test reports and calibration certificates are sometimes referred to 
as test certificates and calibration reports, respectively. 

NOTE 2 Reports can be issued as hard copies or by electronic means, provided that the requirements of this 
document are met. 

7.8.1.3 When agreed with the customer, the results may be reported in a simplified way. Any 
information listed in L.8..Z. to 7.8.7 that is not reported to the customer shall be readily available. 

7.8.2 Common requirements for reports (test, calibration or sampling) 

7.8.2.1 Each report shall include at least the following information, unless the laboratory has valid 
reasons for not doing so, thereby minimizing any possibility of misunderstanding or misuse: 

a) a title (e.g. "Test Report", "Calibration Certificate" or "Report of Sampling"); 
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b) the name and address of the laboratory; 

c) the location of performance of the laboratory activities, including when performed at a customer 
facility or at sites away from the laboratory's permanent facilities, or in associated temporary or 
mobile facilities; 

d) unique identification that all its components are recognized as a portion of a complete report and a 
clear identification of the end; 

e) the name and contact information of the customer; 

f) identification of the method used; 

g) a description, unambiguous identification, and, when necessary, the condition of the item; 

h) the date of receipt of the test or calibration item(s), and the date of sampling, where this is critical 
to the validity and application of the results; 

i) the date(s) of performance of the laboratory activity; 

j) the date of issue of the report; 

k) reference to the sampling plan and sampling method used by the laboratory or other bodies where 
these are relevant to the validity or application of the results; 

I) a statement to the effect that the results relate only to the items tested, calibrated or sampled; 

m) the results with, where appropriate, the units of measurement; 

n) additions to, deviations, or exclusions from the method; 

o) identification of the person(s) authorizing the report; 

p) clear identification when results are from external providers. 

NOTE Including a statement specifying that the report shall not be reproduced except in full without approval 
of the laboratory can provide assurance that parts of a report are not taken out of context. 

7.8.2.2 The laboratory shall be responsible for all the information provided in the report, except when 
information is provided by the customer. Data provided by a customer shall be clearly identified. In 
addition, a disclaimer shall be put on the report when the information is supplied by the customer and 
can affect the validity of results. Where the laboratory has not been responsible for the sampling stage 
(e.g. the sample has been provided by the customer), it shall state in the report that the results apply to 
the sample as received. 

7.8.3 Specific requirements for test reports 

7.8.3.1 In addition to the requirements listed in ZJL1, test reports shall, where necessary for the 
interpretation of the test results, include the following: 

a) information on specific test conditions, such as environmental conditions; 

b) where relevant, a statement of conformity with requirements or specifications (see ZJL6.); 

c) where applicable, the measurement uncertainty presented in the same unit as that of the measurand 
or in a term relative to the measurand (e.g. percent) when: 

it is relevant to the validity or application of the test results; 

a customer's instruction so requires, or 

the measurement uncertainty affects conformity to a specification limit; 
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d) where appropriate, opinions and interpretations (see 1.8..Z); 

e) additional information that may be required by specific methods, authorities, customers or groups 
of customers. 

7.8.3.2 Where the laboratory is responsible for the sampling activity. test reports shall meet the 
requirements listed in ZJl5. where necessary for the interpretation of test results. 

7.8.4 Specific requirements for calibration certificates 

7.8.4.1 In addition to the requirements listed in L.8,l, calibration certificates shall include the following: 

a) the measurement uncertainty of the measurement result presented in the same unit as that of the 
measurand or in a term relative to the measurand (e.g. percent); 

NOTE According to ISO/IEC Guide 99, a measurement result is generally expressed as a single measured 
quantity value including unit of measurement and a measurement uncertainty. 

b) the conditions (e.g. environmental) under which the calibrations were made that have an influence 
on the measurement results; 

c) a statement identifying how the measurements are metrologically traceable (see Annex A); 

d) the results before and after any adjustment or repair, if available; 

e) where relevant, a statement of conformity with requirements or specifications (see Zll.6.); 

f) where appropriate, opinions and interpretations (see Zll.Z). 

7.8.4.2 Where the laboratory is responsible for the sampling activity, calibration certificates shall meet 
the requirements listed in L8..5_ where necessary for the interpretation of calibration results. 

7.8.4.3 A calibration certificate or calibration label shall not contain any recommendation on the 
calibration interval, except where this has been agreed with the customer. 

7.8.5 Reporting sampling- specific requirements 

Where the laboratory is responsible for the sampling activity, in addition to the requirements listed in 
ZJl2., reports shall include the following, where necessary for the interpretation of results: 

a] the date of sampling; 

b) unique identification of the item or material sampled (including the name of the manufacturer, the 
model or type of designation and serial numbers, as appropriate); 

c) the location of sampling, including any diagrams, sketches or photographs; 

d) a reference to the sampling plan and sampling method; 

e) details of any environmental conditions during sampling that affect the interpretation of the results; 

f) information required to evaluate measurement uncertainty for subsequent testing or calibration. 

7 .8.6 Reporting statements of conformity 

7.8.6.1 When a statement of conformity to a specification or standard is provided, the laboratory 
shall document the decision rule employed, taking into account the level of risk (such as false accept 
and false reject and statistical assumptions) associated with the decision rule employed, and apply the 
decision rule. 
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NOTE Where the decision rule is prescribed by the customer, regulations or normative documents, a further 
consideration of the level of risk is not necessary. 

7.8.6.2 The laboratory shall report on the statement of conformity, such that the statement 
clearly identifies: 

a) to which results the statement of conformity applies; 

b) which specifications, standards or parts thereof are met or not met; 

c) the decision rule applied (unless it is inherent in the requested specification or standard). 

NOTE For further information, see ISO/IEC Guide 98-4. 

7.8.7 Reporting opinions and interpretations 

7.8.7.1 When opinions and interpretations are expressed, the laboratory shall ensure that only 
personnel authorized for the expression of opinions and interpretations release the respective statement. 
The laboratory shall document the basis upon which the opinions and interpretations have been made. 

NOTE It is important to distinguish opinions and interpretations from statements of inspections and product 
certifications as intended in ISO/IEC 17020 and lSO/IEC 17065, and from statements of conformity as referred 
to in 28....6_. 

7.8.7.2 The opinions and interpretations expressed in reports shall be based on the results obtained 
from the tested or calibrated item and shall be clearly identified as such. 

7.8.7.3 When opinions and interpretations are directly communicated by dialogue with the customer, 
a record of the dialogue shall be retained. 

7.8.8 Amendments to reports 

7.8.8.1 When an issued report needs to be changed, amended or re-issued, any change of information 
shall be clearly identified and, where appropriate, the reason for the change included in the report. 

7.8.8.2 Amendments to a report after issue shall be made only in the form of a further document, or 
data transfer, which includes the statement "Amendment to Report, serial number ... [or as otherwise 
identified]", or an equivalent form of wording. 

Such amendments shall meet all the requirements of this document. 

7.8.8.3 When it is necessary to issue a complete new report, this shall be uniquely identified and shall 
contain a reference to the original that it replaces. 

7.9 Complaints 

7.9.1 The laboratory shall have a documented process to receive, evaluate and make decisions 
on complaints. 

7.9.2 A description of the handling process for complaints shall be available to any interested party 
on request. Upon receipt of a complaint, the laboratory shall confirm whether the complaint relates 
to laboratory activities that it is responsible for and, if so, shall deal with it. The laboratory shall be 
responsible for all decisions at all levels of the handling process for complaints. 

7.9.3 The process for handling complaints shall include at least the following elements and methods: 
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a) description of the process for receiving, validating, investigating the complaint, and deciding what 
actions are to be taken in response to it; 

b) tracking and recording complaints, including actions undertaken to resolve them; 

c) ensuring that any appropriate action is taken. 

7.9.4 The laboratory receiving the complaint shall be responsible for gathering and verifying all 
necessary information to validate the complaint. 

7.9.5 Whenever possible, the laboratory shall acknowledge receipt of the complaint, and provide the 
complainant with progress reports and the outcome. 

7.9.6 The outcomes to be communicated to the complainant shall be made by, or reviewed and 
approved by, individual(s) not involved in the original laboratory activities in question. 

NOTE This can be performed by external personnel. 

7. 9. 7 Whenever possible, the laboratory shall give formal notice of the end of the complaint handling 
to the complainant. 

7.10 Nonconforming work 

7.10.1 The laboratory shall have a procedure that shall be implemented when any aspect of its laboratory 
activities or results of this work do not conform to its own procedures or the agreed requirements of the 
customer (e.g. equipment or environmental conditions are out of specified limits, results of monitoring 
fail to meet specified criteria). The procedure shall ensure that: 

a) the responsibilities and authorities for the management of nonconforming work are defined; 

b) actions (including halting or repeating of work and withholding of reports, as necessary) are based 
upon the risk levels established by the laboratory; 

c) an evaluation is made of the significance of the nonconforming work, including an impact analysis 
on previous results; 

d) a decision is taken on the acceptability of the nonconforming work; 

~ e) where necessary, the customer is notified and work is recalled; 
E 
:J 
g f) the responsibility for authorizing the resumption of work is defined. 
e. 
~ 7.10.2 The laboratory shall retain records of nonconforming work and actions as specified in L.l.Q,_l, 
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7.10.3 Where the evaluation indicates that the nonconforming work could recur; or that there is doubt 
about the conformity of the laboratory's operations with its own management system, the laboratory 
shall implement corrective action. 

7.11 Control of data and information management 

7.11.1 The laboratory shall have access to the data and information needed to perform 
laboratory activities. 

7.11.2 The laboratory information management system(s) used for the collection, processing, 
recording, reporting, storage or retrieval of data shall be validated for functionality, including the proper 
functioning of interfaces within the laboratory information management system(s) by the laboratory 
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before introduction. Whenever there are any changes, including laboratory software configuration or 
modifications to commercial off-the· shelf software, they shall be authorized, documented and validated 
before implementation. 

NOTE 1 In this document "laboratory information management system(s)" includes the management of data 
and information contained in both computerized and non-computerized systems. Some of the requirements can 
be more applicable to computerized systems than to non-computerized systems. 

NOTE 2 Commercial off-the-shelf software in general use within its designed application range can be 
considered to be sufficiently validated. 

7.11.3 The laboratory information management system(s) shall: 

a) be protected from unauthorized access; 

b) be safeguarded against tampering and loss; 

c) be operated in an environment that complies with provider or laboratory specifications or, in the 
case of non-computerized systems, provides conditions which safeguard the accuracy of manual 
recording and transcription; 

d) be maintained in a manner that ensures the integrity of the data and information; 

e) include recording system failures and the appropriate immediate and corrective actions. 

7.11.4 When a laboratory information management system is managed and maintained off-site or 
through an external provider, the laboratory shall ensure that the provider or operator of the system 
complies with all applicable requirements of this document. 

7.11.5 The laboratory shall ensure that instructions, manuals and reference data relevant to the 
laboratory information management system(s) are made readily available to personnel. 

7.11.6 Calculations and data transfers shall be checked in an appropriate and systematic manner. 

8 Management system requirements 

8.1 Options 

8.1.1 General 

The laboratory shall establish, document, implement and maintain a management system that is capable 
of supporting and demonstrating the consistent achievement of the requirements of this document and 
assuring the quality of the laboratory results. In addition to meeting the requirements of Clauses 4 to z 
the laboratory shall implement a management system in accordance with Option A or Option B. 

NOTE See Annex 8 for more information. 

8.1.2 Option A 

As a minimum, the management system of the laboratory shall address the following: 

management system documentation (see .8...2.); 

control of management system documents (see a.3.); 

control of records (see .8...1:); 

actions to address risks and opportunities (see a.5.); 
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improvement (see .8....6.); 

corrective actions (see .8...1); 

internal audits (see .8_._8); 

management reviews (see .811). 

8.1.3 Option B 

20 

A laboratory that has established and maintains a management system, in accordance with the 
requirements of ISO 9001, and that is capable of supporting and demonstrating the consistent 
fulfilment of the requirements of Clauses 4 to 1. also fulfils at least the intent of the management system 
requirements specified in 82 to .811. 

8.2 Management system documentation {Option A) 

8.2.1 Laboratory management shall establish, document, and maintain policies and objectives for 
the fulfilment of the purposes of this document and shall ensure that the policies and objectives are 
acknowledged and implemented at all levels of the laboratory organization. 

8.2.2 The policies and objectives shall address the competence, impartiality and consistent operation 
ofthe laboratory. 

8.2.3 Laboratory management shall provide evidence of commitment to the development and 
implementation of the management system and to continually improving its effectiveness. 

8.2.4 All documentation, processes, systems, records, related to the fulfilment of the requirements of 
this document shall be included in, referenced from, or linked to the management system. 

8.2.5 All personnel involved in laboratory activities shall have access to the parts of the management 
system documentation and related information that are applicable to their responsibilities. 

8.3 Control of management system documents (Option A) 

8.3.1 The laboratory shall control the documents (internal and external) that relate to the fulfilment of 
this document. 

NOTE In this context, "documents" can be policy statements, procedures, specifications, manufacturer's 
instructions, calibration tables, charts, text books, posters, notices, memoranda, drawings, plans, etc. These can 
be on various media, such as hard copy or digital. 

8.3.2 The laboratory shall ensure that: 

a) documents are approved for adequacy prior to issue by authorized personnel; 

b) documents are periodically reviewed, and updated as necessary; 

c) changes and the current revision status of documents are identified; 

d) relevant versions of applicable documents are available at points of use and, where necessary, their 
distribution is controlled; 

e) documents are uniquely identified; 

f) the unintended use of obsolete documents is prevented, and suitable identification is applied to 
them if they are retained for any purpose. 
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8.4 Control of records (Option A) 

8.4.1 The laboratory shall establish and retain legible records to demonstrate fulfilment of the 
requirements in this document. 

8.4.2 The laboratory shall implement the controls needed for the identification, storage, protection, 
back-up, archive, retrieval, retention time, and disposal of its records. The laboratory shall retain records 
for a period consistent with its contractual obligations. Access to these records shall be consistent with 
the confidentiality commitments, and records shall be readily available. 

NOTE Additional requirements regarding technical records are given in 2.5_. 

8.5 Actions to address risks and opportunities (Option A) 

8.5.1 The laboratory shall consider the risks and opportunities associated with the laboratory activities 
in order to: 

a) give assurance that the management system achieves its intended results; 

b) enhance opportunities to achieve the purpose and objectives of the laboratory; 

c) prevent, or reduce, undesired impacts and potential failures in the laboratory activities; 

d) achieve improvement. 

8.5.2 The laboratory shall plan: 

a) actions to address these risks and opportunities; 

b) howto: 

integrate and implement these actions into its management system; 

evaluate the effectiveness of these actions. 

NOTE Although this document specifies that the laboratory plans actions to address risks, there is no 
requirement for formal methods for risk management or a documented risk management process. Laboratories 
can decide whether or not to develop a more extensive risk management methodology than is required by this 
document, e.g. through the application of other guidance or standards. 

8.5.3 Actions taken to address risks and opportunities shall be proportional to the potential impact on 
the validity of laboratory results. 

NOTE 1 Options to address risks can include identifying and avoiding threats, taking risk in order to pursue an 
opportunity, eliminating the risk source, changing the likelihood or consequences, sharing the risk, or retaining 
risk by informed decision. 

NOTE 2 Opportunities can lead to expanding the scope of the laboratory activities, addressing new customers, 
using new technology and other possibilities to address customer needs. 

8.6 Improvement (Option A) 

8.6.1 The laboratory shall identify and select opportunities for improvement and implement any 
necessary actions. 

NOTE Opportunities for improvement can be identified through the review of the operational procedures, the 
use of the policies, overall objectives, audit results, corrective actions, management review, suggestions from 
personnel, risk assessment, analysis of data, and proficiency testing results. 
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8.6.2 The laboratory shall seek feedback, both positive and negative, from its customers. The 
feedback shall be analysed and used to improve the management system, laboratory activities and 
customer service. 

NOTE Examples of the types of feedback include customer satisfaction surveys, communication records and 
review of reports with customers. 

8.7 Corrective actions (Option A) 

8.7.1 When a nonconformity occurs, the laboratory shall: 

a) react to the nonconformity and, as applicable: 

take action to control and correct it; 

address the consequences; 

b) evaluate the need for action to eliminate the cause(s) of the nonconformity, in order that it does not 
recur or occur elsewhere, by: 

reviewing and analysing the nonconformity; 

determining the causes of the nonconformity; 

determining if similar nonconformities exist, or could potentially occur; 

c) implement any action needed; 

'0 d) review the effectiveness of any corrective action taken; 
~ 
'§.. e) update risks and opportunities determined during planning, if necessary; 
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8. 7.2 Corrective actions shall be appropriate to the effects of the nonconformities encountered. 

8.7.3 The laboratory shall retain records as evidence of: 

a) the nature of the nonconformities, cause(s) and any subsequent actions taken; 

b) the results of any corrective action. 

8.8 Internal audits (Option A) 

8.8.1 The laboratory shall conduct internal audits at planned intervals to provide information on 
whether the management system: 

§ a) conforms to: 
J: 

~ the laboratory's own requirements for its management system, includingthe laboratoryactivities; 
J: 
o the requirements of this document; 

~ 
en b) is effectively implemented and maintained. z 
UJ 
UJ 

5 8.8.2 The laboratory shall: 
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a) plan, establish, implement and maintain an audit programme including the frequency, methods, 
responsibilities, planning requirements and reporting, which shall take into consideration the 
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importance of the laboratory activities concerned, changes affecting the laboratory, and the results 
of previous audits; 

b) define the audit criteria and scope for each audit; 

c) ensure that the results ofthe audits are reported to relevant management; 

d) implement appropriate correction and corrective actions without undue delay; 

e) retain records as evidence of the implementation of the audit programme and the audit results. 

NOTE ISO 19011 provides guidance for internal audits. 

8.9 Management reviews (Option A) 

8.9.1 The laboratory management shall review its management system at planned intervals, in order to 
ensure its continuing suitability, adequacy and effectiveness, including the stated policies and objectives 
related to the fulfilment of this document. 

8.9.2 The inputs to management review shall be recorded and shall include information related to 
the following: 

a) changes in internal and external issues that are relevant to the laboratory; 

b) fulfilment of objectives; 

c) suitability of policies and procedures; 

d) status of actions from previous management reviews; 

e) outcome of recent internal audits; 

f) corrective actions; 

g) assessments by external bodies; 

h) changes in the volume and type of the work or in the range of laboratory activities; 

i) customer and personnel feedback; 

j) complaints; 

k) effectiveness of any implemented improvements; 

I) adequacy of resources; 

m) results of risk identification; 

n) outcomes of the assurance of the validity of results; and 

o) other relevant factors, such as monitoring activities and training. 

8.9.3 The outputs from the management review shall record all decisions and actions related to at least: 

a) the effectiveness of the management system and its processes; 

b) improvement of the laboratory activities related to the fulfilment of the requirements of 
this document; 

c) provision of required resources; 

d) any need for change. 
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(informative) 

Metrological traceability 

WIT.0019.0012.2330 

This annex provides additional information on metrological traceability, which is an important concept 
to ensure comparability of measurement results both nationally and internationally. 

A.2 Establishing metrological traceability 

A.2.1 Metrological traceability is established by considering, and then ensuring, the following: 

a) the specification of the measurand (quantity to be measured); 

b) a documented unbroken chain of calibrations going back to stated and appropriate references 
(appropriate references include national or international standards, and intrinsic standards); 

c) that measurement uncertainty for each step in the traceability chain is evaluated according to 
agreed methods; 

d) that each step of the chain is performed in accordance with appropriate methods, with the 
measurement results and with associated, recorded measurement uncertainties; 

j e) that the laboratories performing one or more steps in the chain supply evidence for their 
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technical competence. 

A.2.2 The systematic measurement error (sometimes called "bias") of the calibrated equipment is 
taken into account to disseminate metrological traceability to measurement results in the laboratory. 
There are several mechanisms available to take into account the systematic measurement errors in the 
dissemination of measurement metrological traceability. 

A.2.3 Measurement standards that have reported information from a competent laboratory that 
includes only a statement of conformity to a specification (omitting the measurement results and 
associated uncertainties) are sometimes used to disseminate metrological traceability. This approach, in 
which the specification limits are imported as the source of uncertainty, is dependent upon: 

the use of an appropriate decision rule to establish conformity; 

the specification limits subsequently being treated in a technically appropriate way in the 
uncertainty budget. 

The technical basis forth is approach is that the declared conformance to a specification defines a range 
of measurement values, within which the true value is expected to lie, at a specified level of confidence, 
which considers both any bias from the true value, as well as the measurement uncertainty. 

EXAMPLE The use ofOJML R 111 class weights to calibrate a balance. 
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A.3 Demonstrating metrological traceability 

A.3.1 Laboratories are responsible for establishing metrological traceability in accordance with this 
document. Calibration results from laboratories conforming to this document provide metrological 
traceability. Certified values of certified reference materials from reference material producers 
conforming to ISO 17034 provide metrological traceability. There are various ways to demonstrate 
conformity with this document: third party recognition (such as an accreditation body), external 
assessment by customers or self-assessment. Internationally accepted paths include, but are not limited 
to, the following. 

a) Calibration and measurement capabilities provided by national metrology institutes and designated 
institutes that have been subject to suitable peer-review processes. Such peer-review is conducted 
under the CIPM MRA (International Committee for Weights and Measures Mutual Recognition 
Arrangement). Services covered by the CIPM MRA can be viewed in Appendix C of the BIPM KCDB 
(International Bureau of Weights and Measures Key Comparison Database) which details the range 
and measurement uncertainty for each listed service. 

b) Calibration and measurement capabilities that have been accredited by an accreditation body 
subject to the ILAC (International Laboratory Accreditation Cooperation) Arrangement or to 
Regional Arrangements recognized by !LAC have demonstrated metrological traceability. Scopes of 
accredited laboratories are publicly available from their respective accreditation bodies. 

A.3.2 The Joint BIPM, OIML (International Organization of Legal Metrology), !LAC and ISO Declaration 
on Metrological Traceability provides specific guidance when there is a need to demonstrate international 
acceptability of the metrological traceability chain. 
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AnnexB 
(informative) 

Management system options 

8.1 Growth in the use of management systems generally has increased the need to ensure that 
laboratories can operate a management system that is seen as conforming to ISO 9001, as well as to 
this document. As a result, this document provides two options for the requirements related to the 
implementation of a management system. 

8.2 Option A (see .8...1..2.) lists the minimum requirements for implementation of a management system 
in a laboratory. Care has been taken to incorporate all those requirements of ISO 9001 that are relevant 
to the scope of laboratory activities that are covered by the management system. Laboratories that 
comply with Clauses 4 to Z and implement Option A of Clause 8 will therefore also operate generally in 
accordance with the principles of ISO 9001. 

B.3 Option B (see .8..1._3_) allows laboratories to establish and maintain a management system in 
accordance with the requirements of ISO 9001, in a manner that supports and demonstrates the 
consistent fulfilment of Clauses 4 to z. Laboratories that implement Option B of Clause 8 will therefore 
also operate in accordance with ISO 9001. Conformity of the management system within which the 
laboratory operates to the requirements of ISO 9001 does not, in itself, demonstrate the competence of 
the laboratory to produce technically valid data and results. This is accomplished through compliance 
with Clauses 4 to z. 

8.4 Both options are intended to achieve the same result in the performance of the management 
system and compliance with Clauses 4 to z. 
NOTE Documents, data and records are components of documented information as used in ISO 9001 and other 
management system standards. Control of documents is covered in 8..3_. The control of records is covered in M 
and 1.5. The control of data related to the laboratory activities is covered in 7.11. 
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Figure 8 .1 illustrates an example of a possible schematic representation of the operational processes of a 
laboratory, as described in Clause 7. 

[·3 
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measurement 
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Figure 8.1- Possible schematic representation of the operational processes of a laboratory 
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1. Abstract 

Since December 2012 , casework samples with the parameters of PowerPiex priority 1 
or 2, and have yielded a quantification value between 0.00214 ng/f.JL and 0.0088 ng/f.JL 
have been automatically processed with a Microcon Centrifugal Filter Device 
concentration step. 

An assessment of results from these samples has been conducted. 

Relevant data was extracted from AUSLAB, sorted, reconciled and interrogated. 
Broad categories of informative results and non-informative results were used based 
on result types that the Queensland Police Service consider informative (including 
single source and interpretable 2 and 3 person mixtures) and non-informative (complex 
profiles, no DNA detected, no DNA profile obtained) . 

From 1 001 assessable samples, 184 yielded an informative result, with 79 samples 
being uploaded to NCIDD. 

2. Introduction 

Currently (and since 19/12/12), any priority 1 or 2 PowerPiex® 21 (PP21) casework 
samples that produce DNA extracts with a quantification value of between 0.00214 
ng/f.JL and 0.0088 ng/1-JL are sent automatically for a concentration step using a 
Microcon® Centrifugal Filter Device. Th is concentration step was introduced as part of 
PP21 implementation in an effort to minimise the stochastic effects observed at these 
lower quantification va lues and improve the overal l quality of the profi le. 

It has been observed anecdotally within the laboratory, that samples which have been 
sent automatically for concentration (quantification between 0.00214 ng/f.JL and 0.0088 
ng/f.JL) often yield a DNA profile result which is unsuitable for interpretation or 
comparison (deemed 'non-informative). In addition, the timeframe (from quantification 
to result release) can be seen to be lengthy, in comparison to other samples types, 
particularly if the sample has required further amplification/s to enhance or confirm the 
profi le result. 

As part of the laboratory's commitment to ongoing quality assessment, and 
improvement of processes and results released, an assessment of samples processed 
by automatic-microcon has been conducted. This assessment includes observations 
of the number of samples processed by automatic-rnicrocon that are deemed 
'informative' by QPS and the number of samples that have been nominated for 
uploading to NCIDD. This assessment also outlines possible process alternatives, 
including risks and benefits, and taking into consideration the opportunity to improve 
turn around times, laboratory expenditure, the ability to incorporate the recently 
introduced Number of Contributors Guidelines to a broader range of suitable samples, 
and improvement of the quality of profiles and results issued. 

Assessment of results obtained from 'automatic-microcon' samples- Josie 
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3. Materials and Methods 

3.1 Materials 

The following resources have been required for this data mining project: 

Staff 

Computers (including applications such as Excel and AUSLAB) 

PP21 case work samples that have already been processed within the laboratory via 
the automatic microcon concentration step 

3.2 Methods 

Extended enquiries functionality in AUSLAB was used to extract data pertaining to all 
samples with MCONC1 test codes with received dates from 2012- March 2015 that 
have a 'parent' EXH (i.e. not sub-samples). This data dump included the following 
fields: 

Sample ID 

QP number 

Result type (based on EXH lines released) 

NCIDD upload 

Original quantification value 

Additional quantification values 

Additional test codes 

Sample type 

Case type 

A worksheet in Excel was created, containing the data from the data dump. This data 
was further sorted into columns and refined/filtered to produce only concentrated 
samples within the laboratory's 'automatic-microcon' quantification range. 

Samples with 'no further work required' requests were removed from the data set as 
these samples couldn't be assessed and would otherwise skew the data. 

The data was then interrogated in an attempt to observe any trends that may have 
suggested proposing changes to current laboratory processing rules and workflow. 

Assessment of results obtained from 'automatic-microcon' samples- Josie 
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4. Results and Discussion 

4.1 Resu lts 

A data set of 1136 samples that had been concentrated via an automated microcon 
process was obtained. This was reduced to a data pool of 1001 assessable samples 
(designated as the assessable data pool), once samples with 'no further work required' 
requests were excluded. 

From this data pool, 817 samples yielded a result that was considered non-informative 
(complex unsuitable, no DNA profile, no DNA detected). This represents -82% of the 
assessable data pool. 

184 samples yielded a result that was considered informative (single source, 2 person 
mixed DNA profile, 3 person mixed DNA profile). This represents -18% of the 
assessable data pool. 

Of the informative results, 127 samples yielded 2 or 3 person mixed DNA profiles and 
57 samples yielded single source DNA profiles. Therefore the mixed DNA profile result 
samples represented -12% of the assessable data pool, and -69% of the informative 
result pool. The single source DNA profile result samples represented -5% of the 
assessable data pool, and -30% of the informative result pool. 

79 samples from the assessable data pool obtained profiles that were uploaded to 
NCIDD. This represents -8% of the assessable data pool and -42% of the informative 
result pool. Some of the profiles uploaded to NCIDD were from sole samples within a 
case, and some of these NCIDD uploads resulted in 'cold links'. 
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Total from Percentage of Percentage of 
assessable pool total informative 

Total assessable 1001 100% N/A 
results 

Informative 184 18% N/A 

Non-informative 817 82% N/A 

NCIDD 79 8% 42% 

Single source DNA 57 5% 30% 
profiles 

Informative mixed DNA 127 12% 69% 
profiles 

Table 1 AutomaUc-microcon category data 

Observations can be made from the assessment of the categories of samples against 
quantification values. 
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Figure 1 NCfDD upload samples 

Automatic-microcon samples uploaded to NCIDD can be observed (see Figure 1) at 
each of the quant value ranges, with the exception of the range between 0.002 ng/IJL 
and 0.0025 ng/IJL and the single NCIDD upload at the quant value range of 0.0055 
ng/IJL to 0.0061 ng/IJL. 
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Figure 2 Informative v non-informative results 

The number of non-informative results can be observed (see Figure 2) to decrease 
beyond the quantification value of 0.0035 ng/1-JL and become closer in occurrence with 
the numbers observed for informative results . 

The number of informative results can be observed to be less than those of non­
informative results for the majority of the quantification value ranges and remain fairly 
consistent across the quantification value ranges. 
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Percentage of informative v non-informative results 
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Figure 3 Percentage of informative v non-informative results 

The percentage of informative v non-informative results can be observed (see Figure 3) 
to increase on the whole, with some fluctuation across the quantification value ranges. 
The lowest percentage of informative v non-informative occurs at the lowest 
quantification value range and the highest percentage occurs at the highest 
quantification va lue range. 
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Figure 4 Informative results v NCIDD uploads 

The number of samples uploaded to NCIDD can be observed (see Figure 4) to be 
generally consistent with the informative results and approximately half for each 
quantification value range. The number of samples uploaded to NCIDD is observed to 
be highest at the quantification value range of 0.0041 and lowest at the quantification 
value range of 0.0055 ng/IJL. 
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The number of mixed DNA profile informative results can be observed (see Figure 5) to 
be higher than that of sing le source results . The highest number of informative mixture 
results can be observed at the quantification value range of 0.0041 ng/f.JL, and it 
appears that the bulk of the informative mixed DNA results occur beyond this 
quantification value range. 

The single source informative results can be observed at each of the quantification 
value ranges and appears to fluctuate across the quantification value ranges. 
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Figure 6 Single source v mixture NCIDD upload samples 

The number of mixed DNA profiles uploaded to NCIDD can be observed (see Figure 6) 
to be highest at the quantification value range of 0.0041 ng/IJL and lowest at the 
quantification value range of 0.0055. It appears that the bulk of uploads from mixed 
DNA profiles occurs beyond the quantification value range of 0.0041 ng/IJL. 

The number of NCIDD uploads from single source profiles can be observed to be less 
than that from mixed DNA profiles and with the exception of no uploads within the 
quantification value ranges of 0.0025 ngi!JL and 0.0081 ng/IJL, appears to be fairly 
consistent within the quantification value ranges. 

4.2 Discussion 

This data assessment has not been an in-depth study and more detailed statistical 
analyses was outside the scope, however the data obtained has shown that informative 
results were obtained across the quantification value ranges within the automatic­
microcon process parameters as well as samples uploaded to NCIDD, even at the 
lowest quantification value ranges. 

No real trend was observed for the number of informative results obtained, other than 
there being informative results and NCIDD uploads across the automatic-microcon 
quantification range. It appears that across the quantification value ranges, the number 
of samples loaded for NCIDD was approximately half of the number of informative 
results obtained and this was generally consistent across the quantification value 
ranges. 
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A decline in non-informative results was observed as the quantification value 
increased. Given the observations in the PP21 validation of greater stochastic effects 
at lower quantification ranges, this observation is not unexpected. 

It was observed that interpretable mixed DNA profiles were obtained and were greater 
in number than single source results, indicating that not all interpretable results from 
the automatic-microcon process are single source and that not all mixed DNA profile 
obtained are non-informative. Additionally, it can be seen that NCIDD uploads were 
obtained from both single source and mixed DNA results and a higher number of the 
NCIDD uploads were from mixed DNA profiles than from single source. These 
observations were consistent across the quantification value ranges. 

An important point to note is that there are numerous other variables involved in 
whether a sample is nominated to upload to NCIDD and therefore, it is difficult to 
capture the true number of samples suitable for NCIDD uploading from the data pool. 

Additionally, there may be a higher significance placed on some of these samples 
nominated for NCIDD upload, such as a sample being the only sample within the case, 
the priority and/or case type, and the potential (and actuality) for "cold links" arising 
from these uploads. 

We don't have data from a similar assessment of informative vs non-informative results 
from samples processed outside the automatic-microcon quantification range to make 
a comparison. It is possible that what is observed here is similar for all quantification 
values and therefore these results shouldn't be overstated. 

New instruments and processes are soon to be introduced into the laboratory and 
possibly in the future (Quant Trio, QIAsymphony and Yfiler, for example). These 
instruments and process may introduce variations to the data observed here and may 
indicate changes to the processes, irrespective of any possible changes made at this 
point. 
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5. Conclusions and Recommendations 

This assessment has indicated that there has been value in the automatic-microcon 
process, with informative results and NCIDD uploads obtained across the quantification 
value range, including the lowest value ranges, albeit with a high number of non­
informative results, which declined as the quantification value increased. 

A higher number of informative mixed results were obtained, which also represented 
the bulk of samples nominated for NCIDD. 

NCIDD uploads were obtained across the quantification value ranges and were 
obtained from both mixed and single source samples and importantly, some of these 
uploads led to 'cold links' and some were from sole samples within a case. 

It is possible that these observations are similar to observations that could be made for 
samples processed outside of the automatic-microcon process. 

Automatic-mirocon process changes, along with introduction of new laboratory 
instruments may assist in changing the balance of informative to non-informative 
results. 

Based on the analysis of the data, an assessment of current practices and the risks 
and benefits, two process change options can be considered . 

5.1. Process change consideration 1 

One possible change to current process could be to submit all samples within the 
current automatic-microcon quantification range to a half microcon instead of full. 
Processing as half microcon would provide additional remaining volume to allow for 
additional amplification runs to enable reproducibility assessments. 

Samples falling within this range could be directed to this process step automatically 
within the Forensic Register. 

These samples could then be directed (again by the FR) to a separate CM list, bearing 
in mind that a large number of these samples may be mixtures and possibly non­
informative at first run. 

Any samples that can be initially interpreted with a final result could be assessed at this 
stage, much in the same way that the complex and single source case management 
lists operate currently. 

Profiles that are assessed as requiring additional runs for reproducibility assessments 
could join the normal CM processing stream after the reworks have been requested. 
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5.1.1. Benefits 

This option seeks to improve upon the already implemented automatic-microcon 
process, which has shown some success with obtaining informative results and NCIDD 
uploads from samples within higher stochastic quantification value ranges. 

This option presents the least risk with regards to loss of informative results and loss of 
NCIDD uploads (including cold links). 

All samples are given an opportunity for additional processing which may improve the 
initial result and/or possibly give more confidence with regards to number of 
contributors present and allowing for interpretation of an informative result. 

Additionally, this allows for the use of the newly introduced Number of Contributors 
Guidelines, being a more consistent approach as with other PP21 samples, as 
currently the automatic-microcon samples cannot be case managed in this way as 
there is insufficient remaining volume. 

A separate work list for these sample types may result in reduced turn around times for 
result reporting as some profiles can be reported with final results , with others having 
their additional runs ordered concurrently at the time of assessment, all from a smaller 
work list than the general categories in current use. 

No additional time awaiting results would be experienced for samples requiring 
additional runs as both additional runs (XAMP1 and XAMP2) could be requested at the 
same time as they are likely to be required at full ampl ification volume. 

5.1.2. Risks and disadvantages 

The number of samples processed within this category wi ll not be reduced and may in 
fact, increase with additional runs being requested for reproducibility assessments. 
The possible additional run (XAMP2) would increase the cost to the laboratory in terms 
of consumables , staff and time spent on task, including interpretation. This may also 
increase the turn around time for release of results with the interpretation of an 
additional profile with a reproducibility calculation. 

Additional runs would increase the cost to the laboratory, in terms of staff, 
consumables and time spent on task (as opposed to other samples). 

5.2. Process change consideration 2 

An alternative to the above recommendation is to hold all samples within the current 
automatic-microcon range of 0.002 ng/IJL and 0.0088 ng/IJL. This would exclude all 
samples within the automatic-microcon quantification range from processing and case 
management, with the exception of samples within agreed parameters. 

Priority 1 samples and sole samples within a case would be an exception from the hold 
process and could proceed to a half microcon. 
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Additionally, there may be an option for held samples to be reactivated if the remainder 
of samples within the case have yielded non-informative results. 

A result line similar to "low DNA" would be sent and either at the discretion of QPS or 
Forensic DNA Analysis , these samples could be reactivated and proceed to a half 
microcon with further reworks as required and join the existing case management 
process. 

5.2.1. Benefits 

This option would reduce the amount of samples requiring processing (approximately 
35 samples per month) and therefore provides the most benefit with regards to turn 
around times and cost, in terms of consumables, staff and time spent on task. 

5.2.2. Risks and disadvantages 

Turn around times would increase for reactivated samples, more so than for those 
requiring additional runs as in Option 1 due to the lag time of reactivation once the 
initia l results have been released and actioned. 

This option represents the highest risk for loss of informative results and NCIDD 
uploads from samples that are not reactivated . 

This option gives less of an opportunity for possible improvement of the number of 
informative results released and uploads to NCIDD as the number of samples being 
processed by half microcon and with additional runs for reproducibility calculations 
would be reduced. 

Despite the exclusion of Priority 1 samples and sole samples within a case, there 
remains a risk of possible informative results and NCIDD uploads being lost, with the 
potential for different informative results and NCIDD uploads not being processed . 

Reporting of statements may be affected if reactivation of samples is desired after 
statement request as there may be limited time for processing and interpretation of 
samples. 

This option represents a higher potential CM burden for analytical staff, with an 
increased amount of samples requiring va lidation of "low DNA" results. 

5.3. Process change consideration 3 

No change to existing process. 

5.3.1. Benefits 

Samples continue to have an opportunity to have improved results from concentration. 

Number of samples requiring this process would not be increased. 
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No additional cost to the laboratory in terms of staff, time, consumables or funds. 

5.3.2. Risks and disadvantages 

Number of samples requiring this process wouldn 't decrease. 

No change in cost to the laboratory in terms of staff, time, consumables or funds. 

No opportunity to improve the results for low quant samples. 

5.4 Process change consideration 4 

Finalise this project at this time, using the concept of this project for an assessment of 
this process six months post-implementation of the Forensic Register, in conjunction 
with Quantifiler® Trio DNA Quantification Kit. 

5.4.1. Benefits 

More effective and efficient use of data with the Forensic Register, with ability to 
capture additional parameters provided by Quantifiler® Trio DNA Quantification Kit and 
the Forensic Register including interpretation and Degradation Index. 

Data reflective of procedures, instruments and LIMS in use at the time of data capture. 

Better opportunity to suggest process improvements conducive to the technology, 
workflow and LIMS in use at that time. 

5.4.2. Risks and disadvantages 

Number of samples requiring this process wouldn't decrease for the short-term at least. 

No change in cost to the laboratory in terms of staff, time, consumables or funds in the 
short-term. 

No opportunity to improve the results for low quant samples in the short-term. 
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5.5. General recommendations and considerations 

It is recommended that this project be finalised at this point and a new project 
commence approximately six months after the introduction of the Forensic Register; in 
conjunction with the use of Quantifiler® Trio DNA Quantification Kit . The concept of 
this project would be used to guide the new project in terms of a starting point for data 
mining and parameters of interest. 
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1. Abstract 

All casework DNA extracts that underwent a concentration step using the 
Microcon® process were evaluated and categorised into whether there was 
meaningful information obtained or not. This evaluation primarily focussed on 
samples that underwent an 'auto-microcon' process in 2016. 

The findings of this evaluation are presented for the Queensland Police Service 
to advise on whether they would prefer their Priority 2 samples to continue with 
the 'auto-microcon' process, or to cease this automatic step and notify the 
laboratory if particular samples are requested to be reworked. 

These options relate to Priority 2 (Major Crime) samples only, as the process 
developed in 2012 for Priority 3 (Volume Crime) samples will be reinstated with 
the operationally-required move to process these samples using PowerPiex® 21 
system (PP21 ). 

2. Definitions 

DNA Profile Intelligence: DNA profile information available for interpretation by 
Forensic DNA practitioners that is able to be provided to clients. 

Fail: In this report, this is DNA profile information that was not suitable for 
comparing to reference DNA profiles and other casework samples. This word 
was used to filter the data into two possible outcomes (fail/success). 

NCIDD: National Criminal Investigation DNA Database. 

QPS: Queensland Police Service. 

Success: In this report, this is DNA profile information that was obtained that 
was suitable for comparing to reference DNA profiles and other casework 
samples. This word was used to filter the data into two possible outcomes 
(fail/success). 

3. Introduction 

Microcon® Centrifugal Filter Devices desalt and concentrate macromolecular 
solutions such as DNA-containing solutions. They employ Amicon's low binding, 
anisotropic, hydrophilic regenerated cellulose membrane f11 . 

The use of Microcon® filters to concentrate extract has been a standard post­
extraction process within Forensic DNA Analysis to reduce the volume of 
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extract from approximately 1 OOuL to S35J.LL for amplification with PowerPiex® 21 
system. 

Since the implementation of PP21 amplification kit within Forensic DNA 
Analysis for casework samples in December 2012, extracts with low 
Quantification values were recommended to be concentrated. Templates of 
<0.132ng (Quantification <0.0088n~/uL) were found to exhibit marked 
stochastic effects after amplification 12 • Consequently, a workflow that directed 
extracts automatically to a concentration step based on Quantification value 
was implemented ('auto-microcon' process) for Priority 2 samples. 

A workflow for Priority 3 samples remained within active Standard Operating 
Procedures to have the DNA extracts not amplified, nor automatically 
concentrated with Microcon® filters, but to be held after Quantification and QPS 
informed that low levels of DNA were obtained that were insufficient for further 
processing at that stage 131141. 

Anecdotally, the suitability to provide QPS with DNA profile Intelligence from 
extracts that have been concentrated has been noted to be limited, and added 
to scientist's time and availability to direct resources to samples with more DNA 
detected. 

4. Data interrogation 

The 'auto-microcon' data was interrogated by assessing the DNA profile 
outcome results reported as Exhibit Report lines as a function of the 
Quantification value. 

The Exhibit lines were interrogated and grouped into two interpretation 
outcomes as follows: 

1. 'Fail': DNA profile interpretation outcomes of 'Complex unsuitable for 
interpretation', 'No DNA profile', 'Partial unsuitable for interpretation', 'No DNA 
Detected'; 

2. 'Success': All other DNA profile outcomes including single source DNA 
profiles matching assumed known contributors or different reference DNA 
profiles, mixtures that were suitable for comparison to reference DNA profiles, 
DNA profiles that were suitable for loading to NCIDD. 

NB. These descriptions were used to filter the data. A 'fail' does not mean there 
was a Quality failure in the process; a 'success' does not necessarily mean a 
DNA match. 
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5. Assessment of 'auto-microcon' results 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 through the 'auto-microcon' workflow. 

Data Analysis 
The samples applicable to this experiment had Quantification values in the 
range 0.001 ng/J..LL to 0.0088ng/J..LL, and a total number of samples that were 
processed this way was determined. This total number excluded environmental 
samples, samples without Quantification values, samples not requested for 
further work, samples where quality flags were raised, and samples that had not 
returned results at the time of data collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. A percentage of samples that fell into 
these categories was determined. 

The 'auto-microcon' data could be expressed as a function of Quantification 
value. 

The percentage of samples that had an 'auto-microcon' process and led to an 
NCIDD upload was obtained. This data could be filtered further into the 
outcome from the NCIDD load, at the time of data collection. 

6. Datamine of the difference in pre- and post- Microcon® 
Quantification values 

Intent 
Evaluate the difference between the Quantification values obtained for samples 
prior to the 'auto-microcon' step, and then after the 'auto-microcon' process. 
This is to assess, through the Quantification data, the effectiveness of the 
Microcon® step in concentrating the DNA extract. 

As this is purely a datamining experiment, only the samples that yielded a result 
of 'success' were examined. 

Data Analysis 

The samples applicable to this experiment had Quantification values above 
0.001 ng/J..LL and less than 0.015ng/J..LL where the final result was 'success'. 
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This range was considered by the author to be able to provide a sufficient 
demonstration of the trend of the data (N=278 samples). 

7. Results and Discussion 

7.1 Assessment of 'auto-microcon' results 

There were N=1449 samples in the 'auto-microcon' Quantification range, 
excluding certain samples as per Section 5. 

The percentage of samples that resulted in a determination of 'fail' was 89.4% 
(Fig 1 ). As expected, the number of 'fails' increased when the Quantification 
decreased and approached the Limit of Detection of Quantification ie. 
0.001 ng/)ll (Fig 2). This was considered to be due to there being less DNA 
detected in the extract, and therefore less DNA to concentrate. 

%'Success'/ 'Fail' of 'Auto-Microcon' Samples 

Figure 1: Percentage 'Success'/'Fail' of 'Auto-Microcon' samples. 
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Figure 2: Spread of data and categorised as 'Success'/ 'Fail' for 'Auto-Microcon' samples. 

If samples were not processed through the 'auto-microcon' process, what DNA 
Intelligence would the client miss out on? To evaluate this, the 'success' data 
was drilled down to the samples that had some NCIDD interaction and in 
particular, where they were the only samples in the case that were NCIDD­
suitable for that particular profile. This represented 1.86% of all 'auto-microcon' 
samples. In looking at samples that provide new Intelligence, that is DNA 
information available for future linking, or has provided a cold-link, this equated 
to 1.45% of all 'auto-microcon' samples (Fig 3) .. 
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Figure 3: NCIDD outcome for samples that were loaded to NCIDD 
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This 1 .45% of 'auto-microcon' samples is considered to be the pertinent value 
for the client to assess if the 'auto-microcon' process was not performed. 

7.2 Datamine of the difference in pre- and post- Microcon® 
Quantification values 

The samples applicable to this experiment had Quantification values above 
0.001ng/J..tl where the final result was 'success'. 

As the Microcon® process concentrates the DNA extract from approximately 
1 OOuL to approximately 35~-tL. in theory it would be a reasonable expectation to 
obtain approximately two to three-fold increases in DNA Quantification after 
concentration. Figure 4 shows the plot of the differences found for samples that 
resulted in 'success'. 
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Figure 4: Quantification differences pre and post concentration 

The findings are not unexpected as the scatter focusses mostly around two-fold 
increases in Quantification. It was also not unexpected to observe the variable 
results. Anecdotally, variability in success rates is found at profile management 
stage when assessing results of samples that have had this concentration step. 

DNA can be lost in the process as seen in Fig 4 where the Quantification values 
decreased after concentration (below the horizontal axis). Variability in results 
could be attributed to a number of things, including but not limited to the slight 
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differences between operators and instrumentation, the differences in substrate 
type and level of degradation, and the variability in Quantification result. 

8. Options for consideration 

The options to consider are: 

1. Continue with 'auto-microcon' process for Priority 2 (Major Crime) 
casework; or, 

2. Cease the 'auto-microcon' process for Priority 2 (Major Crime) casework 
and report the exhibit result of 'DNA insufficient for further processing' 
based on Quantification result. 

a. Priority 1 samples could proceed with the 'auto-microcon' process. 
If a DNA concentration rework is required, the Microcon® process 
can be ordered manually by the scientist. 

In considering continuing or discontinuing the automatic concentration of DNA 
extracts for Priority 2 (Major Crime) samples, some key elements to consider 
include, but are not limited to: 

- The opportunity to link DNA profiles on NCIDD would not be initially 
possible (without automatic concentration) for approximately 1.45% of 
samples that would qualify for this process. Of the 'auto-microcon' data 
set (N=1449 samples) evaluated, 1.45% equates to 21 samples; 

- Time and cost for processing all samples in the 'auto-microcon' range, 
including batch preparation, Quality checking and control; 

Time and cost for processing these samples further with additional 
rework options, as one would expect with low levels of DNA detected 
initially; 

- The ability to potentially reallocate staff time currently allocated to 
processing, interpreting and reporting 'auto-microcon' samples, to 
samples with higher DNA yield, thus improving the turnaround time for 
results on these samples; 

- The opportunity to conserve DNA extract for further processing with other 
technologies should that be considered (eg. Y-STR analysis, Low Copy 
Number analysis); 

A review of the automatic concentration of DNA extracts using Microcon® 
Centrifugal Filter Devices: Options for QPS consideration. -9- 2297 



WIT.0019.0012.2372 

- The improved ability to provide quick results to QPS (using the Forensic 
Register at Quantification stage) indicating low levels of DNA detected, 
thus enabling QPS to employ further strategies at their discretion (eg. 
further sampling of items, request the rework); 

- The continued ability to process the DNA extract upon client request or 
depending on priority (eg Priority 1 -Critical Priority). 
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1. Abstract 

All samples that underwent a Microcon® process were evaluated and 
categorised into whether there was meaningful information obtained or not. This 
evaluation focussed primarily on samples processed in 2016 that underwent an 
'auto-microcon' process. Arguably minimal value in proceeding (define value? 
For whom/what? If simply looking at success rates from a numbers perspective 
only. agree minimal value for us and the client. If looking at value from a 
sample/case perspective, then the 10% successes could potentially be very 
valuable to the client?) with this automatic processing step was found. Given 
this, further workflow streamlining processes could be implemented that would 
provide significant processing efficiencies, and cost and time savings such that 
these efforts could be better placed in processing higher DNA-yielding samples. 

3-.2. Introduction 

Microcon® Centrifugal Filter Devices desalt and concentrate macromolecular 
solutions such as DNA-containing solutions. They employ Amicon's low binding, 
anisotropic, hydrophilic regenerated cellulose membrane [11. 

The use of Microcon® filters to concentrate extract has been a standard post­
extraction process within Forensic DNA Analysis to reduce the volume of 
extract from approximately 1 OOuL to :QOf!L for amplification with AmpF~STR® 
Profiler Plus®, and to ::;351-ll for amplification with PowerPiex® 21 system 
(PP21). 

Since the implementation of PP21 amplification kit within Forensic DNA 
Analysis for casework samples in December 2012, extracts with low 
Quantification values were recommended to be concentrated. Templates of 
<0.132ng were found to exhibit marked stochastic effects after amplification [21. 
Consequently, a workflow that directed extracts automatically to a concentration 
step based on Quantification value was implemented ('auto-microcon' process). 

Anecdotally, the suitability to provide the Queensland Police Service (QPS) with 
DNA profile Intelligence from extracts that have been concentrated has been 
noted to be limited. Furthermore, extracts that are of low quant value that have 
been automatically concentrated have been observed to rarely yield DNA 
information for QPS. 

NB. Project #163 - Assessment of results obtained from 'automatic-microcon' 
samples [31 was conducted to evaluate the results of samples that were 
processed with the 'auto-microcon' process. A recommendation of this project 
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was to re-evaluate after the introduction of the Forensic Register in conjunction 
with the use of Quantifilef'ID Trio DNA Quantification Kit. 

This recommendation was based on the perceived ease of retrieving data from 
the FR as opposed to AUSLAB, and with the thought that the FR would soon be 
implemented. For the purposes of this project, it is not considered essential to 
have the FR implemented if the data can be retrieved from AUSLAB. However, 
it is considered important that the data be spanning a sufficient period of 
processing, and be based on the same Quantification system namely the 
Quantifilef'ID Trio DNA Quantification Kit. 

WIT.0019.0012.2379 

The purpose of this project is to evaluate the suitability for interpretation (this is ~Formatted: Underline 
~-----------------------------' 

your measure of success, then?) of DNA profiles that may be obtained after the 
post-extraction concentration step using the Microcon® centrifugal filter devices. 
This evaluation includes an assessment of those samples that underwent the 
'auto-microcon' process. This evaluation is based on a data mine of extracts in 
the year 2016 that were concentrated with Microcon® centrifugal filter devices, 
and assesses the 'suitability' of PP21 profile outcomes as a function of quant 
values obtained from using the Quantifilef'ID Trio DNA Quantification Kit. 

This evaluation looks at two data sets as a function of the Quantification value: 

1. PP21 DNA profile outcomes from extracts that were processed through 
the 'auto-microcon' process; 

2. PP21 DNA profile outcomes from all extracts that were concentrated with 
the Microcon® filter devices. 

4.3. Resources 

The following resources were required for this validation/project: 

Forensic DNA Analysis staff and computer time to retrieve data from AUSLAB 
and to use Microsoft Excel. 

5.4. Methods 

5.4-.4.1. Data retrieval from AUSLAB (LIMS) 

Data was retrieved from AUSLAB using Extended Enquiries. Data was 
searched for samples that had a testcode of 'XPLEX' and 'MCONC1' ordered in 
the year 2016 in Forensic DNA Analysis. Samples with the XPLEX (both 
testcodes?) testcode were High Priority (P2) samples. 
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The data was output with the corresponding Quantification value and the 
reported DNA profile interpretation (Exhibit Report Line in the Exhibit Report 
(EXH)) for that particular barcode. If the barcode was a sub-sample, the 
corresponding EXH line for the sub-sample was output. 

For ease of data interrogation, the RAW data (1:\Change 
Management\Proposal#184 - Evaluation of the efficacy of Microcons\Data\RAW 
Data from AUSLAB) had a column added to describe whether the sample 
underwent the 'auto-microcon' process ('AUTO' = 0.001 ng/f!L<Quant 
<0.0088ng/f!L) or not ('MANUAL' = Quant >0.0088ng/f!L). Another column was 
added to describe whether there was a Quantification value returned in the data 
collation ('TRUE' = Quant value obtained), or not ('FALSE' = no Quant value 
obtained (ie. 0 ng/f!L). 

The data excluded samples that had not returned a DNA profile result, Quality 
samples (including environmental monitoring samples), have no quant value in 
the data export, or have quality issues noted. 

s...a...4.2. Data interrogation 

The data was interrogated by assessing the DNA profile outcome results 
reported as Exhibit Report lines as a function of the Quantification value. 

The Exhibit lines were interrogated and grouped into two interpretation 
outcomes as follows: 

1. 'Fail': DNA profile interpretation outcomes of 'Complex unsuitable for 
interpretation', 'No DNA profile', 'Partial unsuitable for interpretation', 'No DNA 
Detected'; 

2. 'Success': All other DNA profile outcomes. I think you need to be specific 
here. especially if you are going to go on to make further decisions with respect 
to 'value' of these success- ie NCIDD load 

Perhaps accept and reject rather than success and fail for the first stage. 
where you are simply deciding which data to include? 

Then perhaps redefine 'success' for each progressive section 

Project Proposal #184 -Evaluation of the Efficacy of a Post-Extraction 
Concentration Step Using the Microcon® Centrifugal Filter Devices in 
Yielding DNA Profile Intelligence. - 6-

WIT.0019.0012.2380 

2306 



i.LExperimental Design 

6.4-.5.1. Experiment 1: Assessment of 'auto-microcon' 
results 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 through the 'auto-microcon' workflow. 

Data Analysis 
The samples applicable to this experiment had Quantification values in the 
range 0.001 ng/f!L to 0.0088ng/f!L, and a total number of samples that were 
processed this way was determined. This total number excluded environmental 
samples, samples without Quantification values, samples not requested for 
further work, samples where quality flags were raised, and samples that had not 
returned results at the time of data collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. A percentage of samples that fell into 
these categories was determined. 

The 'auto-microcon' data could be expressed as a function of Quantification 
value. 

Of the DNA profile interpretation outcomes of 'success', the data was broken 
down further to determine the percentage of samples that were reworked prior 
to the DNA profile outcome of 'success'. 

The percentage of samples that had an 'auto-microcon' process and led to an 
NCIDD upload was obtained. This data could be filtered further into the 
outcome from the NCIDD load, at the time of data collection. 

6.-2.5.2. Experiment 2: Assessment of all DNA profile results 
from extracts that have had a concentration step. 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 and underwent a post-extraction concentration step using Microcon® 
centrifugal filter devices. 

Data Analysis 
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The samples that were applicable to this experiment had Quantification values 
above 0.001 ng/f!L, and underwent the Microcon® process. This included the 
'auto-microcon' samples, and those that had a Microcon® rework performed 
(termed 'manual'). This combination of data was termed 'combined data'. 

A total number of samples that were processed this way was determined. This 
total number excluded environmental samples, samples without Quantification 
values, samples not requested for further work, samples where quality flags 
were raised, and samples that had not returned results at the time of data 
collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. 

The percentage of samples that fell into these categories ('manual' and 
'combined') was determined. 'Manual' referred to the samples beyond the 'auto­
microcon' range that were reworked with the Microcon® process, and 
'combined' referred to all samples ('auto-microcon' and 'manual'). 

There was a point where the number of 'success' samples was approximately 
the same as the number of 'fail' samples when the Microcon® process was 
performed. This appeared to be approximately Quant = 0.02ng/ul. Therefore, 
the data was interrogated further at a Quantification value lower than this mark 
to determine what percentage of samples in certain ranges led to DNA profile 
interpretation outcomes of 'success'. 

From this data, a sub-section of samples was interrogated further to evaluate 
the effect on DNA Intelligence (is this defined somewhere?) that was obtained. 
A range of samples with Quantification range up to 0.015ng/ul was chosen and 
a total number of samples was determined. This Quantification value was 
chosen as it was the approximate value where all samples below this value that 
underwent a Microcon® process, led to an approximate, round figure of 85% 
'failure'. 

With this Quantification value chosen, the data was interrogated further. The 
percentage of samples in this range that were determined to be a 'success' and 
were reworked further was determined. 

The percentage of samples that were in this Quantification range and led to an 
NCIDD upload was determined. This data could be filtered further into the 
outcome from the NCIDD load. Changing or developing 'success/value' This 
data could then be used to evaluate the potential for samples to not provide 
meaningful DNA Intelligence what is meaningful DNA intelligence? to QPS if the 
Microcon® process was re-defined in some way. 
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5.3. Experiment 3: Datamine of the difference in pre- and post­
Microcon® Quantification values 

Intent 
Evaluate the difference between the values obtained from the Quantification 
process in samples that have had a Microcon® concentration step applied. 

As this is purely a datamining experiment, only the samples that have yielded a 
result of 'success' was examined. Is 'success' in experiment the updated 
version? ie NCIDD upload/outcome 

Data Analysis 

The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. 

The range was further refined as per Section 5.2, such that samples that had 
Quantification values between 0.001 ng/f!L and 0.015ng/f!L were examined. 

This range was considered by the author to be able to provide a sufficient 
demonstration of the trend of the data. 

+.§:_Results and Discussion 

6.1 Assessment of 'auto-microcon' results 

For samples in the 'auto-microcon' Quantification range, the total number of 
samples that were processed this way (excluding certain samples as per 
Section 5.1) was N= 1449 samples. 

The percentage of samples that resulted in a determination of 'fail' was 89.4% 
(Fig 1). As expected, the number of 'fails' increased when the Quantification 
decreased and approached the Limit of Detection of Quantification ie. 
0.001 ng/ul (Fig 2). This was considered to be due to there being less DNA 
detected in the extract, and therefore less DNA to concentrate. 
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%'Success'/ 'Fail' of 'Auto-Microcon' Samples 

• SUCCESS 

• FA IL 

Figure 1: Percentage 'Success'/ 'Fail' of 'Auto-Microcon' samples. 
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Figure 2: Spread of data and categorised as 'Success'/ 'Fail' for 'Auto-Microcon' samples. 

In order to reach a DNA profile interpretation outcome of 'success', it was found 
that 74.7% of samples had an additional rework to the Microcon® process (Fig 
3). Is this because of number of contributors, considering these samples are all 
P2? (so might not necessarily reflect profile quality or lack thereof. per se) How 
relevant is this? 
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%Samples reworked after •Auto-Microcon• 
(when •successful• ) 

• Reworke d at least 
once 

Figure 3: Percentage of 'Auto-Microcon' Samples that were reworked at least once and led to a 
'successful ' DNA profile outcome. 

In putting the data behind Figures 2 and 3 together, if an 'auto-microcon' 
process was not conducted and was subsequently requested by the client for 
samples in this Quantification range, there would be approximately a 10% 
chance of obtaining a 'successful' DNA profile interpretation. Furthermore, in 
order to achieve that outcome, approximately 75% of these 'successful' 
samples would have needed a further rework. This means, for these samples, 
there would be a turnaround time factor for the client to consider, and in a 
potential fee-for-service model with requesting clients, being prepared to have 
increased processing costs associated with these low-quant samples would be 
a client consideration. I am not sure you can put these together in this way? 
Remember. you are using P2 samples (that require repro for STRmix) 

If samples were not processed through the 'auto-microcon' process, what DNA 
Intelligence would the client miss out on? To evaluate this, the 'success' data 
was drilled down to the samples that had some NCIDD interaction and in 
particular, where they were the only samples in the case that were NCIDD­
suitable for that particular profile (Fig 4). This is a bit too vague for me This 
represented 1.86% of all 'auto-microcon' samples. In looking at samples that 
provide new Intelligence, that is DNA information available for future linking, or 
has provided a cold-link, this equated to 1 .45% of all 'auto-microcon' samples. 

This 1.45% of samples would be the pertinent value for the client to consider if 
the 'auto-microcon' process was not performed - this samples are our RISK if 
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we decide to remove this process - in removing this process we are also 
removing 1.45% of samples that do provide our client with 'success' . In 
considering this, it would be important to evaluate the time and cost for 
processing, and the opportunity to concentrate efforts on other higher yielding 
samples. In saying this, with the ease of communication through the Forensic 
Register, these samples could processed if the client has no other forensic 
Intelligence assisting the matter, or if the item is considered to be of critical 
priority. 

NCIDD upload outcome when no other sample exists for 
NCIDD upload(% all samples auto-microcon) 

1.20% .,----------------------------

0.41% 
0 .40% 

0.20% 

0.00% 

NCIDD Co ld Link NCIDD Unlinked NCI DD Warm Lin k 

Figure 4: NCIDD outcome for samples that were loaded to NCIDD 

Ultimately, this data means that for approximately 90% of samples that 
underwent an 'auto-microcon' process, there is arguably negligible DNA profile 
Intelligence for the client. If the 'auto-microcon' was not applied, there would be 
the following advantages, including but not limited to: 

-the potential to make available at least 1449 processing positions for other 
samples including further available positions that would have been used for 
reworks, 

-the lack of a need for the considerable efforts required to prepare and process 
Microcon® (and further rework) batches for this number of samples, 

-consumable and labour savings in the end-to-end processing of these 
samples, and 

-time and effort could be redirected in the laboratory workflow to other activities 
including service extensions like Y-STR profiling. 

This is good, but for the argument to be presented in a balanced and 
transparent fashion perhaps you should include the perceived risks and impacts 
too? Maybe a table? This is particularly important for the 'success' samples - if 
you are going to remove a process that gives any 'success' then you need to 
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know what the impact will be and perhaps offer a mitigation strategy. For 
example. examine the 1.45% identified risk for QPS to see if there are any 
trends that predict success (ie sample type, substrate, collection location) that 
could be used to provide advice to QPS about which samples to request m'con 
on? 

6.2 Assessment of all DNA profile results from extracts that 
have had a concentration step. 

All samples from 2016 that had a Microcon® process were determined. The 
total number of samples was N= 2201 samples, excluding certain samples as 
per Section 5.1. 

The percentage of samples that resulted in a determination of 'fail' was 78.5% 
(see Fig 5). As expected, in looking at the spread of the 'combined' data, the 
number of 'successes' increased when the Quantification increased (Fig 6). 

% Success of Total Microcons 

• SUCCESS 

• FAIL 

Figure 5: Percentage 'Success'/ 'Fail' of all Microcon® samples ('combined' data). 
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Figure 6: Combined data for samples that underwent the Microcon® process as a function of 
Quantification value. 

As mentioned in Section 5.2, the Quantification value where there was roughly 
the same number of 'success' and 'fail' samples was approximately 0.02ng/ul. 
It must be noted that this is a rough estimate at this particular Quantification 
value, and it is based on limited samples that returned that Quantification value. 
It can be argued that taking a range of Quantification values to look at the 
overall success/fail percentages could provide the client with approximate 
likelihoods of obtaining meaningful DNA Intelligence. 
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A number of ranges were looked at to determine the percentage 'success' of 
samples with Quantification values in various ranges (Fig 7). The ranges were 
established up to the highest Quantification value of 0.02ng/ul. As expected, 
the percentage 'success' increased as the Quantification increased due to the 
higher amount of DNA in the extract available to be concentrated. 

%'Success' vs Quant Range (ng/ul) 
20 ,-----------------------------.,07~~ 

18 +---------------------~~~~~ 

16 +-------------~~~Trfl~~1~~~~---

14 t-----1T~~E>-
12 -jHJ~:~IJ-lc!M;~--

10 
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2 

0 

0 .00 - 0 .00 - 0.010 0 .00- 0.013 0 .00 - 0.015 0 .00 - 0.020 

0 .0088 

• % 'Success' 

Figure 7: Percentage 'success' for samples that underwent a Microcon® process 

In viewing the data in Fig 7, a limitation is that all samples that fell in the 'auto­
microcon' range, had a Microcon® process performed, whereas there are 
samples that are in higher Quantification ranges that might not have required a 
Microcon® concentration rework step to yield useful DNA profiles. These 
samples were not evaluated. 

A lower Quantification value to where the number of 'successes' roughly 
equalled the 'failures' was chosen to be the upper end of data ranges that were 
evaluated further. The value chosen was 0.015ng/ul. Table 1 and Figure 8 
describe the risk to NCIDD upload for samples in these ranges if Microcon® 
concentration steps were not performed. 

Table 1: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranqes 
%No other samples to Upload in Quantification ranges (Q) 

Q = O.OOng/uL to O.Olng/ul(total samples Q = O.OOng/uL to 0.0133ng/ul Q = O.OOng/u L to O.OlSng/uL (total samples in 

in range= 1519) (total samples in range= 1696) range= 1778) 

NCIDD Cold link 0.92 0.88 

NCIDD Unlinked 0.53 0.77 

NCIDD Warm Unk 0.46 0.83 
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• NCI DD Cold link 

• NCI DD Unlinked 

• NCI DD Warm Link 

Figure 8: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranges 

Approximately 1.45% of samples in the Quantification range up to 0.01 ng/ul 
resulted in 'new' DNA Intelligence. This percentage is the same as that found in 
the 'auto-microcon' range. This percentage increased to 1.65% and 2.25% for 
the Quantification ranges up to 0.0133ng/ul and 0.015ng/ul respectively. 

The number of further reworks required to obtain 'success' outcomes decreased 
as the Quantification increased. This is not unexpected given higher DNA yields 
detected would not necessarily require as many reworks in order to yield DNA 
profiles. 

• No further reworks 

• Reworked at least once 
0.2 

0.1 

0 

% Reworked at least once after Microcon in Quantificat ion ranges 

Figure 9: Percentage of samples reworked (in addition to a Microcon® process) in various 
Quantification ranges. 
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6.3 Datamine of the difference in pre- and post- Microcon® 
Quantification values 

The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. The range was further refined 
as per Section 5.2, such that samples that had Quantification values between 
0.001 ng/f!L and 0.015ng/f!L were examined. 

As the Microcon® process concentrates the DNA extract from approximately 
1 OOuL to approximately 35ul, in theory it would be a reasonable expectation to 
obtain approximately two to three-fold increases in DNA Quantification after 
concentration. Figure 10 shows the plot of the differences found for samples 
that resulted in 'success'. 

Fold difference between quants when 'success' 
8 .00 -,------------------

• 
6 .00 +----------------

• • 
2.00 

0.02 

• -4 .00 +--------.----------

-6.00 _j__ ______________ _ 

• Fold difference between quants when 
'success' 

Figure 10: Quantification differences pre and post concentration 

The findings are not unexpected as the scatter focusses mostly around two-fold 
increases in Quantification. It was also not unexpected to observe the variable 
results - we know that quant step itself has inherent variability. Anecdotally, 
variability in success rates is found at profile management stage when 
assessing results of samples that have had this concentration step. 

DNA can be lost in the process as seen in Fig 10 where the Quantification 
values decreased after concentration. Variability in results could be attributed to 
a number of things, including but not limited to the slight differences between 
operators and instrumentation, the differences in substrate type and level of 
degradation, and the variability in Quantification result. 
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~7. Conclusion and Recommendations 

The data analysis demonstrated that there was arguably minimal value in 
performing the 'auto-microcon' concentration step. This opinion was formed by 
analysing the data from 2016 where it was found that for all samples that 
underwent the 'auto-microcon' step, 89% did not yield meaningful results. 

It was found that in considering all samples that underwent a Microcon® step at 
some stage in 2016, 78.5% did not yield meaningful results (what does this 
mean? They are fails? Or they didn't give new intel?) . As expected, when the 
Quantification value increased, the percentage of meaningful results increased. 
However, it was also demonstrated in the data analysis that the Quantification 
values did not always improve after Microcon®, but where they did, the 
magnitude of change was roughly equivalent to the change in volume (from 
neat to concentrated sample). 

Based on the data analysis, the following recommendations are offered: 

1. Cease 'auto-microcon' processing with the following exceptions: 
a. Priority 1 samples (Critical Priority); and 

b. Coroniai/DVI samples where profiles are mostly single-source and 
quite often incomplete profiles may be enough to provide 
Intelligence on possible identity. 

2. Cease processing all Priority 3 samples up to the Quantification value of 
0.0133ng/ul (template of 200ng). Maybe this. and reworks. could form a 
part B to this project? 

3. For samples in the range described in Recommendation 2, automatically 
send result information via the Forensic Register to QPS at 
Quantification stage. This result information is recommended to be the 
exhibit result line of 'DNA Insufficient for Further Processing'. This 
recommendation is an extension to the current 'No DNA Detected' 
process, which looks at Priority 2 samples yielding Quantification results 
of less than the Limit of Detection. 

4. Re-analyse Priority 2 samples in the range 0.0088ng/ul to 0.0133ng/ul 
after a six month period of processing to evaluate whether 
Recommendation 2 can be extended to Priority 2 samples. 
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5. Communicate the change in process to QPS and ensure that QPS are 
aware that for samples in the ranges mentioned in Recommendations 1 
and 2, that they could be requested for Microcon® concentration steps at 
any point in time. This request can be made via the Forensic Register 
after they have received the 'DNA insufficient...' result line. 
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1. Abstract 

All samples that underwent a Microcon® process were evaluated and 
categorised into whether there was meaningful information obtained or not. This 
evaluation focussed primarily on samples processed in 2016 that underwent an 
'auto-microcon' process. Arguably minimal value in proceeding (define value? 
For whom/what? If simply looking at success rates from a numbers perspective 
only. agree minimal value for us and the client. If looking at value from a 
sample/case perspective, then the 10% successes could potentially be very 
valuable to the client?) with this automatic processing step was found. Given 
this, further workflow streamlining processes could be implemented that would 
provide significant processing efficiencies, and cost and time savings such that 
these efforts could be better placed in processing higher DNA-yielding samples. 

Abstract to be re-written. 

3-.2. Introduction 

Microcon® Centrifugal Filter Devices desalt and concentrate macromolecular 
solutions such as DNA-containing solutions. They employ Amicon's low binding, 
anisotropic, hydrophilic regenerated cellulose membrane [11. 

The use of Microcon® filters to concentrate extract has been a standard post­
extraction process within Forensic DNA Analysis to reduce the volume of 
extract from approximately 1 OOuL to :QOf!L for amplification with AmpF~STR® 
Profiler Plus®, and to ::;351-ll for amplification with PowerPiex® 21 system 
(PP21). 

Since the implementation of PP21 amplification kit within Forensic DNA 
Analysis for casework samples in December 2012, extracts with low 
Quantification values were recommended to be concentrated. Templates of 
<0.132ng were found to exhibit marked stochastic effects after amplification [21. 
Consequently, a workflow that directed extracts automatically to a concentration 
step based on Quantification value was implemented ('auto-microcon' process). 

Anecdotally, the suitability to provide the Queensland Police Service (QPS) with 
DNA profile Intelligence from extracts that have been concentrated has been 
noted to be limited. Furthermore, extracts that are of low quant value that have 
been automatically concentrated have been observed to rarely yield DNA 
information for QPS. 

NB. Project #163 - Assessment of results obtained from 'automatic-microcon' 
samples [31 was conducted to evaluate the results of samples that were 
processed with the 'auto-microcon' process. A recommendation of this project 
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was to re-evaluate after the introduction of the Forensic Register in conjunction 
with the use of Quantifilef'ID Trio DNA Quantification Kit. 

This recommendation was based on the perceived ease of retrieving data from 
the FR as opposed to AUSLAB, and with the thought that the FR would soon be 
implemented. For the purposes of this project, it is not considered essential to 
have the FR implemented if the data can be retrieved from AUSLAB. However, 
it is considered important that the data be spanning a sufficient period of 
processing, and be based on the same Quantification system namely the 
Quantifilef'ID Trio DNA Quantification Kit. 

WIT.0019.0012.2399 

The purpose of this project is to evaluate the suitability for interpretation (this is ~Formatted: Underline 
~-----------------------------' 

your measure of success, then?) Definitions to be added.of DNA profiles that 
may be obtained after the post-extraction concentration step using the 
Microcon® centrifugal filter devices. This evaluation includes an assessment of 
those samples that underwent the 'auto-microcon' process. This evaluation is 
based on a data mine of extracts in the year 2016 that were concentrated with 
Microcon® centrifugal filter devices, and assesses the 'suitability' of PP21 profile 
outcomes as a function of quant values obtained from using the Quantifilef'ID Trio 
DNA Quantification Kit. 

This evaluation looks at two data sets as a function of the Quantification value: 

1. PP21 DNA profile outcomes from extracts that were processed through 
the 'auto-microcon' process; 

2. PP21 DNA profile outcomes from all extracts that were concentrated with 
the Microcon® filter devices. 

4.LResources 

The following resources were required for this validation/project: 

Forensic DNA Analysis staff and computer time to retrieve data from AUSLAB 
and to use Microsoft Excel. 

M....:....Methods 

S-.4-:4.1. Data retrieval from AUSLAB (LIMS) 

Data was retrieved from AUSLAB using Extended Enquiries. Data was 
searched for samples that had a testcode of 'XPLEX' and 'MCONC1' ordered in 
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the year 2016 in Forensic DNA Analysis. Samples with the XPLEX (both 
testcodes?) Clarified in v2. testcode were High Priority (P2) samples. 

The data was output with the corresponding Quantification value and the 
reported DNA profile interpretation (Exhibit Report Line in the Exhibit Report 
(EXH)) for that particular barcode. If the barcode was a sub-sample, the 
corresponding EXH line for the sub-sample was output. 

For ease of data interrogation, the RAW data (1:\Change 
Management\Proposal#184 - Evaluation of the efficacy of Microcons\Data\RAW 
Data from AUSLAB) had a column added to describe whether the sample 
underwent the 'auto-microcon' process ('AUTO' = 0.001 ng/f!L<Quant 
<0.0088ng/f!L) or not ('MANUAL' = Quant >0.0088ng/f!L). Another column was 
added to describe whether there was a Quantification value returned in the data 
collation ('TRUE' = Quant value obtained), or not ('FALSE' = no Quant value 
obtained (ie. 0 ng/f!L). 

The data excluded samples that had not returned a DNA profile result, Quality 
samples (including environmental monitoring samples), have no quant value in 
the data export, or have quality issues noted. 

5.-2.4.2. Data interrogation 

The data was interrogated by assessing the DNA profile outcome results 
reported as Exhibit Report lines as a function of the Quantification value. 

The Exhibit lines were interrogated and grouped into two interpretation 
outcomes as follows: 

1. 'Fail': DNA profile interpretation outcomes of 'Complex unsuitable for 
interpretation', 'No DNA profile', 'Partial unsuitable for interpretation', 'No DNA 
Detected'; 

2. 'Success': All other DNA profile outcomes. I think you need to be specific 
here, especially if you are going to go on to make further decisions with respect 
to 'value' of these success- ie NCIDD load 

Perhaps accept and reject rather than success and fail for the first stage, 
where you are simply deciding which data to include? 

Then perhaps redefine 'success' for each progressive section 

Definitions to be added. 
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i.LExperimental Design 

6.4-.5.1. Experiment 1: Assessment of 'auto-microcon' 
results 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 through the 'auto-microcon' workflow. 

Data Analysis 
The samples applicable to this experiment had Quantification values in the 
range 0.001 ng/f!L to 0.0088ng/f!L, and a total number of samples that were 
processed this way was determined. This total number excluded environmental 
samples, samples without Quantification values, samples not requested for 
further work, samples where quality flags were raised, and samples that had not 
returned results at the time of data collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. A percentage of samples that fell into 
these categories was determined. 

The 'auto-microcon' data could be expressed as a function of Quantification 
value. 

Of the DNA profile interpretation outcomes of 'success', the data was broken 
down further to determine the percentage of samples that were reworked prior 
to the DNA profile outcome of 'success'. 

The percentage of samples that had an 'auto-microcon' process and led to an 
NCIDD upload was obtained. This data could be filtered further into the 
outcome from the NCIDD load, at the time of data collection. 

6.-2.5.2. Experiment 2: Assessment of all DNA profile results 
from extracts that have had a concentration step. 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 and underwent a post-extraction concentration step using Microcon® 
centrifugal filter devices. 

Data Analysis 
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The samples that were applicable to this experiment had Quantification values 
above 0.001 ng/f!L, and underwent the Microcon® process. This included the 
'auto-microcon' samples, and those that had a Microcon® rework performed 
(termed 'manual'). This combination of data was termed 'combined data'. 

A total number of samples that were processed this way was determined. This 
total number excluded environmental samples, samples without Quantification 
values, samples not requested for further work, samples where quality flags 
were raised, and samples that had not returned results at the time of data 
collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. 

The percentage of samples that fell into these categories ('manual' and 
'combined') was determined. 'Manual' referred to the samples beyond the 'auto­
microcon' range that were reworked with the Microcon® process, and 
'combined' referred to all samples ('auto-microcon' and 'manual'). 

There was a point where the number of 'success' samples was approximately 
the same as the number of 'fail' samples when the Microcon® process was 
performed. This appeared to be approximately Quant = 0.02ng/ul. Therefore, 
the data was interrogated further at a Quantification value lower than this mark 
to determine what percentage of samples in certain ranges led to DNA profile 
interpretation outcomes of 'success'. 

From this data, a sub-section of samples was interrogated further to evaluate 
the effect on DNA Intelligence (is this defined somewhere?) Definitions to be 
added that was obtained. A range of samples with Quantification range up to 
0.015ng/ul was chosen and a total number of samples was determined. This 
Quantification value was chosen as it was the approximate value where all 
samples below this value that underwent a Microcon® process, led to an 
approximate, round figure of 85% 'failure'. 

With this Quantification value chosen, the data was interrogated further. The 
percentage of samples in this range that were determined to be a 'success' and 
were reworked further was determined. 

The percentage of samples that were in this Quantification range and led to an 
NCIDD upload was determined. This data could be filtered further into the 
outcome from the NCIDD load. Changing or developing 'success/value' 
Definitions to be added This data could then be used to evaluate the potential 
for samples to not provide meaningful DNA Intelligence what is meaningful DNA 
intelligence? Definitions to be added to QPS if the Microcon® process was re­
defined in some way. 
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5.3. Experiment 3: Datamine of the difference in pre- and post­
Microcon® Quantification values 

Intent 
Evaluate the difference between the values obtained from the Quantification 
process in samples that have had a Microcon® concentration step applied. 

As this is purely a datamining experiment, only the samples that have yielded a 
result of 'success' was examined. Is 'success' in experiment the updated 
version? ie NCIDD upload/outcome to be clarified. 

Data Analysis 

The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. 

The range was further refined as per Section 5.2, such that samples that had 
Quantification values between 0.001 ng/f!L and 0.015ng/f!L were examined. 

This range was considered by the author to be able to provide a sufficient 
demonstration of the trend of the data. 

+.§:_Results and Discussion 

6.1 Assessment of 'auto-microcon' results 

For samples in the 'auto-microcon' Quantification range, the total number of 
samples that were processed this way (excluding certain samples as per 
Section 5.1) was N= 1449 samples. 

The percentage of samples that resulted in a determination of 'fail' was 89.4% 
(Fig 1). As expected, the number of 'fails' increased when the Quantification 
decreased and approached the Limit of Detection of Quantification ie. 
0.001 ng/ul (Fig 2). This was considered to be due to there being less DNA 
detected in the extract, and therefore less DNA to concentrate. 
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%'Success'/ 'Fail' of 'Auto-Microcon' Samples 

• SUCCESS 

• FA IL 

Figure 1: Percentage 'Success'/ 'Fail' of 'Auto-Microcon' samples. 
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Figure 2: Spread of data and categorised as 'Success'/ 'Fail' for 'Auto-Microcon' samples. 

In order to reach a DNA profile interpretation outcome of 'success', it was found 
that 74.7% of samples had an additional rework to the Microcon® process (Fig 
3). Is this because of number of contributors, considering these samples are all 
P2? (so might not necessarily reflect profile quality or lack thereof. per se) How 
relevant is this? Reworks to be removed. No. contributs guidelines don't work 
for auto-mic sample. 
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%Samples reworked after •Auto-Microcon• 
(when •successful• ) 

• Reworke d at least 
once 

Figure 3: Percentage of 'Auto-Microcon' Samples that were reworked at least once and led to a 
'successful ' DNA profile outcome. 

In putting the data behind Figures 2 and 3 together, if an 'auto-microcon' 
process was not conducted and was subsequently requested by the client for 
samples in this Quantification range, there would be approximately a 10% 
chance of obtaining a 'successful' DNA profile interpretation. Furthermore, in 
order to achieve that outcome, approximately 75% of these 'successful' 
samples would have needed a further rework. This means, for these samples, 
there would be a turnaround time factor for the client to consider, and in a 
potential fee-for-service model with requesting clients, being prepared to have 
increased processing costs associated with these low-quant samples would be 
a client consideration. I am not sure you can put these together in this way? 
Remember. you are using P2 samples (that require repro for STRmix) Repro/no 
contr doesn't work for auto-mics, but reworking discussion point to be removed 
anyway. 

If samples were not processed through the 'auto-microcon' process, what DNA 
Intelligence would the client miss out on? To evaluate this, the 'success' data 
was drilled down to the samples that had some NCIDD interaction and in 
particular, where they were the only samples in the case that were NCIDD­
suitable for that particular profile (Fig 4). This is a bit too vague for me This 
represented 1.86% of all 'auto-microcon' samples. In looking at samples that 
provide new Intelligence, that is DNA information available for future linking, or 
has provided a cold-link, this equated to 1 .45% of all 'auto-microcon' samples. 
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This 1.45% of samples would be the pertinent value for the client to consider if 
the 'auto-microcon' process was not performed - this samples are our RISK if 
we decide to remove this process - in removing this process we are also 
removing 1.45% of samples that do provide our client with 'success' . Yes. In 
considering this, it would be important to evaluate the time and cost for 
processing, and the opportunity to concentrate efforts on other higher yielding 
samples. In saying this, with the ease of communication through the Forensic 
Register, these samples could processed if the client has no other forensic 
Intelligence assisting the matter, or if the item is considered to be of critical 
priority. 

NCIDD upload outcome when no other sample exists for 
NCIDD upload(% all samples auto-microcon) 

1.20% -,----------------------------

0.41% 
0.40% 

0.20% 

0.00% 

NCIDD Co ld Link NC IDD Unlinked NCIDD Warm Link 

Figure 4: NCIDD outcome for samples that were loaded to NCIDD 

Ultimately, this data means that for approximately 90% of samples that 
underwent an 'auto-microcon' process, there is arguably negligible DNA profile 
Intelligence for the client. If the 'auto-microcon' was not applied, there would be 
the following advantages, including but not limited to: 

-the potential to make available at least 1449 processing positions for other 
samples including further available positions that would have been used for 
reworks, 

-the lack of a need for the considerable efforts required to prepare and process 
Microcon® (and further rework) batches for this number of samples, 

-consumable and labour savings in the end-to-end processing of these 
samples, and 

-time and effort could be redirected in the laboratory workflow to other activities 
including service extensions like Y-STR profiling. 

This is good, but for the argument to be presented in a balanced and 
transparent fashion perhaps you should include the perceived risks and impacts 
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too? Maybe a table? This is particularly important for the 'success' samples - if 
you are going to remove a process that gives any 'success' then you need to 
know what the impact will be and perhaps offer a mitigation strategy. For 
example, examine the 1.45% identified risk for QPS to see if there are any 
trends that predict success (ie sample type. substrate. collection location) that 
could be used to provide advice to QPS about which samples to request m'con 
on? These are all samples that were low quant first time round (hence the auto­
mic), and all samples are available for QPS to request rework on. Can add 
some details from items in this 'success' category. 

6.2 Assessment of all DNA profile results from extracts that 
have had a concentration step. 

All samples from 2016 that had a Microcon® process were determined. The 
total number of samples was N= 2201 samples, excluding certain samples as 
per Section 5.1. 

The percentage of samples that resulted in a determination of 'fail' was 78.5% 
(see Fig 5). As expected, in looking at the spread of the 'combined' data, the 
number of 'successes' increased when the Quantification increased (Fig 6). 

% Success of Total Microcons 

• SUCCESS 

• FA IL 

Figure 5: Percentage 'Success'/ 'Fail' of all Microcon® samples ('combined' data). 
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Figure 6: Combined data for samples that underwent the Microcon® process as a function of 
Quantification value. 

As mentioned in Section 5.2, the Quantification value where there was roughly 
the same number of 'success' and 'fail' samples was approximately 0.02ng/ul. 
It must be noted that this is a rough estimate at this particular Quantification 
value, and it is based on limited samples that returned that Quantification value. 
It can be argued that taking a range of Quantification values to look at the 
overall success/fail percentages could provide the client with approximate 
likelihoods of obtaining meaningful DNA Intelligence. 
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A number of ranges were looked at to determine the percentage 'success' of 
samples with Quantification values in various ranges (Fig 7). The ranges were 
established up to the highest Quantification value of 0.02ng/ul. As expected, 
the percentage 'success' increased as the Quantification increased due to the 
higher amount of DNA in the extract available to be concentrated. 

%'Success' vs Quant Range (ng/ul) 
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0 .00 - 0 .00 - 0.010 0 .00- 0.013 0 .00 - 0.015 0 .00 - 0.020 

0 .0088 

• % 'Success' 

Figure 7: Percentage 'success' for samples that underwent a Microcon® process 

In viewing the data in Fig 7, a limitation is that all samples that fell in the 'auto­
microcon' range, had a Microcon® process performed, whereas there are 
samples that are in higher Quantification ranges that might not have required a 
Microcon® concentration rework step to yield useful DNA profiles. These 
samples were not evaluated. 

A lower Quantification value to where the number of 'successes' roughly 
equalled the 'failures' was chosen to be the upper end of data ranges that were 
evaluated further. The value chosen was 0.015ng/ul. Table 1 and Figure 8 
describe the risk to NCIDD upload for samples in these ranges if Microcon® 
concentration steps were not performed. 

Table 1: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranqes 
%No other samples to Upload in Quantification ranges (Q) 

Q = O.OOng/uL to O.Olng/ul(total samples Q = O.OOng/uL to 0.0133ng/ul Q = O.OOng/u L to O.OlSng/uL (total samples in 

in range= 1519) (total samples in range= 1696) range= 1778) 

NCIDD Cold link 0.92 0.88 

NCIDD Unlinked 0.53 0.77 

NCIDD Warm Unk 0.46 0.83 
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Figure 8: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranges 

Approximately 1.45% of samples in the Quantification range up to 0.01 ng/ul 
resulted in 'new' DNA Intelligence. This percentage is the same as that found in 
the 'auto-microcon' range. This percentage increased to 1.65% and 2.25% for 
the Quantification ranges up to 0.0133ng/ul and 0.015ng/ul respectively. 

The number of further reworks required to obtain 'success' outcomes decreased 
as the Quantification increased. This is not unexpected given higher DNA yields 
detected would not necessarily require as many reworks in order to yield DNA 
profiles. 

• No further reworks 

• Reworked at least once 
0.2 

0.1 

0 

% Reworked at least once after Microcon in Quantificat ion ranges 

Figure 9: Percentage of samples reworked (in addition to a Microcon® process) in various 
Quantification ranges. 
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6.3 Datamine of the difference in pre- and post- Microcon® 
Quantification values 

The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. The range was further refined 
as per Section 5.2, such that samples that had Quantification values between 
0.001 ng/f!L and 0.015ng/f!L were examined. 

As the Microcon® process concentrates the DNA extract from approximately 
1 OOuL to approximately 35ul, in theory it would be a reasonable expectation to 
obtain approximately two to three-fold increases in DNA Quantification after 
concentration. Figure 10 shows the plot of the differences found for samples 
that resulted in 'success'. 

Fold difference between quants when 'success' 
8 .00 -,------------------

• 
6 .00 +----------------

• • 
2.00 

0.02 

• -4 .00 +--------.----------

-6.00 _j__ ______________ _ 

• Fold difference between quants when 
'success' 

Figure 10: Quantification differences pre and post concentration 

The findings are not unexpected as the scatter focusses mostly around two-fold 
increases in Quantification. It was also not unexpected to observe the variable 
results - we know that quant step itself has inherent variability. Can add more 
words around this as variability in all steps. Anecdotally, variability in success 
rates is found at profile management stage when assessing results of samples 
that have had this concentration step. 

DNA can be lost in the process as seen in Fig 10 where the Quantification 
values decreased after concentration. Variability in results could be attributed to 
a number of things, including but not limited to the slight differences between 
operators and instrumentation, the differences in substrate type and level of 
degradation, and the variability in Quantification result. 
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3.7. Conclusion and Recommendations 

The data analysis demonstrated that there was arguably minimal value in 
performing the 'auto-microcon' concentration step. This opinion was formed by 
analysing the data from 2016 where it was found that for all samples that 
underwent the 'auto-microcon' step, 89% did not yield meaningful results. 

It was found that in considering all samples that underwent a Microcon® step at 
some stage in 2016, 78.5% did not yield meaningful results (what does this 
mean? They are fails? Or they didn't give new intel?) . Definitions to be 
added .As expected, when the Quantification value increased, the percentage of 
meaningful results increased. However, it was also demonstrated in the data 
analysis that the Quantification values did not always improve after Microcon®, 
but where they did, the magnitude of change was roughly equivalent to the 
change in volume (from neat to concentrated sample). 

Based on the data analysis, the following recommendations are 
offered:Recommendations to be revised as will keep simple/sample values for 
implementation, and revise further on as samples may get reworked where Q 
value is greater than 0.0088ng/ul. 

1. Cease 'auto-microcon' processing with the following exceptions: 
a. Priority 1 samples (Critical Priority); and 

b. Coroniai/DVI samples where profiles are mostly single-source and 
quite often incomplete profiles may be enough to provide 
Intelligence on possible identity. 

2. Cease processing all Priority 3 samples up to the Quantification value of 
0.0133ng/ul (template of 200ng). Maybe this. and reworks. could form a 
part B to this project? 

3. For samples in the range described in Recommendation 2, automatically 
send result information via the Forensic Register to QPS at 
Quantification stage. This result information is recommended to be the 
exhibit result line of 'DNA Insufficient for Further Processing'. This 
recommendation is an extension to the current 'No DNA Detected' 
process, which looks at Priority 2 samples yielding Quantification results 
of less than the Limit of Detection. 
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4. Re-analyse Priority 2 samples in the range 0.0088ng/ul to 0.0133ng/ul 
after a six month period of processing to evaluate whether 
Recommendation 2 can be extended to Priority 2 samples. 

5. Communicate the change in process to QPS and ensure that QPS are 
aware that for samples in the ranges mentioned in Recommendations 1 
and 2, that they could be requested for Microcon® concentration steps at 
any point in time. This request can be made via the Forensic Register 
after they have received the 'DNA insufficient...' result line. 
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1. Abstract 

All samples that underwent a Microcon® process were evaluated and 
categorised into whether there was meaningful information obtained or not. This 
evaluation focussed primarily on samples processed in 2016 that underwent an 
'auto-microcon' process. Arguably minimal value in proceeding with this 
automatic processing step was found. Given this, further workflow streamlining 
processes could be implemented that would provide significant processing 
efficiencies, and cost and time savings such that these efforts could be better 
placed in processing higher DNA-yielding samples. 

2. Introduction 

Microcon® Centrifugal Filter Devices desalt and concentrate macromolecular 
solutions such as DNA-containing solutions. They employ Amicon's low binding, 
anisotropic, hydrophilic regenerated cellulose membrane [11. 

The use of Microcon® filters to concentrate extract has been a standard post­
extraction process within Forensic DNA Analysis to reduce the volume of 
extract from approximately 1 OOuL to :QOf!L for amplification with AmpF~STR® 
Profiler Plus®, and to ::;351-ll for amplification with PowerPiex® 21 system 
(PP21). 

Since the implementation of PP21 amplification kit within Forensic DNA 
Analysis for casework samples in December 2012, extracts with low 
Quantification values were recommended to be concentrated. Templates of 
<0.132ng were found to exhibit marked stochastic effects after amplification [21. 
Consequently, a workflow that directed extracts automatically to a concentration 
step based on Quantification value was implemented ('auto-microcon' process). 

Anecdotally, the suitability to provide the Queensland Police Service (QPS) with 
DNA profile Intelligence from extracts that have been concentrated has been 
noted to be limited. Furthermore, extracts that are of low quant value that have 
been automatically concentrated have been observed to rarely yield DNA 
information for QPS. 

NB. Project #163 - Assessment of results obtained from 'automatic-microcon' 
samples [31 was conducted to evaluate the results of samples that were 
processed with the 'auto-microcon' process. A recommendation of this project 
was to re-evaluate after the introduction of the Forensic Register in conjunction 
with the use of Quantifiler® Trio DNA Quantification Kit. 
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This recommendation was based on the perceived ease of retrieving data from 
the FR as opposed to AUSLAB, and with the thought that the FR would soon be 
implemented. For the purposes of this project, it is not considered essential to 
have the FR implemented if the data can be retrieved from AUSLAB. However, 
it is considered important that the data be spanning a sufficient period of 
processing, and be based on the same Quantification system namely the 
Quantifiler® Trio DNA Quantification Kit. 

The purpose of this project is to evaluate the suitability for interpretation of DNA 
profiles that may be obtained after the post-extraction concentration step using 
the Microcon® centrifugal filter devices. This evaluation includes an assessment 
of those samples that underwent the 'auto-microcon' process. This evaluation is 
based on a data mine of extracts in the year 2016 that were concentrated with 
Microcon® centrifugal filter devices, and assesses the 'suitability' of PP21 profile 
outcomes as a function of quant values obtained from using the Quantifiler® Trio 
DNA Quantification Kit. 

This evaluation looks at two data sets as a function of the Quantification value: 

1. PP21 DNA profile outcomes from extracts that were processed through 
the 'auto-microcon' process; 

2. PP21 DNA profile outcomes from all extracts that were concentrated with 
the Microcon® filter devices. 

3. Resources 

The following resources were required for this validation/project: 

Forensic DNA Analysis staff and computer time to retrieve data from AUSLAB 
and to use Microsoft Excel. 

4. Methods 

4.1. Data retrieval from AUSLAB (LIMS) 

Data was retrieved from AUSLAB using Extended Enquiries. Data was 
searched for samples that had a testcode of 'XPLEX' and 'MCONC1' ordered in 
the year 2016 in Forensic DNA Analysis. Samples with the XPLEX testcode 
were High Priority (P2) samples. 

The data was output with the corresponding Quantification value and the 
reported DNA profile interpretation (Exhibit Report Line in the Exhibit Report 
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(EXH)) for that particular barcode. If the barcode was a sub-sample, the 
corresponding EXH line for the sub-sample was output. 

For ease of data interrogation, the RAW data (1:\Change 
Management\Proposal#184 - Evaluation of the efficacy of Microcons\Data\RAW 
Data from AUSLAB) had a column added to describe whether the sample 
underwent the 'auto-microcon' process ('AUTO' = 0.001 ng/f!L<Quant 
<0.0088ng/f!L) or not ('MANUAL' = Quant >0.0088ng/f!L). Another column was 
added to describe whether there was a Quantification value returned in the data 
collation ('TRUE' = Quant value obtained), or not ('FALSE' = no Quant value 
obtained (ie. 0 ng/f!L). 

The data excluded samples that had not returned a DNA profile result, Quality 
samples (including environmental monitoring samples), have no quant value in 
the data export, or have quality issues noted. 

4.2. Data interrogation 

The data was interrogated by assessing the DNA profile outcome results 
reported as Exhibit Report lines as a function of the Quantification value. 

The Exhibit lines were interrogated and grouped into two interpretation 
outcomes as follows: 

1. 'Fail': DNA profile interpretation outcomes of 'Complex unsuitable for 
interpretation', 'No DNA profile', 'Partial unsuitable for interpretation', 'No DNA 
Detected'; 

2. 'Success': All other DNA profile outcomes. 

i.LExperimental Design 

9-.4-:5.1. Experiment 1: Assessment of 'auto-microcon' 
results 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 through the 'auto-microcon' workflow. 

Data Analysis 
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The samples applicable to this experiment had Quantification values in the 
range 0.001 ng/f!L to 0.0088ng/f!L, and a total number of samples that were 
processed this way was determined. This total number excluded environmental 
samples, samples without Quantification values, samples not requested for 
further work, samples where quality flags were raised, and samples that had not 
returned results at the time of data collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. A percentage of samples that fell into 
these categories was determined. 

The 'auto-microcon' data could be expressed as a function of Quantification 
value. 

Of the DNA profile interpretation outcomes of 'success', the data was broken 
down further to determine the percentage of samples that were reworked prior 
to the DNA profile outcome of 'success'. 

The percentage of samples that had an 'auto-microcon' process and led to an 
NCIDD upload was obtained. This data could be filtered further into the 
outcome from the NCIDD load, at the time of data collection. 

6.-2.5.2. Experiment 2: Assessment of all DNA profile results 
from extracts that have had a concentration step. 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 and underwent a post-extraction concentration step using Microcon® 
centrifugal filter devices. 

Data Analysis 

The samples that were applicable to this experiment had Quantification values 
above 0.001 ng/f!L, and underwent the Microcon® process. This included the 
'auto-microcon' samples, and those that had a Microcon® rework performed 
(termed 'manual'). This combination of data was termed 'combined data'. 

A total number of samples that were processed this way was determined. This 
total number excluded environmental samples, samples without Quantification 
values, samples not requested for further work, samples where quality flags 
were raised, and samples that had not returned results at the time of data 
collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. 
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The percentage of samples that fell into these categories ('manual' and 
'combined') was determined. 'Manual' referred to the samples beyond the 'auto­
microcon' range that were reworked with the Microcon® process, and 
'combined' referred to all samples ('auto-microcon' and 'manual'). 

There was a point where the number of 'success' samples was approximately 
the same as the number of 'fail' samples when the Microcon® process was 
performed. This appeared to be approximately Quant = 0.02ng/ul. Therefore, 
the data was interrogated further at a Quantification value lower than this mark 
to determine what percentage of samples in certain ranges led to DNA profile 
interpretation outcomes of 'success'. 

From this data, a sub-section of samples was interrogated further to evaluate 
the effect on DNA Intelligence that was obtained. A range of samples with 
Quantification range up to 0.015ng/ul was chosen and a total number of 
samples was determined. This Quantification value was chosen as it was the 
approximate value where all samples below this value that underwent a 
Microcon® process, led to an approximate, round figure of 85% 'failure'. 

With this Quantification value chosen, the data was interrogated further. The 
percentage of samples in this range that were determined to be a 'success' and 
were reworked further was determined. 

The percentage of samples that were in this Quantification range and led to an 
NCIDD upload was determined. This data could be filtered further into the 
outcome from the NCIDD load. This data could then be used to evaluate the 
potential for samples to not provide meaningful DNA Intelligence to QPS if the 
Microcon® process was re-defined in some way. 

5.3. Experiment 3: Datamine of the difference in pre- and post­
Microcon® Quantification values 

Intent 
Evaluate the difference between the values obtained from the Quantification 
process in samples that have had a Microcon® concentration step applied. 

As this is purely a datamining experiment, only the samples that have yielded a 
result of 'success' was examined. 

Data Analysis 
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The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. 

The range was further refined as per Section 5.2, such that samples that had 
Quantification values between 0.001 ng/f!L and 0.015ng/f!L were examined. 

This range was considered by the author to be able to provide a sufficient 
demonstration of the trend of the data. 

+-..6. Results and Discussion 

6.1 Assessment of 'auto-microcon' results 

For samples in the 'auto-microcon' Quantification range, the total number of 
samples that were processed this way (excluding certain samples as per 
Section 5.1) was N= 1449 samples. 

The percentage of samples that resulted in a determination of 'fail' was 89.4% 
(Fig 1). As expected, the number of 'fails' increased when the Quantification 
decreased and approached the Limit of Detection of Quantification ie. 
0.001 ng/ul (Fig 2). This was considered to be due to there being less DNA 
detected in the extract, and therefore less DNA to concentrate. 

%'Success'/ 'Fail' of 'Auto-Microcon' Samples 

Figure 1: Percentage 'Success'/ 'Fail' of 'Auto-Microcon' samples. 
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Figure 2: Spread of data and categorised as 'Success'/ 'Fail' for 'Auto-Microcon ' samples. 

In order to reach a DNA profile interpretation outcome of 'success', it was found 
that 74.7% of samples had an additional rework to the Microcon® process (Fig 
3). 

You are implying that "success" of automcon result is due to post mcon rework 
but the reworks are prob due to # of contrib. assessment No. contributors 
guidelines don't work for Auto-mic samples, but Rework section of report to be 
removed. 

%Samples reworked after 'Auto-Microcon• 
(when 'successful') 

• Re worked at least 
once 

Figure 3: Percentage of 'Auto-Microcon' Samples that were reworked at least once and led to a 
'successful' DNA profile outcome. 
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In putting the data behind Figures 2 and 3 together, if an 'auto-microcon' 
process was not conducted and was subsequently requested by the client for 
samples in this Quantification range, there would be approximately a 10% 
chance of obtaining a 'successful' DNA profile interpretation. Furthermore, in 
order to achieve that outcome, approximately 75%(this % may not be the case 
for vol crime under a model of "interp what you can with one amp". Highly likely 
that most of these reworks are to confirm No. of contrib. given the guidelines. 
See above. 

of these 'successful' samples would have needed a further rework. This means, 
for these samples, there would be a turnaround time factor for the client to 
consider, and in a potential fee-for-service model with requesting clients, being 
prepared to have increased processing costs associated with these low-quant 
samples would be a client consideration. 

If samples were not processed through the 'auto-microcon' process, what DNA 
Intelligence would the client miss out on? To evaluate this, the 'success' data 
was drilled down to the samples that had some NCIDD interaction and in 
particular, where they were the only samples in the case that were NCIDD­
suitable for that particular profile (Fig 4). This represented 1.86% of all 'auto­
microcon' samples. In looking at samples that provide new Intelligence, that is 
DNA information available for future linking, or has provided a cold-link, this 
equated to 1.45% of all 'auto-microcon' samples.True but only relevant for vol 
crime not major crime where LR's can be calculated. The definition of success here 
is only relevant for vol crime not major. Warm Links are captured here (LR profiles). 
All the data is based on Major crime samples. 

This 1.45% of samples would be the pertinent value for the client to consider if 
the 'auto-microcon' process was not performed. In considering this, it would be 
important to evaluate the time and cost for processing, and the opportunity to 
concentrate efforts on other higher yielding samples. In saying this, with the 
ease of communication through the Forensic Register, these samples could 
process if the client has no other forensic Intelligence assisting the matter, or if 
the item is considered to be of critical priority. 
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NCIDD upload outcome when no other sample exists for 
NCIDD upload(% all samples auto-microcon) 

1.20% ~------------------------

0.41% 
0.40% 

0.20% 

OJXl% 

NCIDD Co ld Link NCIDD Unlinked NCI DD W arm link 

Figure 4: NCIDD outcome for samples that were loaded to NCIDD 
Is the NCIDD outcome relevant? Eg. A profile might sit on NCIDD for years and 
not link 

Ultimately, this data means that for approximately 90%(not sure how this is 
calculated? - this is the 89.4% value above) of samples that underwent an 
'auto-microcon' process, there is arguably negligible DNA profile Intelligence for 
the client. If the 'auto-microcon' was not applied, there would be the following 
advantages, including but not limited to: 

-the potential to make available at least 1449 processing positions for other 
samples including further available positions that would have been used for 
reworks, 

-the lack of a need for the considerable efforts required to prepare and process 
Microcon® (and further rework) batches for this number of samples, 

-consumable and labour savings in the end-to-end processing of these 
samples, and 

-time and effort could be redirected in the laboratory workflow to other activities 
including service extensions like Y-STR profiling. 
Only relevant if considering intel only samples. For major crime, we need to 
think about how many samples gave good LR's but no upload? Captured in 
warm link data. 

6.2 Assessment of all DNA profile results from extracts that 
have had a concentration step. 

All samples from 2016 that had a Microcon® process were determined. The 
total number of samples was N= 2201 samples, excluding certain samples as 
per Section 5.1. 
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The percentage of samples that resulted in a determination of 'fail' was 78.5% 
(see Fig 5). As expected, in looking at the spread of the 'combined' data, the 
number of 'successes' increased when the Quantification increased (Fig 6). 

% Success of Total Microcons 

• SUCCESS 

• FA IL 

Figure 5: Percentage 'Success'/ 'Fail' of all Microcon® samples ('combined' data). 
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Figure 6: Combined data for samples that underwent the Microcon® process as a function of 
Quantification value. 

As mentioned in Section 5.2, the Quantification value where there was roughly 
the same number of 'success' and 'fail' samples was approximately 0.02ng/ul. 
It must be noted that this is a rough estimate at this particular Quantification 
value, and it is based on limited samples that returned that Quantification value. 
It can be argued that taking a range of Quantification values to look at the 
overall success/fail percentages could provide the client with approximate 
likelihoods of obtaining meaningful DNA Intelligence. 
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A number of ranges were looked at to determine the percentage 'success' of 
samples with Quantification values in various ranges (Fig 7). The ranges were 
established up to the highest Quantification value of 0.02ng/ul. As expected, 
the percentage 'success' increased as the Quantification increased due to the 
higher amount of DNA in the extract available to be concentrated. 

%'Success' vs Quant Range (ng/ul) 
20 ,-----------------------------.,07~~ 

18 +---------------------~~~~~ 

16 +-------------~~~Trfl~~1~~~~---

14 t-----1T~~E>-
12 -jHJ~:~IJ-lc!M;~--

10 

8 

6 

4 

2 

0 

0 .00 - 0 .00 - 0.010 0 .00- 0.013 0 .00 - 0.015 0 .00 - 0.020 

0 .0088 

• % 'Success' 

Figure 7: Percentage 'success' for samples that underwent a Microcon® process 

In viewing the data in Fig 7, a limitation is that all samples that fell in the 'auto­
microcon' range, had a Microcon® process performed, whereas there are 
samples that are in higher Quantification ranges that might not have required a 
Microcon® concentration rework step to yield useful DNA profiles. These 
samples were not evaluated. 

A lower Quantification value to where the number of 'successes' roughly 
equalled the 'failures' was chosen to be the upper end of data ranges that were 
evaluated further. The value chosen was 0.015ng/ul. Table 1 and Figure 8 
describe the risk to NCIDD upload for samples in these ranges if Microcon® 
concentration steps were not performed. 

Table 1: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranqes 
%No other samples to Upload in Quantification ranges (Q) 

Q = O.OOng/uL to O.Olng/ul(total samples Q = O.OOng/uL to 0.0133ng/ul Q = O.OOng/u L to O.OlSng/uL (total samples in 

in range= 1519) (total samples in range= 1696) range= 1778) 

NCIDD Cold link 0.92 0.88 

NCIDD Unlinked 0.53 0.77 

NCIDD Warm Unk 0.46 0.83 
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Q = O.OOng/u L to 
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1696) 

Q = O.OOng/u L to 
0.015ng/u L (t ota l 

samples in range :: 
1778) 

%No other samp les to Up load in Quant if ication ranges (Q) 

• NCI DD Cold link 

• NCI DD Unlinked 

• NCI DD Warm Link 

Figure 8: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranges 

Approximately 1.45% of samples in the Quantification range up to 0.01 ng/ul 
resulted in 'new' DNA Intelligence. This percentage is the same as that found in 
the 'auto-microcon' range. This percentage increased to 1.65% and 2.25% for 
the Quantification ranges up to 0.0133ng/ul and 0.015ng/ul respectively. 
This is because most of the data was from the automcon range, the data added 
from 0.0088 - 0.01 would not change the outcome (the data shouldn't be 
combined) 
For eg. 0.001-0.0088 - say there is 1000 samples in this set with 1.45% 
success Versus 0.0088-0.01 - say there is 10 samples in this set with 10% 
success. Because the first set is so huge, adding the second set will only 
slightly change the outcome 
Being re-evaluated in v2. 

The number of further reworks required to obtain 'success' outcomes decreased 
as the Quantification increased. This is not unexpected given higher DNA yields 
detected would not necessarily require as many reworks in order to yield DNA 
profiles. 
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Figure 9: Percentage of samples reworked (in addition to a Microcon® process) in various 
Quantification ranges. 

6.3 Datamine of the difference in pre- and post- Microcon® 
Quantification values 

The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. The range was further refined 
as per Section 5.2, such that samples that had Quantification values between 
0.001 ng/f!L and 0.015ng/f!L were examined. 

As the Microcon® process concentrates the DNA extract from approximately 
1 OOuL to approximately 35ul, in theory it would be a reasonable expectation to 
obtain approximately two to three-fold increases in DNA Quantification after 
concentration. Figure 10 shows the plot of the differences found for samples 
that resulted in 'success'. 
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Figure 10: Quantification differences pre and post concentration 

The findings are not unexpected as the scatter focusses mostly around two-fold 
increases in Quantification. It was also not unexpected to observe the variable 
results. Anecdotally, variability in success rates is found at profile management 
stage when assessing results of samples that have had this concentration step. 

DNA can be lost in the process as seen in Fig 10 where the Quantification 
values decreased after concentration. Variability in results could be attributed to 
a number of things, including but not limited to the slight differences between 
operators and instrumentation, the differences in substrate type and level of 
degradation, and the variability in Quantification result. 

3.7. Conclusion and Recommendations 

The data analysis demonstrated that there was arguably minimal value in 
performing the 'auto-microcon' concentration step. This opinion was formed by 
analysing the data from 2016 where it was found that for all samples that 
underwent the 'auto-microcon' step, 89% did not yield meaningful results. 

It was found that in considering all samples that underwent a Microcon® step at 
some stage in 2016, 78.5% did not yield meaningful results. As expected, when 
the Quantification value increased, the percentage of meaningful results 
increased. However, it was also demonstrated in the data analysis that the 
Quantification values did not always improve after Microcon®, but where they 
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did, the magnitude of change was roughly equivalent to the change in volume 
(from neat to concentrated sample). 

Based on the data analysis, the following recommendations are offered: 

1. Cease 'auto-microcon' processing with the following exceptions: 
a. Priority 1 samples (Critical Priority); and 

b. Coroniai/DVI samples where profiles are mostly single-source and 
quite often incomplete profiles may be enough to provide 
Intelligence on possible identity. 

c. P2 samples (pending recommendation 4) 

2. Cease processing all Priority 3 samples up to the Quantification value of 
0.0133ng/ul (template of 200ng). 
Before choosing this value, we should assess data from 0.0088-0.0133 
independently from data from 0.001-0.0088 to fully investigate the merits 
of choosing this value 
Have re-evaluated ranges. 

3. For samples in the range described in Recommendation 2, automatically 
send result information via the Forensic Register to QPS at 
Quantification stage. This result information is recommended to be the 
exhibit result line of 'DNA Insufficient for Further Processing'. This 
recommendation is an extension to the current 'No DNA Detected' 
process, which looks at Priority 2 samples yielding Quantification results 
of less than the Limit of Detection. 

4. Re-analyse Priority 2 samples in the range 0.0088ng/ul to 0.0133ng/ul 
after a six month period of processing to evaluate whether 
Recommendation 2 can be extended to Priority 2 samples - using non 
intel criteria to assess the results. 
Have re-evaluated ranges. 

5. Communicate the change in process to QPS and ensure that QPS are 
aware that for samples in the ranges mentioned in Recommendations 1 
and 2, that they could be requested for Microcon® concentration steps at 
any point in time. This request can be made via the Forensic Register 
after they have received the 'DNA insufficient...' result line. 

Overall, I think this idea is good. I guess my concern being that this data 
and analysis has been done on a certain set of samples and then trying 
to use this to extrapolate to future processes when we don't know what 
interp rules there will be for vol crime in PP21 etc .... ie comparing apples 
with oranges in a way. 
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1. Abstract 

All samples that underwent a Microcon® process were evaluated and 
categorised into whether there was meaningful information obtained or not. This 
evaluation primarily focussed on samples that underwent an 'auto-microcon' 
process in 2016. The results suggest there to be arguably minimal value in 
performing the 'auto-microcon' process due to the limited meaningful DNA 
Intelligence obtained from these samples. Given this, further streamlining of 
workflow processes could be implemented that would provide significant 
efficiencies such that these efforts could be better placed in processing higher 
DNA-yielding samples. 

Given the short TAT for feedback, the Reporting S's have combined their final 
feedback. Specific feedback can be found throughout the body of this 
document, but the combined general feedback is: 

1. Can appreciate the value in streamlining processes, but concerned that 
data for P2 samples is being used to extrapolate for P3 results that we 
don't yet have interp/processing rules around. 

2. Should we be extrapolating around results at all? No one ever really 
knows what result will be obtained from a particular sample- it has to be 
tested for the 'true' result to be revealed. It is a false economy to analyse 
result that give 'assumed known contributor' and retrospectively ascribe 
them nil value, as the samples are taken and submitted to see whether or 
not there is 'foreign' DNA present... having said this, the 'value' of each 
result changes according to the specific sample/case history. Not 
confident about removing a test that we know does have some value. 

3. Note that there seems to be urgency around this proposal being 
implemented, which might not allow time for full consideration of all 
potential risks/impacts. For this reason, is it possible to just implement for 
P3 samples, and revisit in 3 months for viability of extension to P2 
samples (see recommendations). Concerned that trying to use P2 results 
(with one set of interp outcomes and purpose) to forecast for P3 results 
(with another set of interp outcomes and purpose) is confusing, and 
combined with the haste, we may miss something. For example, P2 
sample goes through auto-mic and gives a partial profile that doesn't 
match POl could provides important exclusionary intelligence for the case 
- have we considered the exclusionary benefits appropriately under this 
proposal? 

2. Definitions 

DNA Profile Intelligence: DNA profile information available for interpretation by 
Forensic DNA practitioners that is able to be provided to clients. 
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Fail: In this report, this is DNA profile information that was not suitable for 
comparing to reference DNA profiles. This word was used to filter the data into 
two possible outcomes (fail/success). 

NCIDD: National Criminal Investigation DNA Database. 

QPS: Queensland Police Service. 

Success: In this report, this is DNA profile information that was obtained that 
was suitable for comparing to reference DNA profiles. This word was used to 
filter the data into two possible outcomes (fail/success). 

3. Introduction 

Microcon® Centrifugal Filter Devices desalt and concentrate macromolecular 
solutions such as DNA-containing solutions. They employ Amicon's low binding, 
anisotropic, hydrophilic regenerated cellulose membrane [11. 

The use of Microcon® filters to concentrate extract has been a standard post­
extraction process within Forensic DNA Analysis to reduce the volume of 
extract from approximately 1 OOuL to :QOf!L for amplification with AmpF~STR® 
Profiler Plus®, and to ::;351-ll for amplification with PowerPiex® 21 system 
(PP21). 

Since the implementation of PP21 amplification kit within Forensic DNA 
Analysis for casework samples in December 2012, extracts with low 
Quantification values were recommended to be concentrated. Templates of 
<0.132ng were found to exhibit marked stochastic effects after amplification [21. 
Consequently, a workflow that directed extracts automatically to a concentration 
step based on Quantification value was implemented ('auto-microcon' process). 

Anecdotally, the suitability to provide QPS with DNA profile Intelligence from 
extracts that have been concentrated has been noted to be limited. 
Furthermore, extracts that are of low quant value that have been automatically 
concentrated have been observed to rarely yield DNA information for QPS. 

NB. Project #163 - Assessment of results obtained from 'automatic-microcon' 
samples [31 was conducted to evaluate the results of samples that were 
processed with the 'auto-microcon' process. A recommendation of this project 
was to re-evaluate after the introduction of the Forensic Register in conjunction 
with the use of Quantifiler® Trio DNA Quantification Kit. 

This recommendation was based on the perceived ease of retrieving data from 
the FR as opposed to AUSLAB, and with the thought that the FR would soon be 
implemented. For the purposes of this project, it is not considered essential to 
have the FR implemented if the data can be retrieved from AUSLAB. However, 
it is considered important that the data be spanning a sufficient period of 
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processing, and be based on the same Quantification system namely the 
Quantifilef'ID Trio DNA Quantification Kit. 

The purpose of this project is to evaluate the suitability for interpretation of DNA 
profiles that may be obtained after the post-extraction concentration step using 
the Microcon® centrifugal filter devices. This evaluation includes an assessment 
of those samples that underwent the 'auto-microcon' process. This evaluation is 
based on a data mine of extracts in the year 2016 that were concentrated with 
Microcon® centrifugal filter devices, and assesses the 'suitability' of PP21 profile 
outcomes as a function of quant values obtained from using the Quantifilef'ID Trio 
DNA Quantification Kit. 

This evaluation looks at two data sets as a function of the Quantification value: 

1. PP21 DNA profile outcomes from extracts that were processed through 
the 'auto-microcon' process; 

2. PP21 DNA profile outcomes from all extracts that were concentrated with 
the Microcon® filter devices. 

3-A. Resources .----{ Formatted: Bullets and Numbering 

The following resources were required for this validation/project: 

Forensic DNA Analysis staff and computer time to retrieve data from AUSLAB 
and to use Microsoft Excel. 

4-.-5. Methods ~---( Formatted: Bullets and Numbering 

4.4-.5.1. Data retrieval from AUSLAB (LIMS) 

Data was retrieved from AUSLAB using Extended Enquiries. Data was 
searched for samples that had a testcode of 'XPLEX' and 'MCONC1' ordered in 
the year 2016 in Forensic DNA Analysis. These were High Priority (P2) 
samples. 

The data was output with the corresponding Quantification value and the 
reported DNA profile interpretation (Exhibit Report Line in the Exhibit Report 
(EXH)) for that particular barcode. If the barcode was a sub-sample, the 
corresponding EXH line for the sub-sample was output. 

Project Proposal #184 -Evaluation of the Efficacy of a Post-Extraction 
Concentration Step Using the Microcon® Centrifugal Filter Devices in 
Yielding DNA Profile Intelligence. - 6-

2367 



For ease of data interrogation, the RAW data (1:\Change 
Management\Proposal#184 - Evaluation of the efficacy of Microcons\Data\RAW 
Data from AUSLAB) had a column added to describe whether the sample 
underwent the 'auto-microcon' process ('AUTO' = 0.001 ng/f!L<Quant 
<0.0088ng/f!L) or not ('MANUAL' = Quant >0.0088ng/f!L). Another column was 
added to describe whether there was a Quantification value returned in the data 
collation ('TRUE' = Quant value obtained), or not ('FALSE' = no Quant value 
obtained (ie. 0 ng/f!L). 

The data excluded samples that had not returned a DNA profile result, Quality 
samples (including environmental monitoring samples), have no quant value in 
the data export, or have quality issues noted. 

5.2. Data interrogation 

The data was interrogated by assessing the DNA profile outcome results 
reported as Exhibit Report lines as a function of the Quantification value. 

The Exhibit lines were interrogated and grouped into two interpretation 
outcomes as follows: 

1. 'Fail': DNA profile interpretation outcomes of 'Complex unsuitable for 
interpretation', 'No DNA profile', 'Partial unsuitable for interpretation', 'No DNA 
Detected'; 

2. 'Success': All other DNA profile outcomes including single source DNA 
profiles matching assumed known contributors or different reference DNA 
profiles, mixtures that were suitable for comparison to reference DNA profiles, 
DNA profiles that were suitable for loading to NCIDD. 

NB. These descriptions were used to filter the data. A 'fail' does not mean there 
was a Quality failure in the process; a 'success' does not necessarily mean a 
DNA match. 

WIT.0019.0012.2442 

&..§.:_Experimental Design ---{ Formatted: Bullets and Numbering 

6.4-.6.1. Experiment 1: Assessment of 'auto-microcon' 
results 

Intent 
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Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 through the 'auto-microcon' workflow. 

Data Analysis 
The samples applicable to this experiment had Quantification values in the 
range 0.001 ng/f!L to 0.0088ng/f!L, and a total number of samples that were 
processed this way was determined. This total number excluded environmental 
samples, samples without Quantification values, samples not requested for 
further work, samples where quality flags were raised, and samples that had not 
returned results at the time of data collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. A percentage of samples that fell into 
these categories was determined. 

The 'auto-microcon' data could be expressed as a function of Quantification 
value. 

The percentage of samples that had an 'auto-microcon' process and led to an 
NCIDD upload was obtained. This data could be filtered further into the 
outcome from the NCIDD load, at the time of data collection. 

Data on the DNA profile outcomes for various suspected biological types was 
obtained. Furthermore, data on the profile outcomes for various substrate types 
was obtained. 

1-.-2.6.2. Experiment 2: Assessment of all DNA profile results 
from extracts that have had a concentration step. 

Intent 
Evaluate the 'success' or 'fail' outcomes for PP21 samples that were processed 
in 2016 and underwent a post-extraction concentration step using Microcon® 
centrifugal filter devices. 

Data Analysis 

The samples that were applicable to this experiment had Quantification values 
above 0.001 ng/f!L, and underwent the Microcon® process. This included the 
'auto-microcon' samples, and those that had a Microcon® rework performed 
(termed 'manual'). This combination of data was termed 'combined data'. 

A total number of samples that were processed this way was determined. This 
total number excluded environmental samples, samples without Quantification 
values, samples not requested for further work, samples where quality flags 
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were raised, and samples that had not returned results at the time of data 
collection. 

DNA profile interpretation outcomes were grouped into either 'success' or 'fail' 
as a function of the Quantification value. 

The percentage of samples that fell into these categories ('manual' and 
'combined') was determined. 'Manual' referred to the samples beyond the 'auto­
microcon' range that were reworked with the Microcon® process, and 'combined' 
referred to all samples ('auto-microcon' and 'manual'). 

There was a point where the number of 'success' samples was approximately 
the same as the number of 'fail' samples when the Microcon® process was 
performed. This appeared to be approximately Quant = 0.02ng/ul. Therefore, 
the data was interrogated further at a Quantification value lower than this mark 
to determine what percentage of samples in certain ranges led to DNA profile 
interpretation outcomes of 'success'. 

From this data, a sub-section of samples was interrogated further to evaluate 
the effect on DNA Intelligence that was obtained. A range of samples with 
Quantification range up to 0.015ng/ul was chosen and a total number of 
samples was determined. This Quantification value was chosen as it was the 
approximate value where all samples below this value that underwent a 
Microcon® process, led to an approximate, round figure of 85% 'failure'. 

The percentage of samples that were in this Quantification range and led to an 
NCIDD upload was determined. This data could be filtered further into the 
outcome from the NCIDD load. This data could then be used to evaluate the 
potential for samples to not provide meaningful DNA Intelligence to QPS if the 
Microcon® process was re-defined in some way. By 'meaningful DNA 
Intelligence', this means DNA profile information that can be provided to the 
client that could lead to an identification of a person potentially associated to the 
alleged matter. 

6.3. Experiment 3: Datamine of the difference in pre- and post­
Microcon® Quantification values 

Intent 
Evaluate the difference between the values obtained from the Quantification 
process in samples that have had a Microcon® concentration step applied. 

As this is purely a datamining experiment, only the samples that have yielded a 
result of 'success' was examined. 

Data Analysis 
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The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. 

The range was further refined as per Section 5.2, such that samples that had 
Quantification values between 0.001 ng/f!L and 0.015ng/f!L were examined. 

This range was considered by the author to be able to provide a sufficient 
demonstration of the trend of the data. 

WIT.0019.0012.2445 

6-.L.._Results and Discussion .-----{ Formatted: Bullets and Numbering 

7.1 Assessment of 'auto-microcon' results 

For samples in the 'auto-microcon' Quantification range, the total number of 
samples that were processed this way (excluding certain samples as per 
Section 5.1) was N= 1449 samples. 

The percentage of samples that resulted in a determination of 'fail' was 89.4% 
(Fig 1). As expected, the number of 'fails' increased when the Quantification 
decreased and approached the Limit of Detection of Quantification ie. 
0.001 ng/ul (Fig 2). This was considered to be due to there being less DNA 
detected in the extract, and therefore less DNA to concentrate. 

%'Success'/ 'Fail' of 'Auto-Microcon' Samples 

Figure 1: Percentage 'Success'/ 'Fail' of 'Auto-Microcon' samples. 
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If samples were not processed through the 'auto-microcon' process, what DNA 
Intelligence would the client miss out on? To evaluate this, the 'success' data 
was drilled down to the samples that had some NCIDD interaction and in 
particular, where they were the only samples in the case that were NCIDD­
suitable for that particular profile (Fig 3). This represented 1.86% of all 'auto­
microcon' samples. In looking at samples that provide new Intelligence, that is 
DNA information available for future linking, or has provided a cold-link, this 
equated to 1 .45% of all 'auto-microcon' samples. 

This 1.45% of samples would be the pertinent value for the client to consider if 
the 'auto-microcon' process was not performed. In considering this, it would be 
important to evaluate the time and cost for processing, and the opportunity to 
concentrate efforts on other higher yielding samples. In saying this, with the 
ease of communication through the Forensic Register, these samples could 
process if the client has no other Forensic Intelligence assisting the matter, or if 
the item is considered to be of critical priority. 
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NCIDD upload outcome when no other sample exists for 
NCIDD upload(% all samples auto-microcon) 
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Figure 3: NCIDD outcome for samples that were loaded to NCIDD 

The 'success' data was further evaluated to see if any particular substrate type 
or possible biological source, was more likely to lead to meaningful 
interpretations after an 'auto-microcon'. The data set for this evaluation was 
N=154 samples. These samples were broken down into three general 
interpretation outcomes: 

- Profiles matching assumed known contributors. These were either single 
source DNA profiles, or mixed DNA profiles where the profile was conditioned 
with no information available for comparison in the remaining contribution (ie. 
peaks visible sub-threshold or the profile has allelic imbalance suggesting a 
mixture); 

- Single source. These were DNA profiles that were attributed to unknowns, or 
matched reference DNA profiles, or were from items where ownership could not 
be confirmed; and, 

- Mixtures where no statistical interpretation (NSIP) was performed or were 
suitable for comparison to reference DNA profiles for Likelihood Ratio (LR) 
purposes. 

Figures 4 displays the DNA profile outcome as a function of the possible 
biological type, and Figure 5 displays the DNA profile outcome as a function of 
the substrate. 
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Figure 4: Profile outcomes for various (suspected) biological types 
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Figure 5: Profile outcome for various substrate types 
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Figures 4 and 5 show that there do not appear to be any obvious trends in the 
data. It is not unexpected to have a variety of DNA profile outcomes for different 
biological source types, and not unexpected for a variety of DNA profile 
outcomes for different substrate types. Interestingly, the number of 'assumed 
known contributors' is almost one-third of DNA profile outcomes for the most 
numerous suspected biological type (cells), and substrate type (swab). It could 
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be argued that this DNA profile outcome is not meaningful to the client as the 
results are not unexpected. 

What this means is that if the client requested a Microcon® process on a 
particular sample that was initially in the 'auto-microcon' Quantification range, 
there does not appear to be a predictive element to the likely success of the 
microcon rework for a particular biological source type, nor substrate type. 

Ultimately, for approximately 90% of samples that underwent an 'auto-microcon' 
process, there is arguably negligible DNA profile Intelligence for the client. If the 
'auto-microcon' was not applied as a streamlining strategy, there would be the 
following advantages, including but not limited to: 

-the potential to make available at least 1449 processing positions for other 
samples including further available positions that would have been used for 
reworks. It must be noted that it is not unusual for low-quantification samples to 
reworked further before determining if the profile is suitable for comparison to 
reference DNA profiles. 

-the lack of a need for the considerable efforts required to prepare and process 
Microcon® (and further rework) batches for this number of samples, 

-consumable and labour savings in the end-to-end processing of these 
samples, and 

-time and effort could be redirected in the laboratory workflow to other activities 
including service extensions like Y-STR profiling. 

7.2 Assessment of all DNA profile results from extracts that 
have had a concentration step. 

All samples from 2016 that had a Microcon® process were determined. The 
total number of samples was N= 2201 samples, excluding certain samples as 
per Section 5.1. 

The percentage of samples that resulted in a determination of 'fail' was 78.5% 
(see Fig 6). As expected, in looking at the spread of the 'combined' data, the 
number of 'successes' increased when the Quantification increased (Fig 7). 
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Figure 6: Percentage 'Success'/ 'Fail' of all Microcon®samples ('combined' data). 
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Figure 7: Combined data for samples that underwent the Microcon® process as a function of 
Quantification value. 

As mentioned in Section 5.2, the Quantification value where there was roughly 
the same number of 'success' and 'fail' samples was approximately 0.02ng/ul. 
It must be noted that this is a rough estimate at this particular Quantification 
value, and it is based on limited samples that returned that Quantification value. 
It can be argued that taking a range of Quantification values to look at the 
overall success/fail percentages could provide the client with approximate 
likelihoods of obtaining meaningful DNA Intelligence. 
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A number of ranges were looked at to determine the percentage 'success' of 
samples with Quantification values in various ranges (Fig 8). The ranges were 
established up to the highest Quantification value of 0.02ng/ul. As expected, 
the percentage 'success' increased as the Quantification increased due to the 
higher amount of DNA in the extract available to be concentrated. 

%'Success' vs Quant Range (ng/ul) 
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Figure 8: Percentage 'success' for samples that underwent a Microcon® process 

In viewing the data in Fig 8, a limitation is that all samples that fell in the 'auto­
microcon' range, had a Microcon® process performed, whereas there are 
samples that are in higher Quantification ranges that might not have required a 
Microcon® concentration rework step to yield useful DNA profiles. These 
samples were not evaluated. 

A lower Quantification value to where the number of 'successes' roughly 
equalled the 'failures' was chosen to be the upper end of data ranges that were 
evaluated further. The value chosen was 0.015ng/ul. Table 1 and Figure 9 
describe the risk to NCIDD upload for samples in these ranges if Microcon® 
concentration steps were not performed. 
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Table 1: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranges 

%No other samples to Upload in Quantification ranges (Q) 

Q = O.OOng/uL to O.Olng/ul(total samples Q = O.OOng/uL to 0.0133ng/ul Q = O.OOng/u L to O.OlSng/uL (total samples in 

in range= 1519) (total samples in range= 1696) 

NCIDD Cold link 0.92 0.88 

NCIDD Unlinked 0.53 0.77 

NCIDD Warm Unk 0.46 0.83 
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Figure 9: NCIDD outcome for samples that were loaded to NCIDD in various Quant ranges 

Approximately 1.45% of samples in the Quantification range up to 0.01 ng/ul 
resulted in 'new' DNA Intelligence. This percentage is the same as that found in 
the 'auto-microcon' range. This percentage increased to 1.65% and 2.25% for 
the Quantification ranges up to 0.0133ng/ul and 0.015ng/ul respectively. 

7.3 Datamine of the difference in pre- and post- Microcon® 
Quantification values 

The samples applicable to this experiment had Quantification values above 
0.001 ng/f!L where the final result was 'success'. The range was further refined 
as per Section 5.2, such that samples that had Quantification values between 
0.001 ng/f!L and 0.015ng/f!L were examined. 

As the Microcon® process concentrates the DNA extract from approximately 
1 OOuL to approximately 35ul, in theory it would be a reasonable expectation to 
obtain approximately two to three-fold increases in DNA Quantification after 
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concentration. Figure 10 shows the plot of the differences found for samples 
that resulted in 'success'. 
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Figure 10: Quantification differences pre and post concentration 

The findings are not unexpected as the scatter focusses mostly around two-fold 
increases in Quantification. It was also not unexpected to observe the variable 
results. Anecdotally, variability in success rates is found at profile management 
stage when assessing results of samples that have had this concentration step. 

DNA can be lost in the process as seen in Fig 10 where the Quantification 
values decreased after concentration. Variability in results could be attributed to 
a number of things, including but not limited to the slight differences between 
operators and instrumentation, the differences in substrate type and level of 
degradation, and the variability in Quantification result. 
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9-..!h._Conclusion and Recommendations 

The data analysis demonstrated that there was arguably minimal value in 
performing the 'auto-microcon' concentration step. This opinion was formed by 
analysing the data from 2016 where it was found that for all samples that 
underwent the 'auto-microcon' step, 89% did not yield results suitable for 
meaningful interpretation (or 'success' in this report). 

It was found that in considering a// samples that underwent a Microcon® step at 
some stage in 2016, 78.5% did not yield results suitable for meaningful 
interpretation. As expected, when the Quantification value increased, the 
percentage of meaningful results increased. However, it was also demonstrated 
in the data analysis that the Quantification values did not always improve after 
Microcon®, but where they did, the magnitude of change was roughly equivalent 
to the change in volume (from neat to concentrated sample). 

Based on the data analysis, the following recommendations are offered: 

4-, Cease 'auto-microcon' (Quant range: 0.001 ng/ul to 0.0088ng/ul) 
processing for all P3 samples witt:~ tt:Je followiRg exeeptioRs: 

a. Priority 1 samples (Critieal Priority); aREI 

9. CoroRialtDVI samples wt:loro profiles are mostly siRglo sollreo. 
Qllito oftoR iReomploto profiles may 9o oRollgR to provide 
IRtelligeRee oR possi91e iEleRtity. 

2. Automatically send result information via the Forensic Register to QPS at 
Quantification stage for samples in the Quant range: 0.001 ng/ul to 
0.0088ng/ul. This result information is recommended to be the exhibit 
result line of 'DNA Insufficient for Further Processing'. This 
recommendation is an extension to the current 'No DNA Detected' 
process, which looks at Priority 2 samples yielding Quantification results 
of less than the Limit of Detection (0.001 ng/ul). This new EXH line is 
intended to act as a flag to QPS to assess the sample within the case 
context and decide if rework is desired/required, per recommendatioin 4 
below. 

3. After a six month period of processing, re-analyse samples that have had 
a Microcon® process performed and were in the initial Quantification 
range greater than 0.0088ng/ul, to evaluate whether the range from 
Recommendation 1 can be extended for P3 samples, and potentially 
include P2 samples (this needs to be examined from P2 interp rules 
perspective). 

4. Communicate the change in process to QPS and ensure that QPS are 
aware that for samples in the range mentioned in Recommendations 1, 
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that they could be requested for Microcon® concentration steps at any 
point in time. This request can be made via the Forensic Register after 
they have received the 'DNA insufficient...' result line. 
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• To note is the use of percentages and non-normalized data to draw conclusions 
from the data that are not valid. 

o By not normalizing the very low quant (<0.0088ng/ul; n=1449) data 
which represents the bulk of the samples(ntotal=1731 ), percentages 
derived from data combined with the above very low quant samples (eg. 
Figure 8 and figure 9) are artificially skewed by the large number of 
close-to-zero quant values. Thus, it would not be expected for there to 
be an insignificant increase in the percentage of successful micro cons 
as presented in figures 8 & 9). Even if 1 00% of the micro cons in the 
0.015-0.020 range were successful (n=94), this would have little effect 
on the mean success rate of the n=1492 samples that have lower 
quants (94/1492 = 6.4%) at maximum. 

o The data needs to be normalized by obtaining the probability for the 
mean quant using a frequency distribution for a range of quant values. 

o My own analysis of the data shows that the data can be best modelled 
by a third order regression of the success/fail probability against the 
quant. I developed the data as a frequency distribution based on 
divisions of 0.001 ng/ul. The probability of success was calculated 
based on the outcome of all samples within a single division, thus 
normalizing the data. This reduced the data to 33 points. The data was 
analysed as a binomial distribution as is appropriate with binomial data 
and the 95% confidence intervals calculated. 

o These outcomes are presented in graphical and tabular form in the 
attached pages suggests a very different set of conclusions. 

o As can be seen from the results there is a mean success rate of 
approximately 30% at 0.01 Ong/ul up to approximately 43% at 
0.015ng/ul. This is at odds with the conclusions drawn in section 7.2 of 
the project and with the justification for the use of 0.015ng/ul in the 
introduction to Experiment 2 (pg 8). 

• As such, I conclude that setting the cut-off for no processing at 0.0088ng/ul is 
probably too high. 
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• Additionally, conclusion drawn from percentage values derived from non­
normalized data cannot be trusted as the data is clearly skewed towards very 
low-level quants. 
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Table 1. 95% confidence intervals for the microcon success probabilities for all 
quant ranges. (eg. Line 6 represents the probability of success for all samples with 
a quant between 0.0055 and 0.0064.) 

Mean Quant lower Estimated upper 
for range Prob of Success 

1 0.001 0.061921 1.984695 2.907470 
2 0.002 2.111484 3.275817 4.440151 
3 0.003 3.746543 5.116828 6.487114 
4 0.004 6.038001 7.574229 9.110456 
5 0.005 8.936327 10.645507 12.354687 
6 0.006 12.277503 14.244627 16.211752 
7 0.007 15.868023 18.210662 20.553300 
8 0.008 19.552401 22.337853 25.123304 
9 0.009 23.205051 26.415076 29.625101 
10 0.010 26.709850 30.259965 33.810081 
11 0.011 29.959510 33.738579 37.517648 
12 0.012 32.862823 36.769795 40.676767 
13 0.013 35.350065 39.319138 43.288211 
14 0.014 37.375481 41.387961 45.400441 
15 0.015 38.919212 43.002380 47.085547 
16 0.016 39.989907 44.204209 48.418510 
17 0.017 40.625908 45.044506 49.463105 
18 0.018 40.891674 45.579421 50.267168 
19 0.019 40.869451 45.867744 50.866037 
20 0.020 40.649724 45.969556 51.289388 
21 0.021 40.323576 45.945520 51.567465 
22 0.022 39.977440 45.856505 51.735570 
23 0.023 39.689097 45.763385 51.837673 
24 0.024 39.523421 45.726976 51.930532 
25 0.025 39.526412 45.808084 52.089757 
26 0.026 39.716517 46.067684 52.418852 
27 0.027 40.074323 46.567177 53.060032 
28 0.028 40.538169 47.368584 54.198998 
29 0.029 41.021312 48.534376 56.047440 
30 0.030 41.456547 50.126451 58.796354 
31 0.031 41.839757 52.203470 62.567183 
32 0.032 42.240691 54.815589 67.390487 
33 0.033 42.793029 57.995491 73.197953 
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Figures 4 and 5 show that there do not appear to be any obvious trends in the 
data. It is not unexpected to have a variety of DNA profile outcomes for different 
biological source types, and not unexpected for a variety of DNA profile 
outcomes for different substrate types. Interestingly, the number of 'assumed 
known contributors' is almost one-third of DNA profile outcomes for the most 
numerous suspected biological type (cells), and s,ubstrate type (swab). It could 
be argued that this DNA. profile outcome is not meaningful to the client as the 
results are not unexpected. 

What this means is that if the client requested a Microcon® process on a 
particular sample that was initially in the 'auto-microcon' Quantification range, 
there does not appear to be a predictive element to the likely success of the 
microcon rework for a particular biological source type, nor substrate type. 

Ultimately, for approximately 90% of samples that underwent an 'auto-microcon' 
process, there is arguably negligible DNA profile Intelligence for the client. If the 
'auto-microcon' was not applied as a streamlining strategy, there would be the 
following advantages, including but not limited to: ~o/f'k ,,At-.'":1 \) t- '" /;, oO s:c· ··~e L".·) 

__;so -·~ ('' !' > / y ' 1: _'c; 

-the potential to make available at least 1449 processing positions for other • 
samples including further available positions that would have been used for 
reworks. It must be noted that it is not unusual for low-quantification samples to"b-e.. ( f o-\;1-­
reworked further before determining if the profile is suitable for comparison to _f y,.. ,·c 
reference DNA profiles. ..Y!.o-e.:> "-

-the lack of a need for the considerable efforts required to prepare and process 
Microcon® (and further rework) batches for this number of samples, 

-consumable and labour savings in the end-to-end processing of these 
samples, and 

/ -time and effort could be redirected in the laboratory workflow to other activities 
j including service extensions~-
' ? / 

I (- J- ~ ~"'-S!_ .tJ,,.-f ~d -- \be.j'{: .'') \ . .,~·--t::_ _ . 

Sc. ~~lv;J­
Or<i!_ o JIV', 

rfwo( K'-._0{ 

/v / JL...- ( .., 

' 
• r C"-'C}JC-.0 

.e . ...,~, /lAo--e._ 

LviOf' /c._ 
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l ,,,., 
' r ~ .~L/)1 ~ C,r-(?.~ 0 r {JJ' 
fl\.(.....1~..-- - - " .r,_ A 

If '4./L,." e_ 
concentration. Figure 10 shows the plot of the ditfe.FeAces fetiREI- for samples po,.s J.-
that resulted in 'success'. vn, ' c._ 

8.00 
Fold difference between quants ,-when 'success' 

• 
6.00 +-- - - - - --------- ----- ---,---

• • 

• • 

• Fold difference 
between quants 
when 'success' 

0.016 

-4.00 +----------------41...---------

-6.00 j 

Figure 10: Quantification differences pre and post concentration 

The findings are not unexpected as the scatter focusses mostly around two-fold 
increases in Quantification. It was also not unexpected to observe the variable 
results. Anecdotally, variability in success rates is found at profile management 
stage when assessing results of samples that have had this concentration step. 

DNA can be lost in the process as seen in Fig 10 where the Quantification 
values decreased after concentration. Variability in results could be attributed to 
a number of things, including but not limited to the slight differences between 
operators and instrumentation, the differences in substrate type and level of · 
degradation, and the variability in Quantification result. 

' ' ! 
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8. Conclusion and Recommendations 

The data analysis demonstrated that there was arguably minimal value in 
performing the 'auto-microcon' concentration step. This opinion was formed by 
analysing the data from 2016 where it was found that for all samples that 
underwent the 'auto-microcon' step, 89% did not yield results suitable for 
meaningful interpretation (or 'success' in this report). 

It was found that in considering a// samples that underwent a Microcon® step at 
some stage in 2016, 78.5% did not yield results suitable for meaningful 
interpretation. As expected, when the Quantification value increased, the 
percentage of meaningful results increased. However, it was also demonstrated 
in the data analysis that the Quantification values did not always improve after 
Microcon®, but where they did, the magnitude of change was roughly equivalent 
to the change in volume (from neat to concentrated sample). 

Based on the data analysis, the following recommendations are offered: 

1. Cease 'auto-microcon' (Quant range: 0.001 ng/ul to 0.0088ng/ul) 
processing for all samples with the following exceptions: 

oU ,......._ "' k -/1""':0 
a. Priority 1 samples (Critical Priority); and :31 ~:~.;'1"" A.<z Pra..e" /-'~ ~~ 

~ i/f!fi<: C; .q-

b. Coroniai/DVI samples where profiles a~o~tlyF;~~~;::s~~~~ zc ror? ~­
Quite often incomplete profiles may be enough to provide 
Intelligence on possible identity. kco ~' 

2. Automatically send result information via the Forensic Register to QPS at 
Quantification stage for samples in the Quant range: 0.001ng/ul to 
0.0088ng/ul. This result information is recommended to be the exhibit 
result line of 'DNA Insufficient for Further Processing'. This 
recommendation is an · extension to the current 'No DNA Detected' 
process, which looks at Priority 2 samples yielding Quantification results 
of less than the Limit of Detection (0.001 ng/ul). 

3. After a six month period of processing, re-analyse samples that have had 
a Microcon® process performed and were in the initial Quantification 
range greater than 0.0088ng/ul, to evaluate whether the range from 
Recommendation 1 can be extended. 

4. Communicate the change in process to QPS and ensure that QPS are 
aware that for samples in the range mentioned in Recommendations 1, 
that they could be requested for Microcon® concentration steps at any 
point in time. This request can be made via the Forensic Register after 
they have received the 'DNA insufficient. .. ' result line. 

Project Proposal #184- Evaluation of the Efficacy of a Post-Extraction 
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feedbackdue20/12/2017 
Staff member feedback date feedback Response 

II JUStin 

looks good to me. lust a few llinor formatting comments: 

figure2-maybereduceto4decimal~aces?,alsoaddXardYaxislabels 

figure6-addXardYaxislabels 
figure7-reducededmalsinlabels 
figurelO-re-formatlegendsothatgraphhasmoreroom 
Thoughout-sometimesthe 1 issuperscriptandsometimesnot(sorrytharsverypicky) 

Thanks 
luke fig2-tnepivottableusestnerawdatafromtneQuantfile.Unabletocnangenere.fig6andfig2-cnanges 

lBR 1/12/2017 tneimagetypeintnedocsonownavetnelabels.fig10fixed.fixedsuperscript. 

Justin 

feedback as follows: 

Abstract:Aiittledisjointedtoread-canthesentences/ideasbe linked. 

Section4:2 (and throughout)-I don't really like til! use of the work "fail" it indicates we did sorret~ng wron~ or tilltthere is a quality issue· which is not til! case. We have processed tli!m correctly, but the 
outcome from the biological submission is not informative. Can we use another term "Nil resulr' or "Nil Intel" or sillilar? 

Section 7: Could we/should we suggest case managers review cases on finalisation? If they think there is not much useful information in the case, and wli!re tli!y believe that til! available profiles maybe useful 
(using their discretion) that they may consider mar~~al Microcon reworks? W~le success rates are low, tli!re are still potential successes. 

~rsten 

KDS 1/12/2017 Abstract being re-written. 
JUdy, 

lustafewt~ngs: 

Abstract 
Suggest reword 
"Given this, furtli!r workflow streamlining processes could be implemented that would provide significant processing efficier.:ies, ard cost ard tirre savings such that these efforts could be better placed in 
processinghigherDNA-yieldingsamples' 
to 
"Given t~s, furtli!r streamlining of wor~ow processes could be implemented that would provide significant effiderdes such thattli!se efforts could be better placed in processing higher DNA-yielding 
sam~es" 

or 
"Given this, furtli!r workflow process streal1iining could be im~emented that would provide significant processing effider.:ies in order for resources to be better utilised processing higli!r DNA-yielding 
samples" 

5.2 
"A total number of samples that were processed this way was determir~:d. ms total number excluded en~ronmental samples, samples l'ithout Quantification values, sam~es not requested for furtli!r work, 
sam~es wli!re quality flags were raised, and samples that had not returned results at til! time of data collection." 

I'm tr0ng to work out why tli!re are so rr11ny samples without quant as the whole point of m'con to 35 was so that tli!y were quanted after microcon and tli!y should illve a pre-microcon quant as well- is 
thereareaprobleml'ithtli!dataexport? 

figure 1 ~ 

figure2 ~ 

Recommerdations 

Recommerdation 2 -I'd support up to 0.02ng/ul (tem~ate of 300ng) as t~s is the "cross-over" point ard I'd also support implementing for both P2 ard P3 sample s, as recommerdation 3 and 5 still give the 
QPS an option to ask for more work on the sample, irs easy for them to do & irs an extension of the triaging process 

Abstract being re-written, and suggested wording used. Note support for nigner Q value, but will go witn 

ARM 5/12/2017 Cheers auto-mic range for implementation and cneck post-implementation. 
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feedbackdue20/12/2017 
Staff member feedback date feedback Response 

Hi Justin 

rvehadalookti'loughthereport(justincaseitisn'tsignedoffbytli:timeKirstengoesonholiday) .. 

Ard with the recommendations- we wil r~:ed to cillnge the quant results upload programrring in til: fR to fit in line with the new values. rm not sure how much work that would be for Troy etc. We would 
alsotli:nneedtotesttli:fur~:tiorl'llityworks ... 

mswouldir~:lude: 

· PlandCoro~alsampleso~ytogotoauto-microcon 

· P2 samples at til: auto-micorcon value range to go to "DNA lnsufficienr' (we would have to make sure t~s works for samples, currently it o~yworks for QPS envm sam~es) 
· Pl samples -would we keep til: undetermir~:d ones as "No DNA", then those up to 0.0133ng/ul make "DNA lnusufficient"? 
-lthinkthat'sall ... 

lustsomet~ngstokeepinmird. 

Thanks 
Kerry -Anr~: 

KAl 7/12/2017 
II JUStin, 

l'vereviewedandhappywiththetheoryard recomrr~:ndations. 

I asked Usa to have a look in the fR training site to see how the process for Pl samples would work or~:e tli:y move to PP21.11'ill forward you til: email summarising this. 

Once a decision is reacli:d on the range for quant values, we will need to submit enhar~:ements to VSTS ard create/write manual procedures for Pl samples both ti'lough Analytical and reporting. Tli:se 
mar~~alprocesseswillbeinplaceuntiltheenhar~:ementsareinfR. 

Thanks, 
Paula 

PMB 19/12/2017 
KDR 3/01/2018 ~atrackchangesondocinparentfolder. 

AJR 5/01/2018 ~atrackchangesondocinparentfolder. 
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feedbackdue9/01/2018 
Staff Date feedback Response 

lBR 9/01/2018 Hi Justin 

looks great, I assume tne recommendations apply to P3 samples amped in PP2!ll'm ready to sign. Hey,yesallsamples.Doyoutninklsnouldjustexpandtnisabitl 

Tnanks 

luke jan 

Hey, added toR!: 

l.Cease'auto-microcon'(QuantrangeO.OOlng/ulto0.0088ng/ul]processingforallsamplesofPriority2and3requested 

to be amplified witn PowerPiex 21, witn tne following exceptions: 

Ok excellent. Mignt be wortn speci~ing. I would eitner add a Scope section attne start (and saytnat recommendations apply 

to all P2 and P3 samples processed witn PP21, or just speci~ in tne Conclusion and Recommendations section- pernaps at jan 

start of recommendation 2l i.e. "for all Priority 2 and 3 samples processed witn PP21, automatically ..... " 

Hi Justin 

looks good -apart from tne typo in my name tnat you already know about. 

Tnanks 

Kerry-Anne 

KAl 9/01/2018 Adjusted 

PMB 9/01/2018 Doesn'tapplytoP3witnPP21.BesttobeoptionpaperasQPSsnouldmaketnedecisionontnis. Agree 

KDRandAJR 9/01/2018 viatrackdangesondocinparentfolder. 

SMJ 9/01/2018 vianotesondocinparentfolder. 

Hi, 

I am nappy witn tne report (pie cnart excluded ... ]- nowever, I would actually be in favour of rolling out DNA insufficient to 

0.02 ng/ul,and consider an extension oftneDNAtriagingprocess 

Cneers 

AI 

ARM 10/01/2018 
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Cathie Allen 

From: 
Sent: 
To: 
Cc: 
Subject: 

Hi Cathie, 

CA-103 

Frieberg. DaleJ [OSC] 
Monday, 22 January 2018 2:26 PM 
Cathie Allen 
Taylor.EwenN[OSC]; O'Malley.TroyS[OSC]; Paul Csoban; Support Officer FSG 
RE: Volume Crime Samples 

Thank you for your email. I will have my exec sec organise a time suitable to all to meet. 

Jenna, can you please touch base with Cathie and organise a time in the next couple of weeks. 

D 

Dale Frieberg 
Superintendent 
Operations Commander 
Forensic Services Group 
Operations Support Command 
Queensland Police Service 

From: Cathie Allen [mai 
Sent: Monday, 22 Janua 

To: Frieberg.DaleJ[OSC] 
Cc: Taylor.EwenN[OSC] 

< .............. .. 
Subject: Volume Crime Samples 

Hi Dale 

, O'Malley.TroyS[OSC] 

Last year, we met with you and lnsp Scott Mclaren regarding processing of Volume Crime samples, given the 
discontinuation of Profiler Plus kits from Applied Biosystems. From today onwards, Volume Crime samples will be 
processed using PowerPiex 21, as per direction by the QPS. 

My team has come up with an Options paper regarding further improvements that could be made to Volume Crime 
workflow and I'll forward that to you later today for your review. Paul and I would like to meet with you to discuss 
this paper and another item- are you able to advise when you would be available to discuss these with us? 

Cheers 
Cathie 

1 
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Cathie Allen 
Managing Scientist- Police Services Stream 

Forensic & Scientific Services, 
Health Support Queensland, Department of Health 

HSQ's vision I Delivering the best health support services and solutions for a safer and healthier Queensland. 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders 
past, present and future. 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). This confidentiality is not waived or lost, if you receive it 
and you are not the intended recipient(s), or if it is transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The information contained in this email, including any attachment sent 
with it, may be subject to a statutory duty of confidentiality if it relates to health seiVice matters. 

-

e not the intended recipient(s), or if you have received this email in error, you are asked to immediately notifY the sender by telephone collect on Australia­
or by return email. You should also delete this email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any form of disclosure, modification, distribution and/or 
publication of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, Queensland Health does not accept responsibility for the 
consequences if any person's computer inadvertently suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer 
programme or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland Government. 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * * * 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electro 
inform the sender or 
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Cathie Allen 

From: 
Sent: 
To: 
Cc: 
Subject: 

Hi Cathie, 

CA-104 

Frieberg. DaleJ [OSC] 
Tuesday, 30 January 2018 9:36 PM 
Cathie Allen; O'Malley.TroyS[OSC]; Taylor.EwenN[OSC] 
Paul Csoban 
RE: Options Paper for consideration 

Will do. Look forward to seeing you then. 

D 

Dale Frieberg 
Superintendent 
Operations Commander 
Forensic Services Group 
Operations Support Command 

From: Cathie Allen [mailto: 
Sent: Tuesday, 30 January 2018 4:56PM 
To: Frieberg.DaleJ[OSC] 

Cc: PauiCsoban 
Subject: Options Paper for consideration 

Hi Dale 

WIT.0019.0012.2468 

• 

• • 
• 

• • • • • 

Please find attached an Options paper regarding concentration of major crime samples that we have prepared for 
your consideration. I'd like to discuss this on Friday with you. 

Cheers 

Cathie 

1 

2394 



WIT.0019.0012.2469 

Cathie Allen 
Managing Scientist- Police Services Stream 

Forensic & Scientific Services, 
Health Support Queensland, Department of Health PI==.:== al 
WI ~~~~~~~= 

HSQ's vision I Delivering the best health support services and solutions for a safer and healthier Queensland. 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders 
past, present and future. 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). This confidentiality is not waived or lost, if you receive it 
and you are not the intended recipient(s), or if it is transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The information contained in this email, including any attachment sent 
with it, may be subject to a statutory duty of confidentiality if it relates to health seiVice matters. 

i
lfilyiouiiarleJnot the intended recipient(s), or if you have received this email in error, you are asked to immediately notifY the sender by telephone collect on Australia­

by return email. You should also delete this email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any form of disclosure, modification, distribution and/or 
publication of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, Queensland Health does not accept responsibility for the 
consequences if any person's computer inadvertently suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer 
programme or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland Government. 

* ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * * * 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 

have received this electro 1lllll'lll•••• 
inform the sender or rn,nt,.,..• • 1 
This footnote also confinns that this email message has 
been checked for the presence of computer viruses. 
********************************************************************** 
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CA-105 

~ v Volume Crime Samples • Meeting al - 0 X 

File Meeting Scheduling Assistant Trac~ing Insert Format Text Review Help -
Show As: Out of Of... v 

Delete Copy to My _1 v Accept Tentative Decline Propose Respond 11 
' 41 Reminder. None Calendar v New Time v v 

Actions Respond 

0 Accepted on 25/01/2018 3:1 7PM. 

Volume Crime Samples 

Organizer behalf of frieberg.OaleJ[OSC] 

Time friday, 2 february 2018 2:00PM-3:00PM 

Location Supt's Conference Room, level4, PHQ 

Respome v Accepted Change Response 

CONFIDENTIALITY: The informalion contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and! or public interest 
lmmuni~. lf you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unau~onsed . lf you 
have received this electronic message in error, please 

inform the sender or 

Options 

Q Tell me what you want to do 

8 Private ~ 0 D . 
C t . I H1gh Importance 

Dictate Send to Viva a egonze • 

~ Low Importance OneNote Insights 

Tags Voice One Note Add· in 1\ 

Sent Thu 25/01/20181:09 PM 
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[g] v Volume Crime Samples · Meeting !D - 0 X 

File Meeting Scheduling Assistant Tracking Insert Format Text Review Help Q Tell me what you want to do 

0 ~ P± ~ @ 
Refresh ~PICK Adc Aaa Options 

Availabili~ ~ Attendees Room. 

Scheduling Attendees Options 

Start time fri 2/02/2018 

fnd time fri 2/02/2018 

Friday, 2 February 2018 

4PM SAM 9AM 

I All Attendees 

v Required Attendee 

0 ~ ~,\\1.\\\\\\\'1\\\\\ 
0 Paul Csoban ~ 
~ O cathieAII en 

0 ~ 
0~~ 
v Optional Attendee 

v Resource (Room or Equipment) 

~ 2:00PM 

~ 3:00 PM 

lOAM 11 AM 

I Busy 'J Tentative .~ Out of Office [ Working tlsewhere ~ No Information r Outside of working hours 

, 

, 

12PM 1PM 2PM HM 

1\ 

Saturday, l February 

4PM SAM 9AM 
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Cathie Allen 

From: 
Sent: 
To: 
Cc: 
Subject: 

Hi Cathie and Paul, 

CA-106 

Frieberg.DaleJ[OSC] < 
Friday, 2 February 2018 3:38 PM 

Cathie Allen; O'Malley.TroyS[OSC]; Taylor.EwenN[OSC] 

Paul Csoban 

RE: Options Paper for consideration 

Thank you for your time this afternoon and for discussion around this options paper. Thank you also to both Troy and 

Ewen with your assistance and expertise/advice around the paper. 

As discussed, I am in agreement that: 

• There is clear data that it is not an efficient use of time and resources to continue with the 'auto-microcon' 

process for Priority 2 (Major Crime) samples. 

• Option 2. "Cease the 'auto-microcon' process for Priority 2 casework .... " Would appear to be a more productive 

& efficient choice. 

• Scientists time and resources would be better spent working samples with a higher DNA yield and more 

potential. 

• It would be beneficial to amend the Forensic Register to provide an automated Q-Prime update advising the 

Investigators of the option to request further 'Auto-microcon' processing for those samples for unsolved crime, 

which may prove worthwhile. 

• DNA staff can request this additional processing if/when a request is received from the investigators. 

I trust this is of assistance. 

Kind regards, 

Dale. 

Dale Frieberg 
Superintendent 
Operations Commander 
Forensic Services Group 
Operations Support Command . --· .... , - -

•••••••••••• ••••• II ••• • • • 
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From: Cathie Allen [mai 
Sent:Tuesday,30Janua 
To: Frieberg.DaleJ 
Taylor.EwenN[OSC] 

Cc: Paul Csoban < ••••••••••• 
Subject: Options Paper for consideration 

Hi Dale 

WIT.0019.0012.2473 

; O'Malley.TroyS[OSC] 

Please find attached an Options paper regarding concentration of major crime samples that we have prepared for your 
consideration. I'd like to discuss this on Friday with you. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist- Police Services Stream 

Forensic & Scientific Services, 
Health Support Queensland, Department of Health 

PI 
al 
w 1 www.health.gld.gov.au e 1 

HSQ's vision 1 Delivering the best health support services and solutions for a safer and healthier Queensland. 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders 
past, present and future. 

* * * * * * * * * * * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * ** * * * * * 

This email, including any attachments sent with it, is confidential and for the sole use of the intended recipient(s). This confidentiality is not waived or lost, if you receive it and 
you are not the intended recipient(s), or if it is transmitted/received in error. 

Any unauthorised use, alteration, disclosure, distribution or review of this email is strictly prohibited. The information contained in this email, including any attachment sent with 
it, may be subject to a statutory duty of confidentiality if it relates to health service matters . 

.U:..,ou are not the intended recipient(s), or if you have received this email in error, you are asked to immediately notify the sender by telephone collect on Australia­
- or by return email. You should also delete this email, and any copies, from your computer system network and destroy any hard copies produced. 

If not an intended recipient of this email, you must not copy, distribute or take any action(s) that relies on it; any form of disclosure, modification, distribution and/or publication 
of this email is also prohibited. 

Although Queensland Health takes all reasonable steps to ensure this email does not contain malicious software, Queensland Health does not accept responsibility for the 
consequences if any person's computer inadvertently suffers any disruption to services, loss of information, harm or is infected with a virus, other malicious computer programme 
or code that may occur as a consequence of receiving this email. 

Unless stated otherwise, this email represents only the views of the sender and not the views of the Queensland Government. 

* * * * * * * * * * * * * * * * * * ** * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ** * * * * * * ** * * * * * * * 

CONFIDENTIALITY: The information contained in this 
electronic mail message and any electronic files attached 

2 

2399 



to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it. Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 
have received this electroni 
inform the sender or 
This footnote also confirms i message 
been checked for the presence of computer viruses. 
********************************************************************** 
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CA-107 

Paula Brisotto 

From: Cathie Allen 
Sent: Monday, 5 February 2018 11 :30 AM 
To: Allan McNevin; Amanda Reeves; Justin Howes; Kirsten Scott; Kylie Rika; Luke Ryan; 

Paula Brisotto; Sharon Johnstone; Wendy Harmer; Thomas Nurthen 
Subject: Microcon Options Paper 
Attachments: Review of efficacy of Microcons_options for QPS.doc 

Hi Everyone 

On Friday, Paul Csoban and I met with the Superintendent of Forensic Services Group, Dale Frieberg and other QPS 
officers that the Supt requested to attend. We discussed the Options Paper attached, which I had provided to the 
Supt earlier in the week. The Supt has indicated verbally and by email that the QPS' preferred option is Option 2-
no automatic concentration of Priority 1 or Priority 2 samples. 

If you have any questions regarding this, please don't hesitate to send me an email or come and have a chat with 
me. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist- Police Services Stream 

Forensic & Scientific Services, 
Health Support Queensland, Department of Health 

HSQ's vision I Delivering the best health support services and solutions for a safer and healthier Queensland. 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders 
past, present and future. 
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Cathie Allen 

From: 
Sent: 
To: 

Cc: 
Subject: 
Attachments: 

Importance: 

CA-108 

Cathie Allen 
Thursday, 15 November 2018 10:54 AM 
A/lnsp Gerard Simnt<>nrlnr·t<>r 

Bruce McNab 

Craig Russell; lnsp David Neville lliiliiliillliiliiliil·······) 
FW: Removal of the microcon step from P1 worflow. 
Review of efficacy of Microcons_options for QPS.DOC 

High 

Correction to one figure listed below- my apologies 

Hi Gerard and Bruce 

· Supt 

I can confirm that the Microcon process has been applied to the below four sample as requested by the QPS on the 
dates listed below: 

Snr Sgt Simpfendorfer requested Microcon 29/10/2018 
Snr Sgt Simpfendorfer requested Microcon 06/11/2018 
Snr Sgt Simpfendorfer requested Microcon 06/11/2018 
Snr Sgt Simpfendorfer requested Microcon 06/11/2018 

During a meeting on 1'1 of Feb 2018, Paul Csoban (previous Executive Director for FSS) and I met with Supt Dale 
Frieberg to discuss the Options Paper that had previously been provided to the QPS for decision. During this 
meeting, the Superintendent agreed that Option 2 was the preferred option, which was later confirmed via email (as 
per below). During the discussion, the second part of Option 2 (section a) was discussed, which related to Priority 1 
samples and the Superintendent indicated that Priority 1 samples should be processed the same as Major crime (P2) 
and Volume crime samples (P3), which is not to be automatically progressed through the Microcon process. After 
the approval from the QPS in Feb 2018, all samples have not automatically progressed through the Microcon 
process. The QPS or a Forensic DNA Analysis staff member can request a Microcon process for a sample at any time. 

Automatic progression of samples through the Microcon process means that all available DNA extract will be 
consumed, so no further testing can be conducted on these samples after this step. This means that if a sample 
could yield a profile by specific Y chromosome testing for example, there would be no extract available for that 
testing to be conducted. It also means that samples that are eligible to be pooled together, as they are from the 
same item or area, are not able to be as there is no DNA extract left to undertake pooling. Scientists or Forensic 
officers reviewing results in the context of a case are able to request a Microcon process for a sample or samples. 

As the decision on the automatic Microcon process was made last financial year, the budget for this financial year 
has been adjusted for that consumable, so this will increase the cost. 

If the QPS wishes for P1 samples to automatically be processed through the Microcon process, which leaves no 
available extract for other testing, this process can be re-introduced. Please confirm if the QPS requires there­
introduction of this step. 

The Options Paper reviewed 1449 (J.+&t Major crime samples that had been progressed through the Microcon 
process over a one year period, as this was considered to be sufficient sample numbers to demonstrate a clear 
trend. 

The laboratory is unable to search the FR to undertake any statistical analysis regarding 'useable' profile numbers­

this was highlighted to FSS during development that large or medium scale interrogation of the FR could only be 
undertaken by the QPS, as they would need to construct the search and ensure the timing of the search was 
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undertaken so as not to add extra burden to the FR during peak operational times. If the QPS were able to generate 
this data, the laboratory would undertake this analysis and provide feedback. The Microcon process was no longer 
automatically undertaken for P1 or P2 samples from the 12th of Feb 2018. 

Whilst the Microcon process has not been automatically applied to Major crime samples (P2) since mid Feb, 
scientists have reviewed those results and requested a Microcon process if in the context of the case it could have 
been of potential benefit. If the QPS undertook a search of all 'DNA insufficient' results on P1 and P2 samples since 
the 12th of Feb, the laboratory could undertake an analysis of the cases to determine if additional testing through 
the Microcon process is required. This would require resources and would reduce the number of results that are 
reviewed by the lab until this analysis was completed. 

I await your advice regarding this. If you have any further questions, please let me know how I can assist. 

Cheers 
Cathie 

Cathie Allen 
Managing Scientist 

Police Services Stream, Forensic & Scientific Services 
Health Support Queensland, Queensland Health 

p 
a 
e 

Integrity 

Queensland Health acknowledges the Traditional Owners of the land, and pays respect to Elders past, present and future. 

From: Neville.DavidH[OSC] [mailto 
Sent: Wednesday, 14 November 2018 2:47 PM 
To: Cathie Allen 
Cc: Craig Russell; McNab.BruceJ[OSC]; Simpfendorfer.GerardM[OSC] 
Subject: Removal of the microcon step from Pl worflow. 
Importance: High 

Dear Cathie 
During the course of the investigation into Operation Clarify over 15 samples were submitted as Priority 1. On 
initial testing, four samples were reported as having insufficient DNA present for further testing. Upon receipt of 
that result my staff requested additional testing and each of those samples yielded a result as follows: 

--SINGLE SOURCE 20 LOCI DNA PROFILE LR > 100 BILLION (Deceased match); and POSSIBLE SUB­
THRESHOLD INFORMATION 

-SINGLE SOURCE DNA PROFILE- ASSUMED KNOWN CONTRIBUTOR- (Deceased match) 
- SS DNA PROFILE 9 LOCI AND ABOVE LR > 100 BILLION (Deceased match) 
-COMPLEX MIXED PROFILE UNSUITABLE FOR INTERP OR COMPARISON 

Could you confirm if the profiles for the four samples listed above were obtained after micro-concentration was 
performed, please. Could you also confirm if the microcon step has been removed from the workflow as a matter of 
routine for P1 samples. My understanding as per the below was that this was only to occur for P2. If this process 
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has been removed from the Pl workflow, could it please be reintroduced as it will stop delays in obtaining results 
that are considered urgent, please. 

r·om~ : Fr · eb 11J.DareJ( OSCJ 
- -t·· Fr day. 2 Feb uarv 2018 3:38 ·p 
o: car ht AU n 
c.PauiCSoban 

SUbj' • Ri: ~opt ons Pap 

H Cathie and' P.aul, 

.TroyS[OSC] 

Thank 'tOU ·for yo r t e· lrl s aft-ernoon and o d scus'S on arou d th s o,p ons pap r. Th.en you also · 

As d scuss d., I am as,reemen th 

• Thel'1 isd ot nd resour s o oontinu 
Option 2. "'Cease the 'auto-microcon• rocess for Prior ould appear to be c 

·• Sc: entli:sts .· me and r~esources ou1d be tter spent · or U1g sampre.s i h a hiS;h ;r D A yie~d 
• It vould be b ne cia I to amend h For-ens c Regs er to ptOVI!de an au oma ed Q-Pnim upda1 
• 0 .A st fhan request h s ddi tonal process ng f/when a reques is recel ed from h In 

~ rus his s af ass s anc . 

Dale. 

The removal of the microcon step in the process was agreed to on 2 February 2018 by Supt Frieberg based on the 
advice included in the attached paper. This paper estimates that there would be less than a 2% reduction in the 
number of useable results if the step was eliminated. 

Based on the fact that 3 out of 4 samples for this case yielded a result when testing was continued, anecdotally it 
would seem that we may be missing out on more than 2% of results. 

Since eliminating this step, has your laboratory undertaken any statistical analysis to determine if there has been a 
drop in the proportion of samples that give a useable profile, please. 
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There are other serious matters including homicides where testing has stopped once advice was received that there 
is insufficient DNA for further testing. Based on the results for this case (75% success rate for the ones received back 
so far), would you recommend that these cases be re-examined please. 

Could you please direct your response to Gerard and Bruce. 

CONFIDENTIALITY: The infonnation contained in this 
electronic mail message and any electronic files attached 
to it may be confidential information, and may also be the 
subject of legal professional privilege and/or public interest 
immunity. If you are not the intended recipient you are 
required to delete it Any use, disclosure or copying of 
this message and any attachments is unauthorised. If you 

Phone 
Email 

Address 

have received this el ectronic,limle·s·s·agleiliiiin.eiiirrliiolr,llipll eiiaiseiil•• 
inform the sender or contact• 1 1 
This footnote also confinns that this email message has 
been checked for the presence of computer viruses. 
********************************************************************** 

David Neville 
Inspector 
DNA Management Unit 1 Forensic Services Group 
Operations Support Command 
QUEENSLAND POLICE SERVICE 
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Procedure for Case Management 

1 PURPOSE AND SCOPE 

To describe the components of a case record and the storage of these records. 

To describe the steps involved in compiling and completing a case record. 

To ensure all analysis records and results are traceable. 

2 DEFINITIONS 

Case Record - consists of all information relating to a particular case. This includes all case 
histories, receipts, communication with clients, examination notes, analytical data, results and 
reports. 

Sampling Scientist- Scientist who has examined exhibits for a case in accordance with the 
Examination of Items (17142) and/or Examination for & of Spermatozoa (17189) 

Case Managing Scientist - ScientisUs who have been involved in the assessment of results 
and compilation of the case file in preparation for statement writing in accordance with this SOP. 

Reporting Scientist - Scientist who is responsible for writing a state ent for court regarding 
the results of a case and for presenting evidence on the results in a court of law. 

3 CASE FILE 

3.1 When is a case file required? 

• A case file is created for every case with the exception of inactive cases - that are no 
longer required (as determined by QPS FIRMU/FSLU). (A case file is created for 
volume cases at the commencement of the sampling process). 

• Each case file has a unique case number (Occurrence no., or CRISP no. or SSF no.). 
The Occurrence number is generated by Police. (CRISP no.'s were generated by QPS 
prior to occurrence numbers) 

• SSF or COR number (usually coronia! cases) is generated within AUSLAB. 

• Any subsequent items received relating to this case are linked to the original Case #. 

• Case information is recorded in AUSLAB (see 17116 Procedure for Receipt of Items 
and 16004 AUSLAB Users Manual- Forensic Biology). 

Note: If a case contains items or documentation citing more than one case number, then 
enquiries must be made to the QPS DNA Unit to establish whether the cases are linked and 
therefore can be reported together. Records of these checks must be included in the UR 
notes. 

3.2 Minimum requirements of a case file 

• Case File Particulars form (17038) 

• Case information or case history including submission and analysis request form (from 
police) 

• Copies of receipts for items received 
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Procedure for Case Management 

Required: 

1 x Case File Particulars page 
Receipt page 

-(case information)- if available 
Receipt Barcodes 

• Check on AUSLAB that a case file does not already exist for this CASE Number (Use 
the storage function 2, 7 to see if 2 entries exist - Note: do not confuse exhibits that 
may be stored with case files - case files will only be stored to compactus, filing 
cabinet or intray locations). If a file already exists a new one does not need to be 
prepared and the other file should be located and joined to the exhibit 

• Place one of the barcodes for the first receipt (if multiple receipts) that is attached to 
the file in the centre of the box in the top right hand corner of the Case File folder. This 
first receipt barcode should also be the barcode that the CS screen is under in 
AUSLAB. 

• Place another of the same barcode on the "Case File Particulars" page in the top left 
hand side of the page where it states Case File Barcode. If there are no barcodes 
attached, write the barcode which has been photocopied on the Forensic Receipt Page 
or print a new barcode from AUSLAB. Place one copy of each additional receipt 
barcodes in the additional barcodes boxes. 

• On the 'Case File Particulars' page write the Case Number (or CRISP, Occurrence or 
QPS number) where it says 'Case #' at the top of the page. This page is finished with 
now and can be placed inside the folder. 

• On the Case File folder write the Case Number (or CRISP, Occurrence or QPS 
number) at the top of the folder where it says 'Case Number' 

• Where it states 'Examining Scientist' write the name of the scientist examining the 
case. Note: for these fields initials can be used, and multiple people can be added. 

• Where it states 'Case Managing Scientist' write the name of the scientist responsible 
for the case management. Note: for these fields initials can be used, and multiple 
people can be added; this does not need to be filled out when the case file is created, it 
can be filled out at the time of case management. 

• Where it states 'Reporting Scientist' write the name of the scientist reporting the 
statement, if a statement has been issued. Note: for these fields initials can be used, 
and multiple people can be added; this does not need to be filled out at the time the 
case file is created, it can be filled out at the time the statement is issued. 

• Where it states Location, write the Client or the police Station that is handling the case. 
This is found on the Forensic Receipt page about half way down, titled "Delivery 
Officers Station". Just enter the Suburb (no need to put the words Police Station) 

• Write Complainant's name in the top line where it state "NAMES" Write the Surname in 
capitals first and then a comma followed by the given names in lower case with 
"(COMP)" following the name. If the complainant is a company, the company name can 
be written on the case file, but the complainant in these cases is 'Regina'. 

• Write the suspects in the following lines in the same format (one per line) with '(SUS)" 
following the name. 

• Turn the folder to the side and fill out on the inside along the edge as indicated the 
CASE Number, which is the Case number (or the QPS Number). 
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Procedure for Case Management 

• CASE TYPE - you will find the type of offence towards the top of page under offence 
Title (on Submission of Articles for Forensic Examination form). We use the CASE 
TYPE rather that the Crime Class Code that is generally written on the Police Form, 
'Submission of articles for Forensic Examination ' e.g. Assault (S), or U/Entry etc is all 
you need to write. This information may also be found in AUSLAB on the CS screen. 

• NAMES - Divide the line in half with a diagonal line. On the left side write the Surname 
of the Complainant, and on the other side of the diagonal line write the Surname of the 
Suspects (one on top of the other if necessary) 

• Place the Case File Particulars page, QP127 (case information) and receipt page 
inside the case file and track in AUSLAB to the case scientist or appropriate storage 
location. 

3.4 Additional elements of a Case File 

Upon completion a case file may also contain: 

• Examination notes (on approved forms obtained from QIS) 

• Diagrams or photographs 

• Calculations (statistical calculations must be included within the case file - refer to 
17168 Procedure for DNA Profile Statistics) 

• Profile Results table 

• Copies of results (electropherograms or Genotyper printouts) 

• Copy of statement or report 

• Interpretations of results 

• Records of any internal or external communication relating to the case eg. UR notes or 
emails. 

3.5 Case file contents 

Upon completion of case file, or prior to being sent for an administrative review: 

• All pages must be paginated including the reverse side of pages (ie for double sided 
copies) 

• The total no. of pages must be recorded on the front of the case file 

• Post-it notes or loose pages are not permitted (Post-it tabs may be used as tabs or 
dividers) 

• Each page must include the case number (may be in the form of a stamp or 
handwritten) 

• Each page must include the initials of the person compiling the final case 
documentation (note: page numbering and initialling may be done by a scientist, or by 
operational or administrative officers) 

• Where helpful the Case File Particulars page index should also be used 

3.6 Handwritten results and corrections within the Case File 

• Any calculations, changes or comments are to be initialled and dated by the person 
performing the action 

• Any changes to electropherograms must be initialled and dated 
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Procedure for Case Management 

• Handwritten results must be initialled and dated and should include a statement 
"Results reviewed by both readers" or equivalent. Reviewers should also co-sign these 
results to verify that these results have been checked. 

• No pencil (unless used in diagrams or pictorial representations) 

3. 7 Case file storage and movement 

• No exhibits are to be stored in the case file. (This includes external proficiency 
samples - external proficiency samples are to be discarded after follow-up and 
feedback at staff meeting) Original police property tags or reference sample envelopes 
are also NOT to be stored in the case file. Photocopies are acceptable. 

• Case file movement between analysts is to be recorded in AUSLAB storage system. If 
the case analyst responsible for a case is changed, this must be recorded in AUSLAB. 

• Chain of custody records of the evidence items should also be recorded in AUSLAB 
storage system. Each time the exhibit is removed to examine or placed back into the 
freezer or compactus it must be stored to those locations in AUSLAB. 

4 CASE MANAGEMENT OVERVIEW 

• The purpose of case management is to prepare the case file and the associated 
AUSLAB records for a statement to be written by a reporting scientist if a statement is 
required, or for final review. To achieve this the case managing scientist may be 
required to: 

o Assess DNA results to determine whether result is sufficient or whether reworking 
will improve results- see section 5 

o Assess reworked and initial results to determine which is the best profile 

o Enter final EXRIEXH results into AUSLAB - see section 6 

o Compile case file in an order agreed upon within teams and finalise AUSLAB pages 
- see section 7 

• Statements and reports are to be prepared according to 17119 (Procedure for the 
Release of Results) 

• All results should be communicated as outlined in 23968 (Result Communications 
Procedure) 

• It is a laboratory policy that each Reporting Scientist is responsible for looking at and 
interpreting all results before reporting. 

5 WORKFLOW 

• Blue, red and yellow cases are allocated to a case managing scientist and/or reporting 
scientist for case managing of the entire case. Cases may be allocated as a result of 
notification by FSLU by email or by insertion on the CSRC list. The CSRC list is 
monitored by senior scientists. 

• Green and volume cases are managed via worklists - multiple scientists may do 
various aspects of the case management of these cases. See flowcharts in Appendices 
11 & 12. 
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Procedure for Case Management 

6 ASSESSMENT OF RESULTS 

• When results are available an assessment of the extent of the reworks required or 
whether sufficient information is already available can be made. Not all results have to 
be available to begin assessing whether reworks are required. All results are required 
to perform final case management. 

• Upon receipt of a case file, case manager should check that all presumptive 
EXR/EXHs have been validated and case file is complete and correct (as required for 
presumptive EXR/EXH validation) 

6.1 Checking AUSLAB for results 

• To check to see whether results are available for a particular sample, go to the 9plex 
page and press Shift-F7 to get to results history screen. If a DNA profile is present in 
the 9plex column, the initial 9plex has been completed. If there are test codes present 
in subsequent columns, the sample may have been sent for reworks by the analytical 
section or case manager and processing is not yet complete. 

• Operational staff may be requested to print out EPGs for case files. 

• It may be helpful at this stage to print out a cumulative table to obtain a summary of the 
samples and genotyper batch codes for results - see section 6.2 for how to prepare 
cumulative tables 

6.2 Assessing results for Reworks 

• If a sample has failed to yield a full profile, an assessment should be made as to 
whether reworking is likely to improve the result and whether it is necessary to improve 
the result from any particular sample or if a result from the sample is not needed due to 
other profiles within the case. 

• If it is decided a sample does not need to be reworked or if it has been reworked to the 
fullest extent, it becomes the final reported profile. 

• Volume crime cases: It is laboratory policy to only rework samples from volume crime 
samples until 12 alleles or greater are obtained, and to only rework by re-amplification 
or regenescan (no nucleospins or microcons to be ordered on volume crime samples). 
However, if the crime scene profile has enough information to match to an evidence 
sample within the case, that sample may be reworked by any means to obtain the best 
possible profile. 

• Allelic Imbalance. If allelic imbalance occurs in a profile, the alleles can be reported if 
the case scientist is confident that both alleles at the locus are real (the case scientist 
can also use the presence of under threshold alleles during the assessment). The 
case scientist should examine the profile carefully for evidence of a mixture; if there is 
no evidence of a mixture both alleles can be reported. This should be verified by 
another scientist prior to acceptance. The case managing scientist who wants to accept 
the alleles as true should record this on the EPG and the reviewing scientist should 
countersign to approve. 

• If it is determined that a better profile would be beneficial to the case, the following 
should be considered when determining the best reworking strategy: 

a. The type of sample (eg blood or cells): It is expected that a blood stain should 
provide a good profile where as it might not be expected that a cell swab would 
provide the same amount of information. 
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b. The quant value: Quant values should be considered in conjunction with the 
sample type and examination notes. 

i. Zero Quant (Ong/uL) displays in AUSLAB as "undetermined" - The type of 
sample will determine the rework. May be reworked anyway if it is the only 
sample or critical sample for a case. 

ii High Quant Value (eg. 2.0 ng/uL)- A partial or NSD profile from a sample with a 
high quant value may indicate inhibition. A Nucleospin clean-up may be 
required. 

iii Low Quant Value (eg. 0.008ng/uL) - Low Quant values may be expected to 
obtain a partial profile. Microcons of samples below these levels are worthwhile. 
A low quant value for a blood sample may indicate inhibition - in that case a 
nucleospin is required before attempting to microcon the sample. However, it 
should be noted that while quant values can be used as an indicator for the 
presence of inhibitory compounds in an extracted sample, lack of inhibition in a 
quant amplification does not necessarily mean there will be no inhibition in an 
STR amplification. This is because the different primers, target DNA and 
amplification conditions are used in each reaction and this could result in 
inhibition to one reaction and not the other. Also 2uL of extracted sample is 
added to a quant amplification, whereas in an STR amplification the sample 
may be diluted before being added (which would decrease the concentration of 
any inhibitory substances in the amplification reaction), or up to 20uL added to 
the reaction (which would increase the concentration of inhibitory substances in 
the amplification reaction). 

For samples worked through AUSLAB-LIMS there will be additional quant 
information available in the 9PLEX page for the sample: 

i. PSVOL: this is the calculated volume (in uL) of DNA extract to be added to the 
STR amplification to achieve a total DNA amount of 1.2ng of DNA template 
(based on quant value). 

ii. CTB: this is the CT (cycle threshold) of the DNA extract. The CT is the 
theoretical PCR cycle where fluorescence of a quant reaction increases over a 
pre-set value (ie. threshold). This theoretical value is calculated by the software 
that interprets the output of the reaction. The CT is compared against the 
standard curve of fluorescence of known-concentration samples in order to 
calculate the quant value. A sample that provides a lower CT value (eg. 25.34) 
contains more initial template DNA than a sample that gives a higher CT value 
(eg. 27.22). Each cycle in a PCR amplification corresponds to a two-fold 
increase in product, therefore a difference in 1 equates to a two-fold difference 
in initial template amount. The CTB is expected to be between 15-40. 

iii. IPCCT: this is the CT (cycle threshold) of the Internal Positive Control. The 
IPCCT is expected to be between 20-30 for samples containing no inhibition. If the 
IPCCT is >40, it is reported as 'undetermined'. 

If >20 IPCCT <30, >15 CTB < 40 =OK (pass) 

If IPCCT >30, CTB >40 

If >20 IPCCT <30, CTB >40 

= FAIL (FULL INHIB, goes to 
Nucleospin). 

= OK (little DNA) 
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=OK (PARTIAL INHIB, Consider 
Nucleospin if poor results 
obtained) 

c. Volume sample was initially amped at. If a sample has not been amped at max 
(20ul) and has not provided a full profile, a re-amp of a specific volume or at max 
(20ul) may be requested. Are-amp at max may also be requested when a sample 
has already been amped at max if some peaks are just below reportable threshold. 
Normal variation of peak heights between runs may obtain a result with more 
reportable information. (This may be used if there is very little sample remaining). 
Amping at multiple volumes may be required if the result is urgent. To determine the 
volume of sample required in the amp see below. If a sample has been amped at 
max, and no inhibition is evident, it might be appropriate to consider microconing. 

d. The number of alleles obtained in a DNA profile: 12 alleles plus amelogenin are 
required for reporting a match on NCIDD. Samples below this stringency, but above 
6 alleles may be loaded to NCI DO and searched against the database, however 
these samples are not routinely searched and reported. (Refer to 22619 Uploading 
Profiles to NCIDD, Creating and Reviewing Links) 

e. Examination Notes: If a sample is described as dirty or sooty or if the sample 
was on a heavily dyed item, eg. dark denim, then a nucleospin may be required to 
remove any inhibitors. Samples known to contain sperm have also been observed to 
return an NSD profile after initial extraction with no indication of inhibition. It has 
been noted that nucleospin clean ups often results in improved or full profiles for 
these samples. 

f. -Offence Detail (if available): If the sam~portant to the case then 
reworks may be required. The information from the- Item packaging or from 
Case Conferences may assist in determining the evidential value of a particular 
item. If the sample does not provide any further information then there may not be 
any benefit to reworking. 

g. Results already obtained. If multiple samples have been submitted for an item 
and 1 or more full (or sufficient) profiles have already been obtained there may be 
no need to continue reworking other samples from that same item. A partial 
matching profile is often sufficient if other better profiles already exist for the same 
item. This has to be considered carefully and in the context of the case. If it is 
suspected hat there is a possibility that there may be another profile present or 
other contributor then reworks should be carefully considered. 

6.3 Explanations of Common Reworking Methods 

5.3.1 Microcon - A microcon is used to reduce the volume of a sample to increase the DNA 
concentration (and therefore the amount of DNA put into an amplification reaction). This is 
achieved by centrifuging sample through a size exclusion membrane that allows smaller 
molecules, such as salt and water, but not DNA, through. 

Samples may be requested to be microconed to half, full or 30 ul. Microconing to half 
reduces the volume of the sample by approximately half; microconing to full reduces the 
sample volume as much as possible, usually to -10-15ul; microconing to 30 ul reduces 
the volume to -30ul. 

If 24ul or greater is present in the sample after microconing, a quant will be performed on 
the sample. If less than 24ul is present, the sample will not be quanted and the entire 
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remaining volume of sample (or 20ul, if >20ul is present) will be used in the amplification 
reaction. 

The final volume obtained from a microcon may be obtained in AUSLAB on the results 
history screen in the column with the microcon test code. However, if the final volume is 
not displayed, the case scientist can go to 1:\Results\MRes and find the .txt file for the 
microcon batch ID the sample was run on. 

Due to some variation in volumes after reworking it may sometimes be possible to rework 
a sample that has already been microcon concentrated. Generally a volume less than 
20ul is remaining. However if the volume left is approximately SOuL or greater a further 
microcon may be requested. 

For further information see 19544 Concentration of DNA Extract using Microcon Centrifugal 
Filter Devices. 

Microconing might be a good reworking strategy if a sample has a low quant value, and has no 
indication of inhibition. (If there are indications of inhibition, should nucleospin the sample first 
and then microcon) 

5.3.2 Nucleospin - A nucleospin clean-up is used to bind the DNA to a silica membrane 
which is then washed in an attempt to wash inhibitors away and purify a sample. As the 
final volume for a sample that has been cleaned up via nucleospin is approx. 1 OOuL (less 
after quant and amp are performed) there is sufficient to Microcon the sample. It is also 
possible to re Nucleospin a sample if this is required. 

For further information see 20967 Nucleospin Extraction of DNA 

Nucleospining might be a good reworking strategy if a sample shows signs of inhibition or if 
examination notes suggest sample is from a dirty sample or from sperm. 

5.3.3 Use a different Amp volume- Insufficient DNA in an amplification reaction could result 
in a partial profile. The use of too much DNA could also result in a partial profile or NSD 
as excess DNA in an amplification reaction can cause preferential amplification of the 
smaller molecular weight loci, or inhibit the reaction altogether. Case managers can 
request samples be re-amplified at different volumes if either of these is suspected. The 
maximum volume of sample that can be added to an amplification reaction is 20 uL. 

Initial amp volumes for all samples is calculated in relation to the quant value with the goal 
of adding 1.2ng of DNA into the amplification reaction. 

Amount of DNA(ng) = Volume of Sample Required for the Amp(IJL) 
Sample conc.(ng/IJL) 

Example: 1.2.ng = 121JL 
0.1 ng/IJL 

(NOTE: Prior to CW1484 the amp volume was calculated using 2ng/ul) 

Note on dilutions: samples can be requested to be diluted up to 1 in 20 as part of an 
amplification reaction -see section 5.4. 1 below. Higher dilutions require an extra barcode 
to be requested so that a manual dilution is made -see section 5. 3. 6 below. 

The aim of dilutions using SV2 and TV2 is to obtain a concentration of DNA of 1.2ng/ul, 
so that 1 ul from this solution can be used in the amplification reaction (thus adding 1.2ng 
of DNA). Use equation below to determine values of SV2 if a dilution is required. TV2 is 
always 20- SV2 (so that SV2 and TV2 add up to 20). 
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C1 is the concentration of the DNA extract as determine by the Quant reaction - obtained 
from the results history page 

V1 is the volume of the extract to be added to the dilution (this is the value that is to be 
calculated- SV2) 

C2 is the desired concentration of the dilution- usually 1.2 ng/ul as mentioned above, but 
the case manager may decide they would like to create a dilution with a different 

concentration depending on the results of the initial amplification. 

V2 is the final (total) volume of the dilution- this is a/ways 20 ul 

Therefore the equation may be re-written as: 

V1 = CN2/C1 

OR 

SV2 = (1.2 x 20) I Quant 

Re-amping might be a good strategy if sample has loci with AI, is partial and has not been 
amped at max or if it is suspected there is XS DNA causing inhibition. 

5.3.4 Genescaning - Re-Genescans involves re-running a specific amplification reaction 
product through the 3130 capillary electrophoresis instrument. 

Regenescanning might be a good strategy if there are spikes, blobs or bad baseline interfering 
with the interpretation of the profile, or if sample has been consumed and there are peaks just 
below threshold that might become reportable is amp product if regenescanned. 

5.3.5 Pooling of samples - Case manager can request multiple samples submitted from an 
exhibit be pooled. This is usually done in combination with microconing to concentrate the 
DNA. Take note of the maximum volumes that can be added to microcon and nucleospin 
columns if planning to use this method. See Appendices 7 and 8 in this document for the 
instructions for pooling pre-LIMS samples and 17142 Examination of Items for pooling 
post-LIMS samples. 

Pooling of samples might be a good strategy if multiple samples have been submitted from the 
same area and have yielded partial or NSD profiles. 

5.3.6 Dilutions - Samples can be diluted up to 1 in 20 through a re-amplification request. 
However, if the sample is still showing signs of excess at this dilution, it may be necessary 
to dilute the sample further. Scientists in the analytical section will order dilutions on 
samples that are identified at quant stage to require additional dilution. However, it may 
only become clear after a profile is obtained that a sample will need to be diluted. In this 
case the case manager can request a sample be diluted and then re-quanted and 
amplified. 

Dilutions of samples may be needed if a sample is showing signs of XS or PA even when 
diluted 1 in 20 before an amplification. 

5.3.7 Resampling- If an item sampled obtained a NSD profile after all rework options have 
been exhausted resampling of the item should be considered. If this is not possible other 
items were not initially examined should be considered. 

5.3.8 Spin-baskets - A spin-basket contains the original sample that was submitted to the 
analytical section and extracted. If the case managing scientist determines that this 
sample may still contain information that cannot be obtained by any other means, they 
may request that the sample be re-extracted. (see Appendix 1 0) 
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5.3.9 Other Combination Reworks - If sufficient volumes remain other combinations of 
reworks may be possible. However this is a rare occurrence. An example may be a piece 
of denim submitted as NUCC (nucleospin cells) and a low quant value is obtained with a 
partial profile. Microcon concentration may be required to obtain further information. 

6.4 Requesting Reworks 

6.4.1 Reworks on Post-LIMS samples 

• All reworks for current LIMS samples are carried out through the <SF?> Results 
History screen of the sample. 

• See sections 5.2 and 5.3 for an explanation of assessing when a rework is required 
and the different types of reworks available. 

• The rework process is driven by specific tests codes for each rework available for a 
sample. Refer to 24486 Explanations of Additional Test Codes for an explanation of the 
reworks available in LIMS and the test codes to be used. 

To request a rework: 

- Enter onto the 9PLEX page of the sample 
- Press <SF?> to enter into the results history screen 
- Press <SF8> for 'rework sample' 
- Enter in the reason for the rework, eg. partial profile 
- Enter in the rework test code, eg. AMP1 CW or press <F1 >for the look up table 
- Prompt appears 'Are you sure y/n ?' - press 'Y' 
- Results History screen now displays a new column with the rework test code 
- The rework for the sample will now be processed through the Analytical Section. 

• If the rework is for a re-amp, the case manager needs to specify the volume 
Highlight a volume field (SV1 etc.) and press <F2> 
Prompt appears 'Are you sure y/n' - press 'Y' 
Enter volume required and press enter 
This step needs to be repeated for all volumes 
SV1 and TV1 are used for a normal amp, eg. if the sample is to be 

amp'd at 3ul, then SV1 = 3, and TV1 = 17 (ie. 17ul of buffer). SVI and TV1 
must add up to 20uL. 

SV2 and TV2 are used when a dilution is required for an amp (ie. if 
an amp volume less than 1 ul is necessary, eg 1/10 ul). For a normal amp 
these fields need to be entered as '0'. To enter the volumes required for a 
dilution see 24012 Miscellaneous Analytical section Tasks. 

• If the rework is for a Regenescan, the case manager needs to specify which 
amplification batch and sample position they would like regenescanned. This 
information is obtained from the Audit Trail (if the sample has been previously amplified 
multiple times, be careful to choose the correct batch). The Amplifcation Batch ID and 
position number of the sample for regenescan should be entered into Specimen Notes 
for the sample after the Regenescan code has been requested on the Results History 
screen. The information entered needs to be checked by a second case managing 
scientist and a second specimen note entered indicating the information is correct. 

• When requesting a microcon rework, you must enter in processing comments, eg. 
half microcon, etc. The processing comments for microcon and nucleospin reworks 
display as a prompt when you enter in the rework code on the SF? Results History 
page. 
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• The processing comments field for microcon and nucleospin reworks are also available 
on the second 9PLEX page of the sample after you have requested the rework (ie. 
press page down from the first 9PLEX page). 

• To request a microcon straight after a nucleospin, request a nucleospin test code 
only and then enter in the nucleospin processing comments the details, eg. microcon 
after nucleospin. 

Extra barcodes required for processing of a sample 

• The rework process is driven by specific tests codes for each rework available for a 
sample. There is a limit to the number of test codes available for reworks. eg. For case 
work samples, there are 3 x re-amp test codes; 2 x nucleospin test codes; 2 x microcon 
test codes and 1 x regenescan test code. 

• If a sample requires extra reworks but the available test codes have been used, an 
extra barcode needs to be created for the sample. See Appendix 6 for flowchart on 
how to register an extra barcode for a sample for additional reworks. 

• Another process that requires the use of an extra barcode is when several samples are 
pooled together. See 17142 Examination of Items for how to request pooling. Note: for 
pooling after initial amplification, 9PLEX codes should tiave already been ordered on 
samples to be pooled, therefore it is not necessary to enter 'pool samples' into 9PLEX 
processing comments. 

• Samples that require dilution will also r<equi~e an additional barcode to be requested for 
dilution. See Appendix 9 for the instruction for requesting a dilution of a sample. 

• Refer to section 6. 6 for compiling and finalising results for samples with an extra 
barcode for reworks, diluted DNA and the pooling of samples. 

Refer to 24486 Explanations of Additional Test Codes for the rework test codes used in 
AUSLAB-LIMS. 

6.4.2 Reworks on Pre-LIMS samples 

• If a sample has been completed in DNAMaster/DAD by Analytical (ie. If a final profile 
has been entered into DNAMaster/DAD for that sample; now stored on DAD) then any 
subsequent reworks required on that sample must be carried out through AUSLAB­
LIMS. 

• The first rework of a Pre-LIMS sample in AUSLAB-LIMS will be different from the 
normal rework process in AUSLAB-LIMS. However, any subsequent reworks after the 
initial rework will be carried out in the normal process (See section 5.4.1 above). 

• For the initial rework through AUSLAB-LIMS, from the registration screen (shift-F1 0), 
sample type should be changed to 'TRANSFER'; sample description should be 
changed to contain the DNA# at the beginning; a 9plex test code should be ordered, 
using the processing comments to identify the type of rework required; and the DNA# 
should be entered into the connected barcode field once the registration has been 
saved. Note: Transfer must be entered before adding the 9PLEX test code 

• See Appendix 7 for how to request the pooling of samples with results in DAD in 
AUSLAB-LIMS and section 6. 6 and 6. 7 for how to finalise and report the results. 

• If a sample to be reworked in AUSLAB-LIMS has never been registered in AUSLAB 
before (eg. an old F# sample) see Appendix 5 for how to request a rework. 
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6.5 Cofiler 

• The case manager can request a sample be amplified with the Cofiler kit which 
amplifies an additional 4 loci. 

• This should be requested from the Registration screen <Shift-F10> from the 9PLEX 
screen, with the test code 'COFIL'. 

• The cofiler screen, once ordered will have its own results history screen which can be 
accessed using <Shift-F7> from the cofiler screen. 

• After a COFI L test code has been requested, the case scientist should go to the results 
history screen for cofiler, and manually add the amplification volumes (SV1, SV2, TV1 
and TV2). It is best to request a cofiler amplification after a sample has successfully 
provided a 9PLEX profile, then the same volumes that provided a 9PLEX profile can be 
used in the COFILER amplification. 

• Cofiler profiles need to be saved as preferred on the Results History page using the 
same procedures used for 9plex results history pages (see section 6.1 below); Cofiler 
tables need to be exported separately, using the same procedure as used to export 
results tables for 9plex results, detailed in section 6.2. 

6.6 Sub-sampling by Analytical 

• Between 29 October 2007 when the first DNA IQ casework batch was created, and 19 
March 2008 when routine Off Deck Lysis procedures began, the extraction process 
required that some samples be sub-sampled in analytical prior to extraction. 

• Samples extracted between these dates may contain a Specimen Note indicating the 
sample was too large and was sub-sampled by analytical scientists. 

• For these samples, the case manager can request that the remainder of the sample be 
processed, if satisfactory results were not obtained from the extraction of the portion 
sub-sampled by analytical scientists. 

• This is performed by copying the registration of the original sample and registering a 
new barcode with the sample type "TRANS". The original sample barcode should form 
part of the Sample Info field and "re-extract" should be entered into the 9PLEX 
processing comments. (see flowchart in Appendix 10) 

6. 7 Cease Work 

• For any sample that requires work to be ceased on it a CWORK test code should be 
request from the SF? results history screen (like any other re-work test code). Also the 
priority of the sample should be changed to 5 on the registration screen (shift-F1 0) 

• This will allocate the sample to the cease work batch allocation list, then we will create 
batches of samples and actually cease the work on them. If samples have already 
been amplified they will be continued through to final results, but if the sample is at a 
stage prior to being amplified, it will be stopped. 

• If work is to be re-started on a sample then leave the CWORK test code and order a re­
work test code as appropriate. If the sample had not been extracted, then order a 
second barcode the same way that re-extracts are ordered. 

7 FINALISING RESULTS 

Once a result has been chosen as the final result for a sample, the result should be saved in 
AUSLAB as the best profile, and a final result line should be entered in the relevant EXR/EXH 
page for transfer across the forensic interface. 
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7.1 Saving preferred profile in AUSLAB 

• The results of a sample are displayed in the Results History screen - accessed from 
the 9PLEX page of a sample. The Results History screen is specific for each type of 
test panel (eg. 9PLEX, COFIL). 

• This screen lists all of the results that have been obtained through routine work and 
rework. One column is used per rework test code. 

• The column contains the test code of the rework, the quant result, the profile result and 
the genotyper I D. 

To finalise a sample with a preferred profile 

- From the 9PLEX page press <SF?>, this takes you into the results history screen 
- To select the preferred profile, move the cursor (by using the arrow keys) onto the 

column of the preferred profile, and press <F7> - an asterisk will be displayed on the 
top of this column 

- Press <SF6> to save the preferred profile. This copies the preferred profile onto the 
9PLEX page. 

- To change the preferred profile, simply enter back into the results history page and 
repeat the above steps, for the new preferred profile. (Note: the asterisk sometimes by 
default display on the first column in the Results History screen). 

Diagram 1: Results History screen 

• NOTE: Changes are able to be made to the saved preferred profile, eg. if the scientist 
thinks that a peak is excess stutter instead of a true peak. However, any changes 
should be made on the Results History screen and the preferred profile re-saved and 
need to be made before the 9PLEX page is reviewed. Additionally, the scientist making 
the changes needs to insert an audit entry stating why they made the change. To insert 
an audit entry, enter onto the 9PLEX page, press <SF8> for the audit trail, and then 
press <F5> to insert an audit entry. These changes also need to be reflected on the 
EPG print out for the sample. (The original genotyper file is not to be altered) 
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• To complete a 9PLEX page in AUSLAB-LIMS. The 'DNA Profile Result' field and the 
'Completed Date' field automatically populate when a profile is saved as the preferred 
profile to the 9PLEX page. If the 9PLEX page needs the profile section to stay blank 
(eg. Diluted DNA) then these fields need to be manually entered with 'Completed' and 
the date. 

7.2 Printing cumulative tables 

• Cumulative, or results, tables may be prepared in the initial stages of case 
management to assist with printing EPGs - cumulative results table list all samples 
from a case in one excel table, including which Genotyper plates they have been run 
on. 

• Cumulative tables must also be prepared at the conclusion of case management to 
represent final results. 

• Cumulative tables are excel files. The table formatting can be changed to suit the 
preferences of a particular team or reporting scientist. Results should not be edited 
in the cumulative table- all changes to results should be made through AUSLAB with 
appropriate audit entry or through the DADI by a Corrections User 

7.2.1 Post-LIMS (AUSLAB) Cumulative Tables 

The Cumulative Results table displays selected results for all samples registered under a 
particular UR number. If you are on the 9PLEX page for a case the Cumulative Results table 
will display all profile information for each sample. 

To create a Cumulative table for results: 

- Enter onto a 9PLEX page of a sample for a particular case 
- Press <F9> from the 9PLEX page, this will display the Cumulative Results for the case 
- Press <Control F11 > 
- Prompt appears "OK to save table to disk ? (y/n)" - press 'Y' 
- Prompt appears "Enter filename: " 
- Ty~ file name and destination that you want the file to save to, eg. 

H:---.txt Note: it is essential to include the '.txt' extension at the end of the file 
name. 

- Open the macro 'QIS 19952R1 Cumulative Results v0.2.xls' located in 1:\Macros. 
- Press the button 'Import New Results' and enter your initials 
- Navigate to find the saved Cumulative Results file and double-click on it. 
- The macro will then import the Cumulative Results into a table format 
- The output file that was saved to the H drive can then be deleted. 

NOTE: The Cumulative Results function will only display samples for one particular UR 
number. All evidence samples, even if associated to the case, and including COR samples and 
other CASE associated cases, will not pull into the one Cumulative Results table. A Cumulative 
Results table has to be exported for each different UR number. To combine the different UR 
numbers in a table see below. 

NOTE: The Cumulative Results table will only display profiles for samples where the preferred 
profile has been saved to the front 9PLEX page. Although a sample may have profile results 
available in the <SF?> Results History page, the profile won't be pulled into the Cumulative 
Results table until a preferred profile is saved. (see section 8.1 for saving preferred profiles) 
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Diagram 2: Cumulative Results table in AUSLAB 

To combine different UR numbers in a table: 

- Export separate Cumulative Results tables for each different UR number that needs to 
be displayed together in a final table by the previously mentioned method. 

- Import the first file into the macro 'QIS 19952R1 Cumulative Results v0.2.xls' 
- Then press the 'Append Data' button and enter your initials 
- Navigate to find the next saved Cumulative Results file and double-click on it. 
- Continue to append each file 
Note: The name associated with evidence samples will not by default be displayed in the 
table. They can be manually added to the Sample Info field on the registration screen by 
the case managing scientist, or changed on the excel spreadsheet. 

7.2.2 Pre-LIMS (DNAmaster/DAD) Results Tables 

• Pre- LIMS, all results were loaded into an excel spreadsheet known as DNAmaster. In 
2008 these results were transferred to the DNA Analysis Database (DAD). 

• Results can be retrieved from DAD using the Interface (DADI). Refer to Use of DNA 
Analysis Database Interface (25583) 

7.3 Requesting a profile be uploaded to NCIDD 

• Case managers are responsible for choosing a representative profile for each unique 
profile seen within a case for upload to NCI DO. 

• Profiles must have at least 12 alleles for NCIDD matching. 

• Profiles that match known deceased person and profiles that match complainants in 
sexual assault cases are not to be uploaded to NCIDD. See 22619 Uploading Profiles 
to NCIDD, Creating and Reviewing Links for QHFSS policy on which case work 
samples can be uploaded to NCI DO 

• Once a case manager has chosen samples that should be uploaded, they need to print 
out an upload form and attach to it a copy of the profile to be uploaded. 
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• If the profile matches to a reference profile within the case, the case manager should fill 
out the warm link section of the form. 

• If the profile to be uploaded is part of a mixture, the case manager must circle on the 
upload form which part of the mixed profile is to be uploaded (eg. major profile) and a 
validated mixture page should also be attached to the form. 

Note: Profiles of less than 12 alleles may be loaded to NCIDD in special circumstances. 
Please consult with the Senior Scientist in Volume Crime before requesting profiles of less 
than 12 alleles be uploaded as any matches will be reported through an intelligence report 
(and not through EXR/EXH or statement). 

7.3.1 Printing an NCIDD upload form from AUSLAB 

• The form to upload a sample to NCI DO is a print report on the 9PLEX page. Therefore, 
to obtain the upload form for a sample, press <SF11 > on the 9PLEX page, then <F7> 
and direct to a printer. 

7.3.2 Printing an NCIDD upload form from DADI 

• To obtain an upload form for a sample with results on DNAmaster/DADI, open DADI 
and search for the sample and click on the Print Upload Form button. Refer to Use of 
DNA Analysis Database Interface (25583) 

• Note: a barcode will need to be printed from AUSLAB and attached to the form in the 
appropriate location for these samples. 

7.4 Requesting a mixture page in AUSLAB 

• If a mixture is present in a profile, and it is possible to separate the mixture out into 
major/minor contributors or if the mixture can be conditioned against a known profile, a 
mixture page should be used. 

• Any interpretations of mixed profiles are performed using the appropriate request code 
in AUSLAB which provides a mixture interpretation page for that sample. 

• Mixtures should only be interpreted by competent persons. See 17168 Procedure for 
DNA Profile Statistics 

To request a mixture interpretation page: 

- Enter onto the 9PLEX page of the sample 
- Press <SF1 0> to enter into the sample registration screen 
- Enter in the test code required, ie. MIXT for major/minor, MIXC for conditioning 
- Save registration <F7>,<F4>,<F4> to return to the main 9PLEX page and page down 

until the mixture page appears 
- Profile details and mixture determinations can now be entered manually (by first 

pressing <F2>, or <SF2> for bulk edit). 
- The completed date must also be filled out manually by the case manager at the time 

of the interpretation of the mixture. 

To print the mixture interpretation page press <SF11 > on the mixture interpretation page, 
then <F7> and direct to a printer. This page should be included in the casefile, and has to be 
attached to the upload form if the sample is to be loaded to NCI DO. 
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7.5 Final EXRIEXHs 

Final EXR/EXHs should be entered in accordance with 17119 Procedure of Release of 
Results and in consultation with 23008 Explanations of EXR Results 

Example (of how a final EXR will be entered- EXH pages appear slightly different): 

~ is the barcode of the sample; 

"9 loci DNA profile" is the result 

"-' is the barcode of the reference sample that the profile from the sample matches. 
(Note: to be included in this field the reference sample must be an evidence sample that has 
been taken by QPS in relation to this specific case). 

"-is the name associated with the reference sample of barcode -

Note: If a profile obtained from a casework sample does not match any reference profiles within a 
case (or if the case has no reference profiles), 'UK M1' (for a male profile); or 'UK F1' (for a 
female profile); or 'UK1' (if gender is undetermined) is entered into the Linked No. field 
(nothing is entered into the Warm Link Name field. 

7.6 Finalising Results for Extra Barcodes 

Where an extra barcode has been used for the purposes of pooling or for additional reworking 
when the number of rework codes has been exhausted, there are some additional steps that need 
to be taken in AUSLAB to make sure there is a clear link between the two barcodes and to explain 
why the final result for a sample may be reported under a different barcode to the barcode a 
presumptive result was reported under. 

7.6.1 Finalising 9plex pages with extra barcodes 

• Every 9P.Iex page should have a profile saved as preferred (unless sample was 
transferred to a new barcode before it produced a 9plex result, eg. samples pooled 
after extraction, samples diluted by analytical after quant). 

• Connected barcode field should contain all barcodes that have been used in the 
processing of the sample and/or all barcodes a sample has been pooled with. 

• Accepted barcode field should contain barcode under which final preferred result was 
obtained, even if it is the same barcode as on the 9PLEX page. 

7.6.2 Finalising EXRIEXH pages for samples with extra barcodes 

• If the final preferred result is under the same barcode as the original barcode used to 
report the presumptive results, the final result can be reported via EXRIEXH under the 
same barcode. (It is not necessary to inform QPS via EXR/EXHs that the sample has 
undergone additional processing under a different barcode, if that processing did not 
yield an improved result) 

• If the final preferred result is different to the original barcode used to report presumptive 
results (but refers to the same sample), the EXR/EXH line: 'Sample processed and 
final results under' should be used in the manner described below. The final result is 
then reported under the barcode that it was processed under. 

Example 1: 
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A TMB positive swab with barcode- was sampled and submitted to analytical. The 
sample was diluted in analytical due to an excessive quant value. This diluted sample a~ 
barcode and continued through the amplification process. The profile for­
was assessed to be male, full and unique within the case (with no reference profiles). 

Example 2: 

Wet and dry swabs of the handle of a knife were taken and submitted separately to th
1
e.a

1
n
1
a

1111

1ylti
1
ca
1
1 

section. Exhibit barcode (knife)- Wet swab-- Dry swab-
The presumptive EXR/EXH was entered under barcode for the wet swab (no EXR/EXH was 
entered for the dry swab, as it is a redundant result for the knife). Both the wet and dry swab 
yielded partial profiles with onl;i NR peaks, and it was decided to pool the samples. Samples were 
pooled under barcode I I I I I I 4 I I an~further. A partial profile (13 alleles) matching that 
of the suspect (John Smith), barcode:-

7.7 Finalising Results in AUSLAB for Pre-LIMS samples 

This is for samples that were initially processed under the DNAmaster system, but have since 
undergone additional processing under LIMS. 

• Samples processed pre-LIMS were assigned an additional identifier by the analytical 
section - a DNA#. This number was used to identify samples during processing in 
analytical. 

• Samples extracted through DNAMaster and further worked in AUSLAB-LIMS will have 
results stored in both DNAMaster/DAD (sample ID- DNA#) and AUSLAB (sample ID­
barcode). 

• When this has occurred this should be highlighted by filling out the Connected Barcode 
field on the 9PLEX page for with sample with the DNA#. 

• Note: Any samples processed pre-LIMS will have a 9PLEXX page for all 
DNAmaster/pre-LIMS processing. The 9PLEXX page does not have a display section 
for the profile of the sample. 

• If the final preferred profile is in DNAmaster/DAD, the Accepted Barcode field should 
be filled out with the DNA # 

• If the final preferred profile is in AUSLAB, the Accepted Barcode field should be filled 
out with the sample barcode. 

• EXRIEXH page will be filled out with the appropriate AUSLAB barcode (following 
the system as detailed in the above sections), regardless of which system the 
sample was being processed under when it produced the best profile. 
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8 CASE FILE COMPILATION 

• Prior to submitting a case file for final review/statement the following is required: 

a. CASE FILE 

i. Ensure that all items/exhibits have been prioritised appropriately. 

ii. Ensure that appropriate reworks of samples have been performed. Refer to section 9. 

iii. Establish (if required) whether further testing needs to be performed 

iv. Ensure that all samples are finalised and a preferred profile saved on the 9PLEX page. 

v. All Genotyper printouts must be included in the case file. Each should have a brief 
description of the sample (ie cig butt- ils d/s door). The best profile for each sample 
is selected and stamped with 'Reported Profile'. Note on any profiles containing AI 
whether the alleles can be confirmed. If the alleles cannot be confirmed the case 
scientist must make an assessment of the profile to determine if it is a true allele. If 
it is considered a true allele then both alleles should be reported. If it is not 
considered as a true allele then the smaller peak should be reported as an NR. This 
should be written on the printout of the Genotyper and initialled and dated. The final 
profile entered in DAD or in AUSLAB should also reflect this. Notes to confirm 
alleles at loci with AI and decisions to accept unconfirmed alleles should be signed 
by the person making the note and by the reviewer. 

vi. Ensure that the 'Reported Profile' is correctly uploaded to DAD or is the saved 
preferred profile in AUSLAB. 

vii. Ensure that the FTAR receipt is printed out for each evidence sample. To print the 
FTAR receipt page: enter onto the FTAR page, then press <SF11>, then <F7> and 
direct to a printer. All evidence samples can be viewed on the Shift F9 page in 
AUSLAB. Ensure that all evidence samples associated with the case are present in 
the final table. 

viii. Ensure that appropriate profiles have been selected and uploaded to NCIDD. To 
determine which samples can be loaded to NCIDD refer to 22619. The NCIDD 
category for person samples is located on the FTAR page in AUSLAB (Eg. Profiles 
that match to the complainant or are limited purpose can not be loaded to NCIDD.) 
Samples are usually chosen for their evidentiary value. For each case choose only 1 
example of each profile to load to the database. Eg For a B&E if the same profile 
was obtained from a shoe and a fridge both inside a house the fridge profile would 
be chosen as it is harder to explain why the profile is obtained from an object that is 
either permanent or not easily moved. Attach a barcoded copy of the profile to the 
upload form (AUSLAB form or 17050 Database uploading and searching). Ensure 
that the relevant EXR/EXH has been validated before submitting the Upload form to 
Results Management. 

ix. Enter appropriate EXR/EXHs (Refer to 17119 Procedure for Release of Results). 

x. If required (ie if statement) ensure that profiles requiring a genotype frequency (partial, 
full & major/minor) have had BRB stats appropriately performed and that the 
interpretation of units of measurement (e.g. billions) is correct 

xi. Ensure that any mixed profiles have been correctly interpreted using the Major/Minor 
Contributor & Conditioning worksheets or the mixture interpretation pages in 
AUSLAB. A photocopy of the worksheet or a print-out of the page from AUSLAB has 
to be attached to the 17050 form or AUSLAB print out if the sample is being added 
to NCIDD. 
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xii. If required ensure that any complex mixtures are interpreted correctly with appropriate 
'Popstats' hypotheses and/or calculations. 

b. CASE FILE COMPILATION 
i.The following is a guideline for the physical compilation of a case file. 

ii. Page Numbering 

• The Case File Particulars page is always Page 1 (except upon reactivation, the 
additional Case File Particulars page will be numbered page 1 and the original 
Case File Particulars page will be kept and renumbered the next consecutive 
number in the case file). 

• Then Case Files are numbered from the back of the case file to the front. 

iii. The items listed are in order from the back of the case file. This is a guide for Volume 
Crime cases. 

• Receipt details and QP127's 

• Photocopies of Packaging 

• Examination Notes 

• EPG (Genotyper Printouts) of all runs of crime scene sample. The best profile for 
each sample is stamped with a "Reported Profile" stamp. The description of the 
item to which each EPG relates should be written at the top of each printout. 
They should be in the same order as the Final Results Table with the "Reported 
Profile" at the top of each group of profiles for each sample. 

• Any BRBStats or POPSTATS printout, Contributors to a Mixture records or 
Conditioning Records should be included alongside the relevant EPG. 

• EPG (Genotyper Printouts) of every evidence sample. The best profile of each 
sample is stamped with a "Reported Profile" stamp. The name of the person 
must be written at the top of each printout. 

• An FTAR page (from AUSLAB) should be produced for each evidence sample 
and be placed in the file alongside the EPG. 

• Final Results Table. Any handwritten results or entries in tables must be signed 
and dated. 

• Statement 

• Any communications (UR Notes) regarding the case 

• Case File Particulars Page (at the very front). 

• If a case is reactivated any additional information is added on top of the original 
Case File Particulars Page (such as EPGs of an evidence sample, new Results 
table) and a new Case File Particulars page must be added (QPS No, case 
barcode etc should be filled out) 

iv.The suggested order for items, listed in order from the front of the case file. This is a 
guide for Major Crime cases. (note: this system is particularly useful for large or 
complex case files) 

• Copy of final statement 

• Most recent printout of UR notes 

• QP127s, receipts and receipt summary exam notes 
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• Outer packaging form and corresponding photo/photocopies (photocopy or 
photograph of QHFSS packaging not necessary if described adequately in notes) 

• Result table (sorted on Client Reference No.) 

• Stats (if same stat otherwise others after EPG for that sample) 

• Reference samples- A US LAB printout then EPG 

• Exam notes: 

o Photocopies of exhibit packaging 

o Hand written notes 

o Diagrams 

o Photos 

o EPGs 

o Mixture interpretation sheets if applicable 

o Stats if applicable 

• Result table is sorted on client reference column (excluding the reference 
samples). This enables all the submissions including re-works to be grouped 
together. 

• Each item and its corresponding paperwork is to be ordered into the file in a 
logical order (either in line with the result grabber or in line with order of 
appearance of items in statement) 

• To aid in a reader focussed statement, statement is written by grouping items by 
whom/where they are attributed to. 

c. CASE FILE WITH STATEMENT (Refer to 17119 Procedure for Release of Results) 

i. Statements contain all items received at QHFSS (even those not examined) 

ii. Statement must align with the EXR/EXHs previously reported or to be reported 

iii. All evidence samples have been included 

iv. Complainant ("Regina" where no complainant is specified or complainant is a 
company) and Defendant categories are correct and appear on the statement 
correctly 

v. The correct assisting information (pre-blurbs) has been used for the testing and 
examination completed. 

vi. Statistics correct and printout included in case file 

vii. 1 copy of the statement is included in the file (photocopy is not made until 
review is complete). No DRAFT statements are to be included. All peer review 
comments should be recorded in AUSLAB. 

d. CASE FILE (Administrative Tasks) 

i. Page number each page (including the reverse of the page if both sides have 
been used). 

ii Initial & CASE No. each page 

iii Include the total number of pages in the table on the front of the case file and 
initial and date as indicated. 
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iv The Case File contents section should be filled out on the Case File Particulars 
page (17038) for larger cases where it may assist in the location of particular 
areas of the case file. 

e. AUSLAB 

EXRIEXH page (Refer to 17119 Procedure for Release of Results) 

ii FB Methods page - Note every procedure used in the examination, analysis 
and case management of the particular case with a 'Y'. 

iii 9PLEX page - Each samples needs a preferred profile saved to the 9PLEX 
page. The 'completed date' and the 'DNA profile result' will automatically 
populate when the preferred profile for a sample is saved. 

iv FBEXAM -ensure is validated. (N/A may be used if the field is empty but 
requires an entry e.g Examination Trolley) 

v CS- If statement a statement request has not been received, change the status 
to "Sent to Peer'' and validate. If statement is required, leave as "Started" and 
pass case to reporting scientist. If it is thought that a statement may be 
required, a UR note can be entered requesting FSLU make enquiries with QPS. 

vi Return Destruction and Report Release Details - Validate these. 

vii Add a Tech Review Page if required (FBTR) (Refer to 17113 Technical Review 
to determine when a Technical Review is Required). 

viii Add an FBCALC Page if POPSTATS or BRBStats have been used complete 
and validate. 

f. REACTIVATED CASES 

Same as routine cases however an additional Admin and Tech Review (if 
required) must be requested on a new barcode (as the AUSLAB records would 
have already been completed when the case was originally finalised). 

ii When a case file is reactivated the case status must be changed to 
"Reactivated" and the case completed date should be deleted from the CS 
page. 

iii A UR note should be made detailing the reason for the re-activation. eg. 
Reactivated for further examination of exhibits, or Reactivated for statement 
purposes only. This is helpful to property point when deciding whether or not 
exhibits can be returned to QPS. 

iv A new case file particulars page is required to easily distinguish between the 
part of the file that has been reviewed and the newly added pages. 

v The reviewer may be specified on the Admin and Tech review pages. 

vi Upon reactivation, an assessment of profiles uploaded to NCIDD should be 
undertaken. In July 07, it was decided (in conjunction with QPS) that all crime 
scene profiles (except Known Deceased) could be uploaded. To do this 
retrospectively was considered too laborious and not undertaken, but we would 
like to capture these profiles on cases that are reactivated. 

9 COMPLETING A CASE 

1 Case files can be written off in AUSLAB as "Report Issued", "Analysed - Report Not 
Required" or "No Testing Required". This is only completed after the appropriate peer 
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reviews have been performed. "Analysed Report not Required" and "Report Issued" 
should be used by DNA Analysis Scientists. 

Report Issued- used where a report has been released- eg. statement 
Analysed Report not required - used when the file has been completed and a 
statement is not required. 
No testing required - used when notification is received that the results are no 
longer required. (Refer to 16004 AUSLAB Users Manual for finalising cases with 
no testing required). 

Notification of cases where no testing is required comes primarily through the FSLU 
(Forensic Sciences Liaison Unit). Details will be stored in UR notes or in an email 
printout from an Investigating Officer. Inactive files are to be written off as "No Testing 
Required" and may be reactivated if necessary. These files do not require an 
administrative review. Cases with any testing commenced (including examination) 
require an Administrative Review. Refer to 17123 Administrative Review. 

2 An official report is an official document, which is signed and dated, and the 
organisation has accountability via the authorised analyst signing the report. Refer to 
17119 Procedure for Release of Results for authorised formats. 

10 STORAGE OF FILES 

1 Active case files are stored with the case analyst or in the designated storage location 
for the work area. 

2 Case files on hold (ie, not allocated to a case analyst) are stored sequentially in a filing 
cabinet in an agreed place. 

3 Upon completion, case files should be stored sequentially in the compactus. It is 
important to have access to files in the event of client enquiries. Upon completion 
scientists should transfer cases to FBCFF1 (AUSLAB Case File Finish location), 
administrative staff will then store case files to the compactus. 

4 If files are subsequently removed from the compactus, or from one point to another the 
AUSLAB storage system must be used. 

5 Files should be returned to the compactus as soon as possible. 

6 Case files and records are kept indefinitely. 

11 EVIDENCE MANAGEMENT 

1 All attempts are made to ensure that items received for examination are properly 
packaged, labelled and accompanied by the appropriate documentation, (refer to 
17116). Any abnormalities or departures from the specified conditions are to be 
recorded and feedback provided to the QPS Forensic Standards Unit by ordering a 
Forensic Biology Feedback test code (FERRO). 

2 Note: Examples of situations that should be recorded: 
• Forensic Register issues- incorrect QPS number 

• Packaging- items received wet, glass not in correct packaging 

• Labelling - Exhibit labelled incorrectly or not at all 

• Storage -Incorrect storage conditions 

3 Refer to 17167 Forensic Biology- Procedure for the Retention and Storage of Items 
for details on storage of items. All items stored in the freezers and exhibit room are to 
be recorded and easily identified. All items should be packaged properly, sealed and 
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signed and labelled clearly. Movement of items should be tracked in the AUSLAB 
storage system. 

12 CASE FILE MANAGEMENT OFF SITE 

COURT 
• When case files are required for court appearances they should be tracked in 

AUSLAB to the reporting scientist's intray and then the borrowed function should be 
used. 

• A comment shall be recorded when prompted (and retained in the audit trail) 
documenting why the case file is to be removed. 

• If the case file is requested by court officials offer a photocopy of the file. As the 
case file is the original copy and this must be retained by QHFSS DNA Analysis. 

OTHER 
• If a case file is to be removed for any other purpose than for court the same 

procedure should be followed. 
• However the person removing the file is solely responsible for maintaining chain of 

custody and confidentiality at all times. 
• There are some rare circumstances where an original case file may be required off­

site and not be in the custody of a DNA Analysis staff member (eg Freedom of 
Information Requests). Where this is the case the Team Leader must be notified in 
advance. The entire case file must be photocopied and kept within DNA Analysis. 
UR notes should be completed explaining the circumstances, where the file is going, 
provide a contact name if possible and where possible the anticipated return date. 
When the original case file is returned the copy should be destroyed. 

13 COURT APPEARANCES 

1 Notices to attend and give evidence should be recorded in AUSLAB. 

2 Any court appearances should be recorded in AUSLAB. A CCD code should be 
requested and the page filled out appropriately. 

14 REFERENCES 

Keith Inman and Norah Rudin. Good Forensic Practice- Obligations of the Analyst; Chapter 
10. Principles and Practice of Criminalistics. CRC Press 2001. 

15 ASSOCIATED DOCUMENTS 

1 See QIS for access to controlled forms used in casework and the analytical section. 

2 16004 

3 17113 

4 17116 

5 17119 

6 17122 

7 17123 

8 17137 
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Examination of Items 

Procedure for the Retention and Storage of Items 

Procedure for DNA Profile Statistics 

Concentration of DNA Extract using Microcon Centrifugal Filter Devices 

NucleoSpin Extraction of DNA 

Uploading Profiles to NCIDD, Creating and Reviewing Links 

Explanations of EXR Results 

Storage 

Result Communications Procedure 

Batch functionality in AUSLAB 

Refer to Use of DNA Analysis Database Interface 
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17 APPENDICIES: 

1. The Case Management Screen in AUSLAB. 
2. Methods Used in Casework in AUSLAB 
3. Completing a Case with Work Done in AUSLAB. 
4. Requesting reworks for Pre-LIMS samples (registered in AUSLAB) 
5. Requesting reworks for Pre-LIMS samples (not registered in AUSLAB) 
6. Requesting extra reworks for AUSLAB-LIMS samples in AUSLAB 
7. Pooling Pre-LIMS samples (registered in AUSLAB) 
8. Pooling Pre-LIMS samples (not registered in AUSLAB) 
9. Requesting a dilution 
10. Requesting extraction of the remainder of a sample that has been sub-sampled in analytical 
11. Green and Volume Worklists- case assessment and 00 tasks 
12. Overview of Green and Volume Case Management Workflow 
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17.1 Appendix 1: The Case Management Screen 

AUSLAB test code: CS 
Purpose: 

The Case Management Screen is requested on the first laboratory number registered for the case. These 
should be only one Case Management screen for each case. 

The Case Management screen provides general details on the case. 

Definitions: 

Page: 29 of 42 

• Status- This is the case status and is used to track the workflow in the milestones page. 
Options for this field are: 

o RECEIVED- case has been received but not allocated. 
o ALLOCATED - case has been allocated to a case scientist 
o AWAITING ADVICE- more information has been requested. Case is on hold until 

further notice. This status is not tracked in the milestones. 
o START ED- Examination has commenced 
o SENT TO PEER REVIEW- case has been completed and has been sent for 

Administrative and/or Technical review. 
o RETURNED FROM PEER REVIEW- case has been returned to Case Scientist for 

amendments during review process. Only used if changes are required, is not 
tracked in the milestones. 

o REPORT ISSUED- case has been completed and statement has been sent. 
o ANALYSED-REPORT NOT REQUIRED- case has been completed but no 

statement has been requested. 
o NO TESTING REQUIRED- case has been written off, no work was required. 
o REACTIVATED- case has been reopened for more work or statement preparation. 
o IS STATEMENT REQUIRED -Is fed back to QPS so that 10 can inform FSLU if a 

statement is required. 
o ON HOLD SAMPLED AND STORED- Used for low priority cases for samples that 

have not been sent for processing. 

• People involved in the case (Surname, First, DOB, Class) - Names, dates of birth and 
classes of people involved in the case, e.g. complainants, suspects, defendants, deceased, 
elimination. Use <F1 >Help to see list of options. 

• Case Scientist- Scientist who has been allocated the case, generally the reporter. 
• Primary Case Scientist- Scientist who has performed the examinations. 
• Case Type- e.g. Armed Robbery, Assault, Murder, Property, Proficiency Testing, Paternity, 

Sexual Assault, Coroniai/DVI, Major Investigation and Miscellaneous. Use <F1 > Help to list 
of options. This is supplied by QPS. 

• Crime Class Code- information provided by the police, subdivisions of the case type 
categories. 

• Operation - used to record police operation name if applicable. 
• Investigating Officer- Contact officer for the case. 
• Due Date- Date results are required, used mainly for Coroniai/DVI cases or major 

investigations. 
• Court Date- Date of court proceedings. May be Committal or trial. Details are recorded in 

UR notes. 
• Operational Priority- Used to assist in case prioritisation. Use <F1 >Help to see list of 

options. 
• Date Completed- date case is completed and sent for review. 
• Exhibits- indicates status of exhibits. Use <F1 > Help to see list of options. 
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To Access and Edit the Case Management Screen: 

Patient Enquiry or <F10> 
Scan barcode in Lab Number field or enter Case 

Page: 30 of 42 

No. in UR field e.g. 

If case number entered, select 
barcode from table with "CS" 
code & select "Enter'' 

l 
<SF2> to edit all fields 
Tab to field and <F2> to edit individual field 
<F1> to see list of options in some fields 

<F4> to save 
<FG> to Validate 

Document Number: 17117V13 
Valid From: 1210212009 
Approverls: Cathie ALLEN 

These steps are 
essential for data to 
be accessed when 
using the Extended 

Enquiries search 
functions. 
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17.2 Appendix 2: Methods Used in Casework 

Purpose: The Methods Used in Casework results pages record all methods referred to in the 
examination of items in the case. This page records the method numbers, the latest revision of the 
documents can be accessed through QIS. 

Methods used in the examination of items (such as Acid Phosphatase, Blood Screening and 
Microscopy) are linked to entries on the Examinations page and are highlighted in orange on the 
Methods Used in Casework pages when these fields are filled out on the Examinations page for 
items within the case. 

Actions: 
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Patient Enquiry or <F1 0> 
Scan barcode from case file in Lab Number field 
or enter Case No. in UR field e.g. 

If case number entered, select barcode from table 
with "CS" code & select "Enter" 

"PgDn" to find Methods Used in Casework results 
page. 
<F2> to edit field, <SF2> to edit whole page. 

Enter "Y" or "YES" in relevant fields. Methods 
linked to methods from the Examinations page 
will be highlighted in orange. PgDn to get to 
second page. 

<F4> to save and <FG> to validate. 
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17.3 Appendix 3: Completing a Case with Work Done 

This flowchart describes the steps required to complete a case in AUSLAB. This details what 
fields must be entered in all results pages. The individual instructions for each step provide more 
details. 

Patient Enquiry or <F1 0> 
from case file in Lab Number field or enter Case No. in UR field e.g. 

or access through worklist. 

If barcode entered, <SF9> to get to table with all lab numbers. 

t 
........,_, 

Complete all 9PLEX and/or COFILER pages by entering results. <F4> to save & <FG> to 
validate. 

+ f 

'\ "'""' Check all Examination pages. <F4> to save & <FG> to validate. 

t 
Enter results in all Exhibit Reports. <F4> to save, these pages will be validated during the 
review process. 

rr---..... ' "" 

Create statement if required using FBSTAT, FBSHRT or FBADD on lab number with Case 
Management screen. <F4>, Save & <FG> Validate. 

+ 
Add Technical Review page on lab number with Case Management screen if required. 
<SF10> for Registration screen, <END> then type FBTR. 
<F7>. <F4>. <F4> to save . 

.._/ J 

Check Methods Used in Casework pages are completed and validated. 

Check Report Release and Exhibit Return/Destruction pages are validated. 
Information may not be available at this stage. 

Enter the# of Items tested on all Forensic Receipt pages. <F4> Save & <FG> Validate. 

On Case Management screen, enter Exhibit Status, and change Status to "Sent to Peer 
Review". <F4> Save & <FG> Validate. 
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